
All

rs2228467

rs12075

rs9940390

rs2201150

rs757973

rs79722574

−0.4 −0.2 0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'Eotaxin levels || id:ebi−IPs91−GCST90274764' on 'Crohn's disease || id:ieu−a−30'



All

rs2228467

rs12075

rs9940390

rs757973

rs2201150

rs79722574

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Eotaxin levels || id:ebi−IPs91−GCST90274764' on 'Ulcerative colitis || id:ieu−a−32'



All

rs712048

rs117639761

rs7225405

rs77527696

−0.50 −0.25 0.00 0.25
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767' on 'Crohn's disease || id:ieu−a−30'



All

rs117639761

rs7225405

rs77527696

rs712048

0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767' on 'Ulcerative colitis || id:ieu−a−32'



All

rs3136647

rs149462828

rs78865157

rs7252764

rs635634

rs7296588

−0.3 −0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768' on 'Crohn's disease || id:ieu−a−30'



All

rs3136647

rs7296588

rs149462828

rs7252764

rs78865157

rs635634

−0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768' on 'Ulcerative colitis || id:ieu−a−32'



All

rs139902

rs4866742

rs76669782

rs6580980

−0.50 −0.25 0.00 0.25
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769' on 'Crohn's disease || id:ieu−a−30'



All

rs139902

rs4866742

rs6580980

rs76669782

−0.5 0.0 0.5 1.0
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769' on 'Ulcerative colitis || id:ieu−a−32'



All

rs8064426

rs140505982

rs17692864

−1.0 −0.5 0.0 0.5
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770' on 'Crohn's disease || id:ieu−a−30'



All

rs8064426

rs140505982

rs17692864

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770' on 'Ulcerative colitis || id:ieu−a−32'



All

rs56272634

rs3828139

rs72837690

rs4672486

rs11265493

−0.5 0.0 0.5
MR leave−one−out sensitivity analysis for

'Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771' on 'Crohn's disease || id:ieu−a−30'



All

rs4672486

rs72837690

rs56272634

rs3828139

rs11265493

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771' on 'Ulcerative colitis || id:ieu−a−32'



All

rs73128569

rs117191103

rs7250371

−1.0 −0.5 0.0 0.5 1.0
MR leave−one−out sensitivity analysis for

'CD40L receptor levels || id:ebi−IPs91−GCST90274772' on 'Crohn's disease || id:ieu−a−30'



All

rs7250371

rs73128569

rs117191103

−0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'CD40L receptor levels || id:ebi−IPs91−GCST90274772' on 'Ulcerative colitis || id:ieu−a−32'



All

rs4939490

rs61747728

rs7242462

rs674379

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773' on 'Crohn's disease || id:ieu−a−30'



All

rs7242462

rs61747728

rs4939490

rs674379

−0.50 −0.25 0.00 0.25
MR leave−one−out sensitivity analysis for

'T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773' on 'Ulcerative colitis || id:ieu−a−32'



All

rs597808

rs2237995

rs11230555

−0.25 0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for

'T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774' on 'Crohn's disease || id:ieu−a−30'



All

rs597808

rs2237995

rs11230555

−0.2 0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774' on 'Ulcerative colitis || id:ieu−a−32'



All

rs2276862

rs7618923

rs672806

rs12290068

−0.2 −0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775' on 'Crohn's disease || id:ieu−a−30'



All

rs7618923

rs12290068

rs672806

rs2276862

−0.2 −0.1 0.0 0.1 0.2 0.3
MR leave−one−out sensitivity analysis for

'CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775' on 'Ulcerative colitis || id:ieu−a−32'



All

rs1555472

rs4756151

rs11054069

rs12294339

rs4813529

rs67020211

rs141179525

rs11696133

0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Cystatin D levels || id:ebi−IPs91−GCST90274777' on 'Crohn's disease || id:ieu−a−30'



All

rs11696133

rs4813529

rs12294339

rs1555472

rs141179525

rs11054069

rs67020211

rs4756151

−0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'Cystatin D levels || id:ebi−IPs91−GCST90274777' on 'Ulcerative colitis || id:ieu−a−32'



All

rs8052631

rs3732378

rs635634

−1.0 −0.5 0.0 0.5 1.0 1.5
MR leave−one−out sensitivity analysis for

'Fractalkine levels || id:ebi−IPs91−GCST90274778' on 'Crohn's disease || id:ieu−a−30'



All

rs3732378

rs8052631

rs635634

−0.4 0.0 0.4
MR leave−one−out sensitivity analysis for

'Fractalkine levels || id:ebi−IPs91−GCST90274778' on 'Ulcerative colitis || id:ieu−a−32'



All

rs115140093

rs72651343

rs12646113

−0.6 −0.4 −0.2 0.0
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780' on 'Crohn's disease || id:ieu−a−30'



All

rs12646113

rs115140093

rs72651343

−0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780' on 'Ulcerative colitis || id:ieu−a−32'



All

rs6827617

rs10733789

rs75612655

−1 0 1
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781' on 'Crohn's disease || id:ieu−a−30'



All

rs6827617

rs10733789

rs75612655

−0.25 0.00 0.25 0.50
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781' on 'Ulcerative colitis || id:ieu−a−32'



All

rs425535

rs7636889

rs79649467

rs10821552

rs6993770

−0.50 −0.25 0.00 0.25
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782' on 'Crohn's disease || id:ieu−a−30'



All

rs6993770

rs79649467

rs7636889

rs10821552

rs425535

−0.3 −0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782' on 'Ulcerative colitis || id:ieu−a−32'



All

rs12075

rs191180456

rs16850073

−0.25 0.00 0.25 0.50 0.75 1.00
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783' on 'Crohn's disease || id:ieu−a−30'



All

rs12075

rs191180456

rs16850073

0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783' on 'Ulcerative colitis || id:ieu−a−32'



All

rs783149

rs4241577

rs12191307

0.0 0.3 0.6 0.9
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784' on 'Crohn's disease || id:ieu−a−30'



All

rs12191307

rs4241577

rs783149

0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for

'C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784' on 'Ulcerative colitis || id:ieu−a−32'



All

rs207671

rs6517655

rs62193248

rs35032874

−0.25 0.00 0.25 0.50
MR leave−one−out sensitivity analysis for

'Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785' on 'Crohn's disease || id:ieu−a−30'



All

rs35032874

rs207671

rs6517655

rs62193248

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785' on 'Ulcerative colitis || id:ieu−a−32'



All

rs13229619

rs2429473

rs838131

0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for

'Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788' on 'Crohn's disease || id:ieu−a−30'



All

rs13229619

rs838131

rs2429473

−0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788' on 'Ulcerative colitis || id:ieu−a−32'



All

rs11212636

rs1866051

rs76428106

rs9554186

rs78429945

rs55633025

rs7726159

rs144317085

rs7624160

−0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791' on 'Crohn's disease || id:ieu−a−30'



All

rs11212636

rs144317085

rs1866051

rs78429945

rs9554186

rs55633025

rs76428106

rs7624160

rs7726159

0.0 0.1 0.2 0.3
MR leave−one−out sensitivity analysis for

'Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791' on 'Ulcerative colitis || id:ieu−a−32'



All

rs2194229

rs77671113

rs2453338

rs11740708

0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792' on 'Crohn's disease || id:ieu−a−30'



All

rs77671113

rs2453338

rs2194229

rs11740708

0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792' on 'Ulcerative colitis || id:ieu−a−32'



All

rs2266590

rs6517157

rs142421172

−0.2 0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797' on 'Crohn's disease || id:ieu−a−30'



All

rs6517157

rs142421172

rs2266590

−0.4 0.0 0.4 0.8
MR leave−one−out sensitivity analysis for

'Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797' on 'Ulcerative colitis || id:ieu−a−32'



All

rs17722688

rs1950897

rs705705

rs73416208

rs144850787

rs76428106

rs516978

rs8026767

rs12588969

rs11130215

rs9815073

−0.3 −0.2 −0.1 0.0 0.1 0.2 0.3
MR leave−one−out sensitivity analysis for

'Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798' on 'Crohn's disease || id:ieu−a−30'



All

rs17722688

rs76428106

rs1950897

rs9815073

rs144850787

rs73416208

rs705705

rs12588969

rs8026767

rs11130215

rs516978

−0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798' on 'Ulcerative colitis || id:ieu−a−32'



All

rs7137828

rs7898286

rs2228059

−0.50 −0.25 0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for

'Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800' on 'Crohn's disease || id:ieu−a−30'



All

rs7137828

rs2228059

rs7898286

−0.50 −0.25 0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for

'Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800' on 'Ulcerative colitis || id:ieu−a−32'



All

rs385076

rs17229943

rs12681624

rs5744249

−0.1 0.0 0.1 0.2 0.3 0.4
MR leave−one−out sensitivity analysis for

'Interleukin−18 levels || id:ebi−IPs91−GCST90274803' on 'Crohn's disease || id:ieu−a−30'



All

rs5744249

rs17229943

rs385076

rs12681624

0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Interleukin−18 levels || id:ebi−IPs91−GCST90274803' on 'Ulcerative colitis || id:ieu−a−32'



All

rs951774

rs2732865

rs78357146

rs78714574

rs75366565

0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804' on 'Crohn's disease || id:ieu−a−30'



All

rs951774

rs2732865

rs78714574

rs78357146

rs75366565

−0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804' on 'Ulcerative colitis || id:ieu−a−32'



All

rs41307428

rs2289779

rs635634

−0.5 0.0 0.5
MR leave−one−out sensitivity analysis for

'Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820' on 'Crohn's disease || id:ieu−a−30'



All

rs2289779

rs635634

rs41307428

−0.6 −0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820' on 'Ulcerative colitis || id:ieu−a−32'



All

rs12075

rs1846616

rs35728689

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821' on 'Crohn's disease || id:ieu−a−30'



All

rs12075

rs35728689

rs11870164

rs1846616

−0.6 −0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821' on 'Ulcerative colitis || id:ieu−a−32'



All

rs12451323

rs144618566

rs12075

rs72827004

rs41274294

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822' on 'Crohn's disease || id:ieu−a−30'



All

rs12451323

rs41274294

rs144618566

rs12075

rs72827004

−0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822' on 'Ulcerative colitis || id:ieu−a−32'



All

rs2228467

rs7116054

rs4146770

rs7213460

rs12075

−0.6 −0.3 0.0 0.3
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823' on 'Crohn's disease || id:ieu−a−30'



All

rs2228467

rs7116054

rs4146770

rs7213460

rs12075

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823' on 'Ulcerative colitis || id:ieu−a−32'



All

rs12075

rs3136676

rs2721961

rs7612912

rs72825017

rs3917900

−0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824' on 'Crohn's disease || id:ieu−a−30'



All

rs3136676

rs12075

rs72825017

rs7612912

rs2721961

rs3917900

−0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824' on 'Ulcerative colitis || id:ieu−a−32'



All

rs7137828

rs8951

rs56675286

rs9911791

rs76522981

rs5743604

−0.6 −0.4 −0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825' on 'Crohn's disease || id:ieu−a−30'



All

rs7137828

rs5743604

rs56675286

rs76522981

rs9911791

rs8951

−0.25 0.00 0.25 0.50
MR leave−one−out sensitivity analysis for

'Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825' on 'Ulcerative colitis || id:ieu−a−32'



All

rs4734879

rs2155053

rs12141791

rs77095316

rs116889819

rs2926741

rs141782294

−0.25 0.00 0.25 0.50
MR leave−one−out sensitivity analysis for

'Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826' on 'Crohn's disease || id:ieu−a−30'



All

rs2155053

rs77095316

rs4734879

rs116889819

rs12141791

rs2926741

rs141782294

−0.2 −0.1 0.0 0.1 0.2 0.3
MR leave−one−out sensitivity analysis for

'Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826' on 'Ulcerative colitis || id:ieu−a−32'



All

rs72699188

rs11225354

rs17099622

rs142915220

rs17860955

−0.1 0.0 0.1 0.2 0.3
MR leave−one−out sensitivity analysis for

'Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827' on 'Crohn's disease || id:ieu−a−30'



All

rs17099622

rs11225354

rs142915220

rs72699188

rs17860955

−0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827' on 'Ulcerative colitis || id:ieu−a−32'



All

rs2740488

rs11608458

rs12149545

rs16942887

rs138854302

rs798893

rs2024570

rs705379

rs6073958

rs45617141

−0.3 −0.2 −0.1 0.0
MR leave−one−out sensitivity analysis for

'Stem cell factor levels || id:ebi−IPs91−GCST90274833' on 'Crohn's disease || id:ieu−a−30'



All

rs12149545

rs16942887

rs174535

rs705379

rs2740488

rs11608458

rs45617141

rs2024570

rs798893

rs138854302

rs6073958

−0.2 −0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'Stem cell factor levels || id:ebi−IPs91−GCST90274833' on 'Ulcerative colitis || id:ieu−a−32'



All

rs60094514

rs56244095

rs2790462

rs10212190

rs12058421

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835' on 'Crohn's disease || id:ieu−a−30'



All

rs12058421

rs60094514

rs10212190

rs56244095

rs2790462

−0.2 0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835' on 'Ulcerative colitis || id:ieu−a−32'



All

rs66530140

rs2731674

rs149278

−0.4 −0.2 0.0
MR leave−one−out sensitivity analysis for

'Sulfotransferase 1A1 levels || id:ebi−IPs91−GCST90274836' on 'Ulcerative colitis || id:ieu−a−32'



All

rs344560

rs11569551

rs11950562

−1.0 −0.5 0.0 0.5
MR leave−one−out sensitivity analysis for

'Tumor necrosis factor ligand superfamily member 14 levels || id:ebi−IPs91−GCST90274842' on 'Ulcerative colitis || id:ieu−a−32'



All

rs4760

rs1065657

rs8178824

rs16840522

rs490342

rs5030044

−0.3 −0.2 −0.1 0.0 0.1
MR leave−one−out sensitivity analysis for

'TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843' on 'Crohn's disease || id:ieu−a−30'



All

rs174533

rs16840522

rs1065657

rs490342

rs8178824

rs5030044

rs4760

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843' on 'Ulcerative colitis || id:ieu−a−32'



All

rs62501135

rs11713634

rs704

rs79287178

rs2468187

−0.3 −0.2 −0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844' on 'Crohn's disease || id:ieu−a−30'



All

rs704

rs11713634

rs79287178

rs4512994

rs2468187

rs62501135

−0.2 −0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844' on 'Ulcerative colitis || id:ieu−a−32'



All

rs9842051

rs10831650

rs7503751

rs34790908

rs579459

−0.2 0.0 0.2 0.4
MR leave−one−out sensitivity analysis for

'Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846' on 'Crohn's disease || id:ieu−a−30'



All

rs34790908

rs10831650

rs9842051

rs7503751

rs579459

−0.3 −0.2 −0.1 0.0 0.1 0.2
MR leave−one−out sensitivity analysis for

'Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846' on 'Ulcerative colitis || id:ieu−a−32'



All

rs13299342

rs4760

rs7564243

rs7406661

rs4251805

rs11220462

rs4800787

rs2227575

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847' on 'Crohn's disease || id:ieu−a−30'



All

rs7564243

rs7406661

rs11220462

rs13299342

rs2227575

rs4251805

rs4800787

rs4760

−0.4 −0.2 0.0 0.2
MR leave−one−out sensitivity analysis for

'Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847' on 'Ulcerative colitis || id:ieu−a−32'



All

rs6993770

rs10822155

rs62401205

rs114694170

rs6921438

0.0 0.2 0.4 0.6
MR leave−one−out sensitivity analysis for

'Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848' on 'Crohn's disease || id:ieu−a−30'



All

rs114694170

rs10822155

rs62401205

rs6993770

rs6921438

−0.1 0.0 0.1 0.2 0.3 0.4 0.5
MR leave−one−out sensitivity analysis for

'Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848' on 'Ulcerative colitis || id:ieu−a−32'



−0.02

0.00

0.02

0.04

0.06

0.08 0.10 0.12 0.14
SNP effect on Eukaryotic translation initiation factor 4E−binding protein 1 levels || id:ebi−IPs91−GCST90274758

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.02

0.00

0.02

0.04

0.08 0.10 0.12 0.14
SNP effect on Eukaryotic translation initiation factor 4E−binding protein 1 levels || id:ebi−IPs91−GCST90274758

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



0.00

0.05

0.25 0.50 0.75
SNP effect on Adenosine Deaminase levels || id:ebi−IPs91−GCST90274759

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



0.00

0.05

0.10

0.15

0.25 0.50 0.75
SNP effect on Adenosine Deaminase levels || id:ebi−IPs91−GCST90274759

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



0.00

0.02

0.04

0.065 0.070 0.075 0.080 0.085 0.090
SNP effect on beta−nerve growth factor levels || id:ebi−IPs91−GCST90274762

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.02

0.00

0.02

0.065 0.070 0.075 0.080 0.085 0.090
SNP effect on beta−nerve growth factor levels || id:ebi−IPs91−GCST90274762

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.1

0.0

0.1

0.1 0.2 0.3
SNP effect on Eotaxin levels || id:ebi−IPs91−GCST90274764

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.1 0.2 0.3
SNP effect on Eotaxin levels || id:ebi−IPs91−GCST90274764

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.125 0.150 0.175 0.200 0.225 0.250
SNP effect on C−C motif chemokine 19 levels || id:ebi−IPs91−GCST90274765

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.025

0.000

0.025

0.050

0.075

0.100

0.125 0.150 0.175 0.200 0.225 0.250
SNP effect on C−C motif chemokine 19 levels || id:ebi−IPs91−GCST90274765

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.05

0.10 0.12 0.14 0.16
SNP effect on C−C motif chemokine 20 levels || id:ebi−IPs91−GCST90274766

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



0.000

0.025

0.050

0.075

0.10 0.12 0.14 0.16
SNP effect on C−C motif chemokine 20 levels || id:ebi−IPs91−GCST90274766

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.2

−0.1

0.0

0.1

0.2 0.3 0.4 0.5
SNP effect on C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.2

0.3

0.2 0.3 0.4 0.5
SNP effect on C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.2

0.2 0.4 0.6 0.8
SNP effect on C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.2 0.4 0.6 0.8
SNP effect on C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1 0.2 0.3
SNP effect on C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1 0.2 0.3
SNP effect on C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.20 0.25 0.30 0.35 0.40
SNP effect on C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.20 0.25 0.30 0.35 0.40
SNP effect on C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.05 0.10 0.15 0.20
SNP effect on Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.050

−0.025

0.000

0.025

0.050

0.05 0.10 0.15 0.20
SNP effect on Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.1 0.2 0.3 0.4
SNP effect on CD40L receptor levels || id:ebi−IPs91−GCST90274772

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.15

−0.10

−0.05

0.00

0.1 0.2 0.3 0.4
SNP effect on CD40L receptor levels || id:ebi−IPs91−GCST90274772

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.12 0.15 0.18 0.21
SNP effect on T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.06

−0.03

0.00

0.03

0.06

0.12 0.15 0.18 0.21
SNP effect on T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.03

0.06

0.09

0.2 0.4 0.6
SNP effect on T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.04

0.08

0.2 0.4 0.6
SNP effect on T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.04

−0.02

0.00

0.02

0.10 0.15 0.20 0.25 0.30
SNP effect on CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.06

−0.03

0.00

0.03

0.06

0.10 0.15 0.20 0.25 0.30
SNP effect on CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.2 0.4 0.6
SNP effect on Cystatin D levels || id:ebi−IPs91−GCST90274777

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.2 0.4 0.6
SNP effect on Cystatin D levels || id:ebi−IPs91−GCST90274777

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.0

0.1

0.2

0.075 0.100 0.125 0.150 0.175
SNP effect on Fractalkine levels || id:ebi−IPs91−GCST90274778

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.075 0.100 0.125 0.150 0.175
SNP effect on Fractalkine levels || id:ebi−IPs91−GCST90274778

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.025

0.000

0.025

0.050

0.1 0.2 0.3
SNP effect on C−X−C motif chemokine 1 levels || id:ebi−IPs91−GCST90274779

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.04

−0.02

0.00

0.02

0.04

0.1 0.2 0.3
SNP effect on C−X−C motif chemokine 1 levels || id:ebi−IPs91−GCST90274779

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.2

−0.1

0.0

0.2 0.4 0.6
SNP effect on C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.2 0.4 0.6
SNP effect on C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.4

−0.2

0.0

0.2 0.4 0.6
SNP effect on C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.15

−0.10

−0.05

0.00

0.05

0.10

0.2 0.4 0.6
SNP effect on C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.1 0.2 0.3 0.4 0.5
SNP effect on C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1 0.2 0.3 0.4 0.5
SNP effect on C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.1 0.2 0.3 0.4 0.5
SNP effect on C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.15

0.20

0.1 0.2 0.3 0.4 0.5
SNP effect on C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.050

0.075

0.100

0.09 0.12 0.15
SNP effect on C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.03

0.06

0.09

0.09 0.12 0.15
SNP effect on C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.050

−0.025

0.000

0.025

0.050

0.075

0.10 0.15 0.20
SNP effect on Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.02

0.00

0.02

0.04

0.06

0.10 0.15 0.20
SNP effect on Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.025

0.000

0.025

0.050

0.075

0.13 0.14 0.15 0.16 0.17 0.18
SNP effect on Protein S100−A12 levels || id:ebi−IPs91−GCST90274786

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



0.00

0.04

0.08

0.12

0.13 0.14 0.15 0.16 0.17 0.18
SNP effect on Protein S100−A12 levels || id:ebi−IPs91−GCST90274786

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.08

−0.06

−0.04

−0.02

0.07 0.08 0.09 0.10 0.11 0.12
SNP effect on Fibroblast growth factor 19 levels || id:ebi−IPs91−GCST90274787

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.03

−0.02

−0.01

0.00

0.01

0.07 0.08 0.09 0.10 0.11 0.12
SNP effect on Fibroblast growth factor 19 levels || id:ebi−IPs91−GCST90274787

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



0.025

0.050

0.075

0.100

0.09 0.12 0.15 0.18
SNP effect on Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.03

0.00

0.03

0.09 0.12 0.15 0.18
SNP effect on Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.02

0.00

0.02

0.04

0.08 0.09 0.10 0.11 0.12 0.13
SNP effect on Fibroblast growth factor 23 levels || id:ebi−IPs91−GCST90274789

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.025

0.000

0.025

0.050

0.08 0.09 0.10 0.11 0.12 0.13
SNP effect on Fibroblast growth factor 23 levels || id:ebi−IPs91−GCST90274789

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.14 0.15 0.16 0.17 0.18 0.19
SNP effect on Fibroblast growth factor 5 levels || id:ebi−IPs91−GCST90274790

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.05

0.00

0.14 0.15 0.16 0.17 0.18 0.19
SNP effect on Fibroblast growth factor 5 levels || id:ebi−IPs91−GCST90274790

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.1

0.0

0.1

0.3 0.6 0.9 1.2
SNP effect on Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.0

0.1

0.2

0.3 0.6 0.9 1.2
SNP effect on Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.04

0.00

0.04

0.08

0.1 0.2 0.3 0.4
SNP effect on Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.04

0.08

0.1 0.2 0.3 0.4
SNP effect on Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.000

0.025

0.050

0.075

0.125 0.150 0.175 0.200
SNP effect on Hepatocyte growth factor levels || id:ebi−IPs91−GCST90274793

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.08

−0.04

0.00

0.04

0.125 0.150 0.175 0.200
SNP effect on Hepatocyte growth factor levels || id:ebi−IPs91−GCST90274793

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.05

0.00

0.05

0.12 0.14 0.16
SNP effect on Interleukin−10 levels || id:ebi−IPs91−GCST90274795

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.05

0.00

0.05

0.10

0.12 0.14 0.16
SNP effect on Interleukin−10 levels || id:ebi−IPs91−GCST90274795

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.05

0.00

0.05

0.2 0.3 0.4
SNP effect on Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.2 0.3 0.4
SNP effect on Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.1 0.2 0.3 0.4
SNP effect on Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.0

0.1

0.2

0.1 0.2 0.3 0.4
SNP effect on Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.1 0.2 0.3
SNP effect on Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.03

0.00

0.03

0.06

0.09

0.1 0.2 0.3
SNP effect on Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.05

0.10

0.15

0.20

0.1 0.2 0.3
SNP effect on Interleukin−17C levels || id:ebi−IPs91−GCST90274802

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.05

0.00

0.05

0.10

0.15

0.1 0.2 0.3
SNP effect on Interleukin−17C levels || id:ebi−IPs91−GCST90274802

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



0.00

0.05

0.10

0.15

0.08 0.12 0.16 0.20
SNP effect on Interleukin−18 levels || id:ebi−IPs91−GCST90274803

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.15

0.08 0.12 0.16 0.20
SNP effect on Interleukin−18 levels || id:ebi−IPs91−GCST90274803

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.3 0.4 0.5 0.6
SNP effect on interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.3 0.4 0.5 0.6
SNP effect on interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.025

0.050

0.075

0.100

0.125

0.05 0.10 0.15 0.20
SNP effect on Interleukin−8 levels || id:ebi−IPs91−GCST90274817

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



0.00

0.05

0.10

0.15

0.05 0.10 0.15 0.20
SNP effect on Interleukin−8 levels || id:ebi−IPs91−GCST90274817

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.2

−0.1

0.0

0.1

0.2 0.3 0.4 0.5
SNP effect on Latency−associated peptide transforming growth factor beta 1 levels || id:ebi−IPs91−GCST90274818

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.2 0.3 0.4 0.5
SNP effect on Latency−associated peptide transforming growth factor beta 1 levels || id:ebi−IPs91−GCST90274818

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.05

0.00

0.05

0.10

0.15

0.10 0.15 0.20 0.25 0.30
SNP effect on Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.15

−0.10

−0.05

0.00

0.10 0.15 0.20 0.25 0.30
SNP effect on Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.025

0.000

0.025

0.050

0.075

0.10 0.15 0.20 0.25 0.30
SNP effect on Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.1 0.2 0.3
SNP effect on Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.3

−0.2

−0.1

0.0

0.1

0.25 0.50 0.75 1.00
SNP effect on Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.25 0.50 0.75 1.00
SNP effect on Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.15

0.10 0.15 0.20 0.25 0.30 0.35
SNP effect on Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10

0.10 0.15 0.20 0.25 0.30 0.35
SNP effect on Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.2

0.1 0.2 0.3 0.4
SNP effect on Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.05

0.10

0.1 0.2 0.3 0.4
SNP effect on Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.1 0.2 0.3 0.4
SNP effect on Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.1 0.2 0.3 0.4
SNP effect on Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.15

0.1 0.2 0.3 0.4
SNP effect on Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.1 0.2 0.3 0.4
SNP effect on Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1

0.25 0.50 0.75 1.00
SNP effect on Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.2

−0.1

0.0

0.1

0.25 0.50 0.75 1.00
SNP effect on Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.01

0.02

0.03

0.04

0.13 0.14 0.15 0.16 0.17 0.18
SNP effect on Osteoprotegerin levels || id:ebi−IPs91−GCST90274830

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



0.00

0.02

0.04

0.13 0.14 0.15 0.16 0.17 0.18
SNP effect on Osteoprotegerin levels || id:ebi−IPs91−GCST90274830

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.05

0.12 0.15 0.18
SNP effect on Oncostatin−M levels || id:ebi−IPs91−GCST90274831

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.05

0.12 0.15 0.18
SNP effect on Oncostatin−M levels || id:ebi−IPs91−GCST90274831

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.20

−0.15

−0.10

−0.05

0.00

0.05

0.1 0.2 0.3
SNP effect on Stem cell factor levels || id:ebi−IPs91−GCST90274833

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.1 0.2 0.3
SNP effect on Stem cell factor levels || id:ebi−IPs91−GCST90274833

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.04

0.00

0.04

0.08

0.10 0.15 0.20
SNP effect on Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.10 0.15 0.20
SNP effect on Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.06

−0.04

−0.02

0.00

0.02

0.09 0.12 0.15 0.18
SNP effect on Sulfotransferase 1A1 levels || id:ebi−IPs91−GCST90274836

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.06

−0.03

0.00

0.10 0.15 0.20
SNP effect on Sulfotransferase 1A1 levels || id:ebi−IPs91−GCST90274836

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.100

−0.075

−0.050

−0.025

0.050 0.075 0.100 0.125 0.150
SNP effect on Transforming growth factor−alpha levels || id:ebi−IPs91−GCST90274838

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.05

0.050 0.075 0.100 0.125 0.150
SNP effect on Transforming growth factor−alpha levels || id:ebi−IPs91−GCST90274838

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted



−0.15

−0.10

−0.05

0.00

0.5 1.0
SNP effect on TNF−beta levels || id:ebi−IPs91−GCST90274840

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.04

0.00

0.04

0.3 0.4 0.5
SNP effect on Tumor necrosis factor ligand superfamily member 14 levels || id:ebi−IPs91−GCST90274842

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted



−0.10

−0.05

0.00

0.05

0.1 0.2 0.3 0.4 0.5
SNP effect on Tumor necrosis factor ligand superfamily member 14 levels || id:ebi−IPs91−GCST90274842

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.1 0.2 0.3
SNP effect on TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1 0.2 0.3
SNP effect on TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.20

−0.15

−0.10

−0.05

0.00

0.05

0.1 0.2 0.3 0.4 0.5
SNP effect on TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.05

0.00

0.05

0.1 0.2 0.3 0.4 0.5
SNP effect on TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.08

−0.04

0.00

0.04

0.05 0.10 0.15 0.20
SNP effect on Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.06

−0.04

−0.02

0.00

0.02

0.04

0.05 0.10 0.15 0.20
SNP effect on Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.10

−0.05

0.00

0.05

0.10

0.1 0.2 0.3 0.4
SNP effect on Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



−0.1

0.0

0.1 0.2 0.3 0.4
SNP effect on Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.0

0.1

0.1 0.2 0.3 0.4
SNP effect on Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848

S
N

P
 e

ffe
ct

 o
n 

C
ro

hn
's

 d
is

ea
se

 ||
 id

:ie
u−

a−
30

MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



0.00

0.05

0.10

0.15

0.20

0.1 0.2 0.3 0.4
SNP effect on Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848

S
N

P
 e

ffe
ct

 o
n 

U
lc

er
at

iv
e 

co
lit

is
 ||

 id
:ie

u−
a−

32
MR Test

Inverse variance weighted

MR Egger

Weighted median

Weighted mode



All − Inverse variance weighted

All − MR Egger

rs2731672

rs3733402

−0.4 0.0 0.4
MR effect size for

'Eukaryotic translation initiation factor 4E−binding protein 1 levels || id:ebi−IPs91−GCST90274758' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2731672

rs3733402

−0.50 −0.25 0.00 0.25 0.50
MR effect size for

'Eukaryotic translation initiation factor 4E−binding protein 1 levels || id:ebi−IPs91−GCST90274758' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2007720

rs76418401

−0.2 0.0 0.2
MR effect size for

'Adenosine Deaminase levels || id:ebi−IPs91−GCST90274759' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs76418401

rs2007720

−0.1 0.0 0.1 0.2 0.3 0.4
MR effect size for

'Adenosine Deaminase levels || id:ebi−IPs91−GCST90274759' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3128517

rs6328

0.0 0.5 1.0
MR effect size for

'beta−nerve growth factor levels || id:ebi−IPs91−GCST90274762' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs6328

rs3128517

−0.4 0.0 0.4
MR effect size for

'beta−nerve growth factor levels || id:ebi−IPs91−GCST90274762' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs79722574

rs757973

rs2201150

rs2228467

rs9940390

rs12075

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Eotaxin levels || id:ebi−IPs91−GCST90274764' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2201150

rs79722574

rs757973

rs9940390

rs2228467

rs12075

−1.0 −0.5 0.0 0.5
MR effect size for

'Eotaxin levels || id:ebi−IPs91−GCST90274764' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs11574915

rs62292952

−0.5 0.0 0.5
MR effect size for

'C−C motif chemokine 19 levels || id:ebi−IPs91−GCST90274765' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs11574915

rs62292952

−0.4 −0.2 0.0 0.2 0.4
MR effect size for

'C−C motif chemokine 19 levels || id:ebi−IPs91−GCST90274765' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs742493

rs10207134

−1.0 −0.5 0.0 0.5
MR effect size for

'C−C motif chemokine 20 levels || id:ebi−IPs91−GCST90274766' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs742493

rs10207134

0.0 0.4 0.8
MR effect size for

'C−C motif chemokine 20 levels || id:ebi−IPs91−GCST90274766' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs77527696

rs7225405

rs712048

rs117639761

−1.5 −1.0 −0.5 0.0 0.5
MR effect size for

'C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs77527696

rs712048

rs7225405

rs117639761

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−C motif chemokine 23 levels || id:ebi−IPs91−GCST90274767' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs7296588

rs7252764

rs78865157

rs635634

rs3136647

rs149462828

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs78865157

rs635634

rs7252764

rs3136647

rs149462828

rs7296588

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−C motif chemokine 25 levels || id:ebi−IPs91−GCST90274768' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs6580980

rs76669782

rs4866742

rs139902

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs76669782

rs6580980

rs4866742

rs139902

−2 −1 0 1
MR effect size for

'C−C motif chemokine 28 levels || id:ebi−IPs91−GCST90274769' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs17692864

rs8064426

rs140505982

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs17692864

rs8064426

rs140505982

−0.8 −0.4 0.0 0.4
MR effect size for

'C−C motif chemokine 4 levels || id:ebi−IPs91−GCST90274770' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs4672486

rs11265493

rs72837690

rs3828139

rs56272634

−1 0 1
MR effect size for

'Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3828139

rs11265493

rs56272634

rs72837690

rs4672486

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Natural killer cell receptor 2B4 levels || id:ebi−IPs91−GCST90274771' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs7250371

rs117191103

rs73128569

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'CD40L receptor levels || id:ebi−IPs91−GCST90274772' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs117191103

rs73128569

rs7250371

−0.8 −0.4 0.0 0.4
MR effect size for

'CD40L receptor levels || id:ebi−IPs91−GCST90274772' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs674379

rs7242462

rs4939490

rs61747728

−1 0 1 2
MR effect size for

'T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs674379

rs4939490

rs61747728

rs7242462

−1 0 1 2
MR effect size for

'T−cell surface glycoprotein CD5 levels || id:ebi−IPs91−GCST90274773' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2237995

rs11230555

rs597808

0.0 0.4 0.8
MR effect size for

'T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2237995

rs11230555

rs597808

0.00 0.25 0.50 0.75
MR effect size for

'T−cell surface glycoprotein CD6 isoform levels || id:ebi−IPs91−GCST90274774' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12290068

rs2276862

rs7618923

rs672806

−0.6 −0.3 0.0 0.3 0.6
MR effect size for

'CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs672806

rs2276862

rs12290068

rs7618923

−0.50 −0.25 0.00 0.25 0.50
MR effect size for

'CUB domain−containing protein 1 levels || id:ebi−IPs91−GCST90274775' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs11696133

rs141179525

rs11054069

rs67020211

rs4813529

rs12294339

rs4756151

rs1555472

−0.5 0.0 0.5 1.0
MR effect size for

'Cystatin D levels || id:ebi−IPs91−GCST90274777' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs4756151

rs67020211

rs141179525

rs11054069

rs11696133

rs1555472

rs12294339

rs4813529

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Cystatin D levels || id:ebi−IPs91−GCST90274777' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs635634

rs3732378

rs8052631

−4 0 4 8
MR effect size for

'Fractalkine levels || id:ebi−IPs91−GCST90274778' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs635634

rs8052631

rs3732378

−2 0 2
MR effect size for

'Fractalkine levels || id:ebi−IPs91−GCST90274778' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs1366946

rs863004

0.0 0.4 0.8
MR effect size for

'C−X−C motif chemokine 1 levels || id:ebi−IPs91−GCST90274779' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs1366946

rs863004

−0.5 0.0 0.5
MR effect size for

'C−X−C motif chemokine 1 levels || id:ebi−IPs91−GCST90274779' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12646113

rs72651343

rs115140093

−0.9 −0.6 −0.3 0.0 0.3
MR effect size for

'C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs72651343

rs115140093

rs12646113

−0.3 0.0 0.3 0.6
MR effect size for

'C−X−C motif chemokine 10 levels || id:ebi−IPs91−GCST90274780' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs75612655

rs6827617

rs10733789

−1 0 1
MR effect size for

'C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs75612655

rs6827617

rs10733789

−0.5 0.0 0.5
MR effect size for

'C−X−C motif chemokine 11 levels || id:ebi−IPs91−GCST90274781' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs6993770

rs10821552

rs425535

rs79649467

rs7636889

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs425535

rs10821552

rs6993770

rs7636889

rs79649467

−0.4 0.0 0.4 0.8
MR effect size for

'C−X−C motif chemokine 5 levels || id:ebi−IPs91−GCST90274782' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs16850073

rs191180456

rs12075

−0.5 0.0 0.5 1.0
MR effect size for

'C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs16850073

rs191180456

rs12075

0.0 0.5
MR effect size for

'C−X−C motif chemokine 6 levels || id:ebi−IPs91−GCST90274783' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12191307

rs4241577

rs783149

−1 0 1
MR effect size for

'C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs783149

rs4241577

rs12191307

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'C−X−C motif chemokine 9 levels || id:ebi−IPs91−GCST90274784' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs35032874

rs62193248

rs207671

rs6517655

−0.5 0.0 0.5 1.0
MR effect size for

'Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs6517655

rs62193248

rs207671

rs35032874

−0.4 0.0 0.4
MR effect size for

'Delta and Notch−like epidermal growth factor−related receptor levels || id:ebi−IPs91−GCST90274785' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3014874

rs61803119

−0.25 0.00 0.25 0.50 0.75
MR effect size for

'Protein S100−A12 levels || id:ebi−IPs91−GCST90274786' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3014874

rs61803119

0.0 0.4 0.8
MR effect size for

'Protein S100−A12 levels || id:ebi−IPs91−GCST90274786' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs13103023

rs7005978

−1.0 −0.5 0.0
MR effect size for

'Fibroblast growth factor 19 levels || id:ebi−IPs91−GCST90274787' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs13103023

rs7005978

−0.50 −0.25 0.00 0.25
MR effect size for

'Fibroblast growth factor 19 levels || id:ebi−IPs91−GCST90274787' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs838131

rs2429473

rs13229619

−0.5 0.0 0.5 1.0
MR effect size for

'Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2429473

rs838131

rs13229619

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Fibroblast growth factor 21 levels || id:ebi−IPs91−GCST90274788' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs6127099

rs3811621

−0.6 −0.3 0.0 0.3 0.6
MR effect size for

'Fibroblast growth factor 23 levels || id:ebi−IPs91−GCST90274789' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs6127099

rs3811621

−0.6 −0.3 0.0 0.3 0.6
MR effect size for

'Fibroblast growth factor 23 levels || id:ebi−IPs91−GCST90274789' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3796605

rs17004843

−1.2 −0.8 −0.4 0.0
MR effect size for

'Fibroblast growth factor 5 levels || id:ebi−IPs91−GCST90274790' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3796605

rs17004843

−0.5 0.0 0.5
MR effect size for

'Fibroblast growth factor 5 levels || id:ebi−IPs91−GCST90274790' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs144317085

rs7624160

rs7726159

rs76428106

rs55633025

rs78429945

rs9554186

rs1866051

rs11212636

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs7726159

rs7624160

rs55633025

rs76428106

rs9554186

rs78429945

rs1866051

rs144317085

rs11212636

−0.5 0.0 0.5 1.0
MR effect size for

'Fms−related tyrosine kinase 3 ligand levels || id:ebi−IPs91−GCST90274791' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2453338

rs77671113

rs11740708

rs2194229

−0.4 0.0 0.4 0.8
MR effect size for

'Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2194229

rs11740708

rs2453338

rs77671113

−0.4 0.0 0.4 0.8 1.2
MR effect size for

'Glial cell line−derived neurotrophic factor levels || id:ebi−IPs91−GCST90274792' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs5745687

rs59950280

0.0 0.4 0.8
MR effect size for

'Hepatocyte growth factor levels || id:ebi−IPs91−GCST90274793' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs5745687

rs59950280

−0.4 0.0 0.4 0.8
MR effect size for

'Hepatocyte growth factor levels || id:ebi−IPs91−GCST90274793' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3135932

rs398518

−0.8 −0.4 0.0 0.4 0.8
MR effect size for

'Interleukin−10 levels || id:ebi−IPs91−GCST90274795' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs398518

rs3135932

−0.5 0.0 0.5
MR effect size for

'Interleukin−10 levels || id:ebi−IPs91−GCST90274795' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs142421172

rs2266590

rs6517157

−0.5 0.0 0.5
MR effect size for

'Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs142421172

rs2266590

rs6517157

−0.5 0.0 0.5 1.0
MR effect size for

'Interleukin−10 receptor subunit beta levels || id:ebi−IPs91−GCST90274797' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs11130215

rs8026767

rs9815073

rs12588969

rs516978

rs76428106

rs144850787

rs705705

rs73416208

rs1950897

rs17722688

−1 0 1
MR effect size for

'Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs516978

rs11130215

rs8026767

rs705705

rs73416208

rs12588969

rs9815073

rs144850787

rs1950897

rs76428106

rs17722688

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Interleukin−12 subunit beta levels || id:ebi−IPs91−GCST90274798' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2228059

rs7898286

rs7137828

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs7898286

rs2228059

rs7137828

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'Interleukin−15 receptor subunit alpha levels || id:ebi−IPs91−GCST90274800' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs17700884

rs114882743

−0.25 0.00 0.25 0.50 0.75 1.00
MR effect size for

'Interleukin−17C levels || id:ebi−IPs91−GCST90274802' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs17700884

rs114882743

−0.4 0.0 0.4 0.8
MR effect size for

'Interleukin−17C levels || id:ebi−IPs91−GCST90274802' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12681624

rs5744249

rs385076

rs17229943

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'Interleukin−18 levels || id:ebi−IPs91−GCST90274803' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs12681624

rs385076

rs5744249

rs17229943

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'Interleukin−18 levels || id:ebi−IPs91−GCST90274803' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs78714574

rs78357146

rs75366565

rs2732865

rs951774

−0.8 −0.4 0.0 0.4 0.8
MR effect size for

'interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs78357146

rs78714574

rs75366565

rs951774

rs2732865

−0.4 0.0 0.4 0.8
MR effect size for

'interleukin−18 receptor 1 levels || id:ebi−IPs91−GCST90274804' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs6446951

rs12075

0.0 0.5 1.0 1.5
MR effect size for

'Interleukin−8 levels || id:ebi−IPs91−GCST90274817' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs12075

rs6446951

0.0 0.4 0.8
MR effect size for

'Interleukin−8 levels || id:ebi−IPs91−GCST90274817' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs1800472

rs73045256

−0.5 0.0 0.5 1.0
MR effect size for

'Latency−associated peptide transforming growth factor beta 1 levels || id:ebi−IPs91−GCST90274818' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs73045256

rs1800472

−0.75 −0.50 −0.25 0.00 0.25 0.50
MR effect size for

'Latency−associated peptide transforming growth factor beta 1 levels || id:ebi−IPs91−GCST90274818' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2289779

rs635634

rs41307428

−0.5 0.0 0.5 1.0
MR effect size for

'Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs41307428

rs635634

rs2289779

−1.0 −0.5 0.0 0.5
MR effect size for

'Leukemia inhibitory factor receptor levels || id:ebi−IPs91−GCST90274820' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs1846616

rs35728689

rs12075

−0.4 0.0 0.4
MR effect size for

'Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs11870164

rs1846616

rs35728689

rs12075

−1.0 −0.5 0.0 0.5
MR effect size for

'Monocyte chemoattractant protein−1 levels || id:ebi−IPs91−GCST90274821' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs72827004

rs12075

rs144618566

rs41274294

rs12451323

−1.5 −1.0 −0.5 0.0
MR effect size for

'Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs72827004

rs12075

rs144618566

rs41274294

rs12451323

−1.2 −0.8 −0.4 0.0 0.4
MR effect size for

'Monocyte chemoattractant protein 2 levels || id:ebi−IPs91−GCST90274822' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12075

rs4146770

rs7213460

rs7116054

rs2228467

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs12075

rs7213460

rs4146770

rs7116054

rs2228467

−0.5 0.0 0.5
MR effect size for

'Monocyte chemoattractant protein−3 levels || id:ebi−IPs91−GCST90274823' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3917900

rs72825017

rs7612912

rs2721961

rs12075

rs3136676

−0.5 0.0 0.5 1.0 1.5
MR effect size for

'Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3917900

rs2721961

rs7612912

rs12075

rs72825017

rs3136676

−0.25 0.00 0.25 0.50
MR effect size for

'Monocyte chemoattractant protein−4 levels || id:ebi−IPs91−GCST90274824' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs5743604

rs76522981

rs56675286

rs9911791

rs8951

rs7137828

−1 0 1
MR effect size for

'Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs76522981

rs9911791

rs8951

rs56675286

rs5743604

rs7137828

−0.5 0.0 0.5 1.0
MR effect size for

'Macrophage inflammatory protein 1a levels || id:ebi−IPs91−GCST90274825' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2926741

rs116889819

rs141782294

rs77095316

rs12141791

rs2155053

rs4734879

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs141782294

rs2926741

rs12141791

rs116889819

rs4734879

rs2155053

rs77095316

−0.5 0.0 0.5 1.0
MR effect size for

'Matrix metalloproteinase−1 levels || id:ebi−IPs91−GCST90274826' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs142915220

rs17860955

rs11225354

rs17099622

rs72699188

−0.5 0.0 0.5 1.0
MR effect size for

'Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs17860955

rs72699188

rs142915220

rs11225354

rs17099622

−0.5 0.0 0.5 1.0
MR effect size for

'Matrix metalloproteinase−10 levels || id:ebi−IPs91−GCST90274827' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs704

rs2247769

−0.2 0.0 0.2 0.4
MR effect size for

'Osteoprotegerin levels || id:ebi−IPs91−GCST90274830' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2247769

rs704

0.0 0.2 0.4
MR effect size for

'Osteoprotegerin levels || id:ebi−IPs91−GCST90274830' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3859189

rs2511241

−1.0 −0.5 0.0 0.5
MR effect size for

'Oncostatin−M levels || id:ebi−IPs91−GCST90274831' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3859189

rs2511241

−1.0 −0.5 0.0 0.5
MR effect size for

'Oncostatin−M levels || id:ebi−IPs91−GCST90274831' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs45617141

rs705379

rs2024570

rs798893

rs6073958

rs138854302

rs16942887

rs12149545

rs2740488

rs11608458

−1.0 −0.5 0.0 0.5
MR effect size for

'Stem cell factor levels || id:ebi−IPs91−GCST90274833' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs798893

rs138854302

rs2024570

rs45617141

rs6073958

rs11608458

rs2740488

rs705379

rs16942887

rs12149545

rs174535

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Stem cell factor levels || id:ebi−IPs91−GCST90274833' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs12058421

rs10212190

rs2790462

rs56244095

rs60094514

−0.5 0.0 0.5
MR effect size for

'Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs2790462

rs56244095

rs60094514

rs10212190

rs12058421

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Signaling lymphocytic activation molecule levels || id:ebi−IPs91−GCST90274835' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs66530140

rs2731674

−0.4 0.0 0.4
MR effect size for

'Sulfotransferase 1A1 levels || id:ebi−IPs91−GCST90274836' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs149278

rs66530140

rs2731674

−1.0 −0.5 0.0 0.5
MR effect size for

'Sulfotransferase 1A1 levels || id:ebi−IPs91−GCST90274836' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs3859189

rs72912115

−1.5 −1.0 −0.5 0.0
MR effect size for

'Transforming growth factor−alpha levels || id:ebi−IPs91−GCST90274838' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs3859189

rs72912115

−1 0
MR effect size for

'Transforming growth factor−alpha levels || id:ebi−IPs91−GCST90274838' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2364485

rs2229092

−0.4 −0.2 0.0 0.2
MR effect size for

'TNF−beta levels || id:ebi−IPs91−GCST90274840' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs344560

rs11569551

−0.50 −0.25 0.00 0.25 0.50
MR effect size for

'Tumor necrosis factor ligand superfamily member 14 levels || id:ebi−IPs91−GCST90274842' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs11950562

rs344560

rs11569551

−1.5 −1.0 −0.5 0.0 0.5
MR effect size for

'Tumor necrosis factor ligand superfamily member 14 levels || id:ebi−IPs91−GCST90274842' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs490342

rs16840522

rs8178824

rs5030044

rs4760

rs1065657

−0.5 0.0 0.5
MR effect size for

'TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs4760

rs5030044

rs8178824

rs490342

rs16840522

rs1065657

rs174533

−0.5 0.0 0.5 1.0
MR effect size for

'TNF−related apoptosis−inducing ligand levels || id:ebi−IPs91−GCST90274843' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs79287178

rs2468187

rs704

rs62501135

rs11713634

−0.5 0.0 0.5
MR effect size for

'TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs62501135

rs4512994

rs2468187

rs79287178

rs11713634

rs704

−0.4 0.0 0.4
MR effect size for

'TNF−related activation−induced cytokine levels || id:ebi−IPs91−GCST90274844' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs579459

rs7503751

rs34790908

rs10831650

rs9842051

−1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs579459

rs7503751

rs9842051

rs34790908

rs10831650

−0.5 0.0 0.5
MR effect size for

'Tumor necrosis factor ligand superfamily member 12 levels || id:ebi−IPs91−GCST90274846' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs2227575

rs11220462

rs4800787

rs4251805

rs7564243

rs7406661

rs4760

rs13299342

−1.5 −1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs4760

rs4800787

rs2227575

rs4251805

rs13299342

rs7406661

rs11220462

rs7564243

−1.5 −1.0 −0.5 0.0 0.5 1.0
MR effect size for

'Urokinase−type plasminogen activator levels || id:ebi−IPs91−GCST90274847' on 'Ulcerative colitis || id:ieu−a−32'



All − Inverse variance weighted

All − MR Egger

rs114694170

rs6921438

rs62401205

rs10822155

rs6993770

−0.5 0.0 0.5 1.0
MR effect size for

'Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848' on 'Crohn's disease || id:ieu−a−30'



All − Inverse variance weighted

All − MR Egger

rs6921438

rs6993770

rs10822155

rs114694170

rs62401205

0.0 0.5 1.0 1.5
MR effect size for

'Vascular endothelial growth factor A levels || id:ebi−IPs91−GCST90274848' on 'Ulcerative colitis || id:ieu−a−32'



4

5

0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.5

4.0

4.5

5.0

5.5

6.0

0.08 0.09 0.10 0.11 0.12
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



10

15

20

−0.050 −0.025 0.000 0.025 0.050
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



10

15

20

0.12 0.13 0.14 0.15 0.16 0.17
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.30

3.31

3.32

3.33

3.34

0.300 0.325 0.350 0.375
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.58

3.59

3.60

−0.1 0.0 0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

−0.4 0.0 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

−0.6 −0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

6

−0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5.0

5.5

6.0

6.5

7.0

0.10 0.15 0.20 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.045

4.050

4.055

4.060

4.065

−0.50 −0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.28

4.32

4.36

4.40

0.3 0.4 0.5 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

8

12

−0.6 −0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

8

12

16

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

−0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



10

20

−0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.4

2.6

2.8

3.0

−0.4 −0.3 −0.2 −0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.7

2.8

2.9

3.0

3.1

3.2

−0.8 −0.4 0.0 0.4 0.8
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

5.0

7.5

10.0

−0.6 −0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5.0

7.5

10.0

12.5

−0.2 −0.1 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

−0.5 0.0 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.25 0.00 0.25 0.50
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.2

3.4

3.6

−0.50 −0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.1

3.3

3.5

3.7

−0.2 −0.1 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.5

4.0

4.5

5.0

−0.2 −0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.5

4.0

4.5

5.0

5.5

−0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.15 −0.10 −0.05 0.00 0.05
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

7

9

−0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

−0.4 −0.2 0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.7

3.0

3.3

3.6

3.9

0.0 0.4 0.8
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.2

3.6

4.0

−0.2 −0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

5.0

7.5

10.0

0.0 0.1 0.2 0.3 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

5.0

7.5

10.0

12.5

−0.05 0.00 0.05 0.10 0.15 0.20
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.5

4.0

4.5

5.0

5.5

−0.3 −0.2 −0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.0

4.5

5.0

5.5

6.0

−0.10 −0.05 0.00 0.05
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

−0.5 0.0 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

8

0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

−0.4 0.0 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

5.0

7.5

10.0

12.5

15.0

−0.3 −0.2 −0.1 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

3.0

3.5

4.0

4.5

5.0

0.2 0.4 0.6 0.8
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

0.3 0.4 0.5 0.6 0.7
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

8

9

−0.2 0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

−0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.0

4.5

5.0

5.5

6.0

0.05 0.10 0.15 0.20
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.0

4.5

5.0

5.5

6.0

6.5

0.1 0.2 0.3 0.4 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.6

3.9

4.2

−0.7 −0.6 −0.5 −0.4 −0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.9

4.2

4.5

−0.14 −0.12 −0.10 −0.08
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

0.30 0.35 0.40 0.45 0.50
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

−0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.6

3.9

4.2

0.00 0.05
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.9

4.2

4.5

4.8

−0.05 0.00 0.05 0.10 0.15 0.20
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.5

4.0

4.5

5.0

−0.45 −0.40 −0.35 −0.30 −0.25 −0.20
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.5

4.0

4.5

5.0

5.5

−0.15 −0.10 −0.05 0.00
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5.0

7.5

10.0

0.0 0.3 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

5

7

9

11

0.1 0.2 0.3 0.4 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.35

4.40

4.45

4.50

4.55

0.2 0.3 0.4 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4.6

4.7

4.8

4.9

5.0

5.1

−0.1 0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.5

4.0

4.5

5.0

−0.3 −0.2 −0.1 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

−0.25 0.00 0.25 0.50
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

8

12

16

0.075 0.100 0.125 0.150 0.175
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

−0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.5 0.0 0.5 1.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



2.5

5.0

7.5

10.0

−0.3 0.0 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

8

12

16

0.0 0.5 1.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

0.00 0.25 0.50 0.75
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.25

3.50

3.75

4.00

4.25

0.20 0.25 0.30
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.6

3.8

4.0

4.2

4.4

4.6

−0.2 −0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

−0.3 0.0 0.3 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

−0.2 0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

−0.1 0.0 0.1 0.2 0.3 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.2

3.4

3.6

3.8

0.4 0.5 0.6 0.7
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.3

3.6

3.9

0.35 0.40 0.45 0.50 0.55 0.60
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

−0.3 −0.2 −0.1 0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

−0.14 −0.13 −0.12 −0.11 −0.10
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

5

7

9

11

−0.4 −0.3 −0.2 −0.1 0.0 0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

−0.75 −0.50 −0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



10

20

−0.75 −0.50 −0.25 0.00
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



10

20

30

−0.6 −0.4 −0.2 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

−0.6 −0.3 0.0 0.3 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

−0.2 0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

8

−0.50 −0.25 0.00 0.25 0.50
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

8

−0.1 0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

−0.5 0.0 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

8

12

16

0.00 0.25 0.50 0.75
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

−0.25 0.00 0.25 0.50 0.75
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

−0.2 0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5.0

7.5

10.0

12.5

0.00 0.25 0.50
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

6

9

12

0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



6.5

7.0

0.118 0.119 0.120 0.121 0.122
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



6.5

7.0

7.5

0.125 0.150 0.175 0.200
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.0

3.5

4.0

4.5

−0.50 −0.25 0.00
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.5

4.0

4.5

5.0

−0.6 −0.4 −0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.50 −0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

5

7

9

11

−0.3 0.0 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

−0.2 −0.1 0.0 0.1 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

−0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

−0.20 −0.15 −0.10 −0.05 0.00 0.05
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

8

−0.4 −0.3 −0.2 −0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.00

3.25

3.50

3.75

4.00

−1.00 −0.75 −0.50 −0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3.25

3.50

3.75

4.00

4.25

−1.2 −0.8 −0.4 0.0
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

25

−0.12 −0.10 −0.08
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.030 −0.025 −0.020 −0.015 −0.010 −0.005
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.75 −0.50 −0.25 0.00 0.25
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

−0.3 −0.2 −0.1 0.0 0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

6

8

10

−0.6 −0.3 0.0 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

−0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

6

7

−0.2 −0.1 0.0 0.1 0.2 0.3
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

8

−0.4 −0.2 0.0 0.2
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

7

8

−0.2 −0.1 0.0 0.1
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



3

4

5

6

−0.5 0.0 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



4

5

6

7

−1.0 −0.5 0.0 0.5
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

0.0 0.2 0.4 0.6
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger



5

10

15

20

0.0 0.2 0.4
βIV

1
S

E
IV

MR Method

Inverse variance weighted

MR Egger


