
Supplemental Data 1 

We have used the following pattern description for the hammerhead ribozyme search of 

EMBL database (rel.78), using a pattern description language (D'Souza et al., 1997); 

comment lines start with a `#'. Nucleotides in the hammerhead motif are numbered according 

to convention (Hertel et al., 1992)  

 

# basepairing rules 

r1={au,ua,gc,cg,gu,ug} r2={ua} r3={gc}  

# 5' part of stem III consists of 4 to 5 nt and a terminal U16.1 

p31=4...5 p32=U  

# cleavage site (nt 17) 

H  

# 5' part of stem I 

p1=5...7  

# hairpin loop 1 

3...13 

# 3' part of stem I is the reverse complement of p1 using rule 1; allows for a single mismatch 

r1~p1[1,0,0]  

# nt 3 to 9; nt 9.1 is either a W or not present 

CUGANGA (W | 0...0)  

# 5' part of stem II starts with G10.1 

p21=G p22=3...4  

# hairpin loop 2 

3...6 

# 3' part of stem II is the reverse complement of p22 and p21, which is C11.1 

r1~p22 r3~p21  



# nt 12 to 14 

GAA  

# 3' part of stem I with A15.1 

r2~p32 r1~p31 

 

The result of this search were a total of 302 sequences, 180 of which corresponded to 

annotated HHRzs from a variety of satellite RNAs and some viroids. Further 94 sequences 

stemmed from synthetic or patented constructs. The novel hits were distributed among the 

species listed in Table 1. After filtering out redundant hits, we obtained the independent hits 

that are listed with their EMBL accession number in Table 1. 

 

Supplemental Table1. Database hits of sequences that contain potential hammerhead 

ribozymes 

Organism hitsa independent hitsb EMBL Accession 

Arabidopsis thaliana  11 2 ATF6I181 

Danio rerio  2 2 BX649508 

BX842240 

Homo sapiens  7 2 AL391005 

AC022613 

Mus musculus  1 1 AL626769 

Thanatephorus cucumeris  1 1 AB035862 

Xenopus tropicalis  2 1 AC147919 

a Original number of hits 

b Independent hits after filtering out redundant sequences 

1 This entry contains both hits of A. thaliana.  
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