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PCoA (Bray—Curtis) 16S Sequencing vs. 16S-ITS Sequencing vs. Shotgun Metagenomic Sequencing (Kraken2&PlusPF, VIRGO, MetaPhlAn)
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PCoA (Bray—Curtis) 16S Sequencing vs. 16S-ITS Sequencing vs. Shotgun Metagenomic Sequencing (Kraken2&PlusPF, VIRGO, MetaPhlAn)
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