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Supplemental Table 2: Relevant Metabolomics Studies Included in Our Study.

AMD: age-related macular degeneration; PCV: polypoidal choroidal vasculopathy; NVAMD: neovascular age-related macular degeneration; IAMD:

intermediate age-related macular degeneration; RPE: retinal pigment epithelial; LC-MS: liquid chromatography-mass spectrometry; UPLC: ultra-performance

liquid chromatography: TOF: time of flight; Q-TOF, quadrupole-time of flight; FTMS: fouriertransform mass spectrometry; GC: gas chromatography:

PLS-DA: partial least squares discriminant analysis; OPLS-DA: orthogonal partial least squares discriminant analysis; NMR: nuclear magnetic resonance;

ANOVA: one-way analysis of variance.,
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