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Supplementary Figure 2
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Supplementary Figure 3

De novo FA biosynthesis

sgControl

sgBckdha - 1
sgBckdha - 2
sgBckdha - 3

100

omnn




>

(O]
L 8 04~
o (&]
S 3
< O 0.3
S O
S
< D 0.2
S 2

£
= 8 044

s | ¥

%
w

Citrate MID
from [U-"3C]Glucose

Supplementary Figure 4
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