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MR leave—one-out sensitivity analysis for
'Eotaxin levels || id:ebi—-IPs91-GCST90274764' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'Eotaxin levels || id:ebi—-IPs91-GCST90274764' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'C-C motif chemokine 23 levels || id:ebi-IPs91-GCST90274767' on 'Crohn's disease || id:ieu—a—-30'
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MR leave—one-out sensitivity analysis for
'C—C motif chemokine 23 levels || id:ebi-IPs91-GCST90274767' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'C-C motif chemokine 25 levels || id:ebi-IPs91-GCST90274768' on 'Crohn's disease || id:ieu—a—-30'
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MR leave—one-out sensitivity analysis for
'C—C motif chemokine 25 levels || id:ebi-IPs91-GCST90274768' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'C—C motif chemokine 28 levels || id:ebi-IPs91-GCST90274769' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'C—C motif chemokine 28 levels || id:ebi-IPs91-GCST90274769' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'C—-C motif chemokine 4 levels || id:ebi-IPs91-GCST90274770' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'C—-C motif chemokine 4 levels || id:ebi-IPs91-GCST90274770' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
‘Natural killer cell receptor 2B4 levels || id:ebi-IPs91-GCST90274771' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
‘Natural killer cell receptor 2B4 levels || id:ebi-IPs91-GCST90274771' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'CD4O0L receptor levels || id:ebi-IPs91-GCST90274772' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'CDA4O0L receptor levels || id:ebi-IPs91-GCST90274772' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
‘T—cell surface glycoprotein CD5 levels || id:ebi-IPs91-GCST90274773' on 'Crohn's disease || id:ieu—a-30'



rs674379 -

rs4939490 -

rs61747728 -

rs7242462 -

All - <

1 1 ;
-0.50 -0.25 0.00 0.2¢
MR leave—one-out sensitivity analysis for
‘T—cell surface glycoprotein CD5 levels || id:ebi-IPs91-GCST90274773' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
‘T—cell surface glycoprotein CD6 isoform levels || id:ebi-IPs91-GCST90274774' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
‘T—cell surface glycoprotein CD6 isoform levels || id:ebi-IPs91-GCST90274774' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'CUB domain—containing protein 1 levels || id:ebi-IPs91-GCST90274775' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'CUB domain—containing protein 1 levels || id:ebi-IPs91-GCST90274775' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'‘Cystatin D levels || id:ebi—-IPs91-GCST90274777' on ‘Crohn's disease || id:ieu—a—-30'
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MR leave—one-out sensitivity analysis for

'Cystatin D levels || id:ebi—-IPs91-GCST90274777' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'Fractalkine levels || id:ebi-IPs91-GCST90274778' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'Fractalkine levels || id:ebi-IPs91-GCST90274778' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'C—X~-C motif chemokine 10 levels || id:ebi-IPs91-GCST90274780' on '‘Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'C—X-C motif chemokine 10 levels || id:ebi-IPs91-GCST90274780"' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'C—X-C motif chemokine 11 levels || id:ebi-IPs91-GCST90274781' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'C—-X-C motif chemokine 11 levels || id:ebi-IPs91-GCST90274781' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
'C—X~-C motif chemokine 5 levels || id:ebi-IPs91-GCST90274782' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for

'C—X-C motif chemokine 5 levels || id:ebi-IPs91-GCST90274782' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'C—X-C motif chemokine 6 levels || id:ebi-IPs91-GCST90274783' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'C—X-C motif chemokine 6 levels || id:ebi-IPs91-GCST90274783' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'C—X~-C motif chemokine 9 levels || id:ebi-IPs91-GCST90274784' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'C—X-C motif chemokine 9 levels || id:ebi-IPs91-GCST90274784' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
'Delta and Notch-like epidermal growth factor-related receptor levels || id:ebi-IPs91-GCST90274785' on 'Crohn's disease || id:ieu-



rs62193248 -

rs6517655 -

rs207671 - .

rs35032874 -

All - <

-0.2 0.0 0.2 0.4

MR leave—one-out sensitivity analysis for
‘Delta and Notch-like epidermal growth factor-related receptor levels || id:ebi-IPs91-GCST90274785' on 'Ulcerative colitis || id:ieu-
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MR leave—one-out sensitivity analysis for
'Fibroblast growth factor 21 levels || id:ebi-IPs91-GCST90274788' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'Fibroblast growth factor 21 levels || id:ebi-IPs91-GCST90274788' on 'Ulcerative colitis || id:ieu—a—-32"
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MR leave—one-out sensitivity analysis for
'Fms-related tyrosine kinase 3 ligand levels || id:ebi—IPs91-GCST90274791' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for

'Fms-related tyrosine kinase 3 ligand levels || id:ebi—-IPs91-GCST90274791' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for

‘Glial cell line—derived neurotrophic factor levels || id:ebi-IPs91-GCST90274792' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
‘Glial cell line—derived neurotrophic factor levels || id:ebi—IPs91-GCST90274792' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
‘Interleukin—10 receptor subunit beta levels || id:ebi—-IPs91-GCST90274797' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
‘Interleukin—10 receptor subunit beta levels || id:ebi-IPs91-GCST90274797' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for

‘Interleukin—12 subunit beta levels || id:ebi-IPs91-GCST90274798' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for

‘Interleukin—12 subunit beta levels || id:ebi-IPs91-GCST90274798' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
‘Interleukin—15 receptor subunit alpha levels || id:ebi-IPs91-GCST90274800' on 'Crohn's disease || id:ieu—a—-30'



rs7898286 -

rs2228059 -

rs7137828 - —

All -

1 1 ; 1 1 1
-0.50 -0.25 0.00 0.25 0.50 0.75
MR leave—one-out sensitivity analysis for
‘Interleukin—15 receptor subunit alpha levels || id:ebi-IPs91-GCST90274800' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
‘Interleukin—18 levels || id:ebi-1IPs91-GCST90274803' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
'Interleukin—18 levels || id:ebi-1IPs91-GCST90274803' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
'interleukin—18 receptor 1 levels || id:ebi-IPs91-GCST90274804' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'interleukin—18 receptor 1 levels || id:ebi-IPs91-GCST90274804' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for
‘Leukemia inhibitory factor receptor levels || id:ebi—IPs91-GCST90274820' on 'Crohn's disease || id:ieu—a—-30'
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MR leave—one-out sensitivity analysis for
‘Leukemia inhibitory factor receptor levels || id:ebi—-IPs91-GCST90274820' on 'Ulcerative colitis || id:ieu—a—-32"
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein—1 levels || id:ebi-IPs91-GCST90274821' on 'Crohn’'s disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein—1 levels || id:ebi-IPs91-GCST90274821' on 'Ulcerative colitis || id:ieu—a—-32'
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All -
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MR leave—one-out sensitivity analysis for
'Monocyte chemoattractant protein 2 levels || id:ebi-IPs91-GCST90274822' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein 2 levels || id:ebi-IPs91-GCST90274822' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein—3 levels || id:ebi-IPs91-GCST90274823' on 'Crohn's disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein—3 levels || id:ebi-IPs91-GCST90274823' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
‘Monocyte chemoattractant protein—4 levels || id:ebi-1Ps91-GCST90274824' on 'Crohn’'s disease || id:ieu—a—30'
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MR leave—one-out sensitivity analysis for

‘Monocyte chemoattractant protein—4 levels || id:ebi-IPs91-GCST90274824' on 'Ulcerative colitis || id:ieu—a—-32'
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MR leave—one-out sensitivity analysis for

‘Macrophage inflammatory protein 1a levels || id:ebi-IPs91-GCST90274825' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
‘Macrophage inflammatory protein 1a levels || id:ebi-IPs91-GCST90274825' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
‘Matrix metalloproteinase-1 levels || id:ebi-IPs91-GCST90274826' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for

'‘Matrix metalloproteinase-1 levels || id:ebi-IPs91-GCST90274826' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for

'‘Matrix metalloproteinase—-10 levels || id:ebi—-IPs91-GCST90274827' on 'Crohn's disease || id:ieu—a—-30'
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MR leave—one-out sensitivity analysis for
‘Matrix metalloproteinase—10 levels || id:ebi-IPs91-GCST90274827' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for

'Stem cell factor levels || id:ebi-IPs91-GCST90274833' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'Stem cell factor levels || id:ebi-IPs91-GCST90274833' on 'Ulcerative colitis || id:ieu—a-32'
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MR leave—one-out sensitivity analysis for
'Signaling lymphocytic activation molecule levels || id:ebi-IPs91-GCST90274835' on 'Crohn's disease || id:ieu—a-30'
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MR leave—one-out sensitivity analysis for
'Signaling lymphocytic activation molecule levels || id:ebi-IPs91-GCST90274835' on 'Ulcerative colitis || id:ieu—a—32'
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MR leave—one-out sensitivity analysis for
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