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Figure EV1. APOBEC3B is predominantly co-expressed with proliferation
markers MKI67 and MCM?7 in cycling basal and suprabasal cells of the healthy
human airway.

Stacked barplot showing the proportion of each cell type in the single cell atlas
of healthy human airways from Deprez et al that express each selected gene.
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Figure EV2. APOBEC3A and GRHL3 expression by cancer type in TCGA bulk RNA-seq data.

(A) Boxplot ranked from highest median (left) to lowest median (right) for APOBEC3A gene expression. (B) Boxplot ranked from highest median (left) to lowest median
(right) for GRHL3 gene expression. (C) Boxplot ranked from highest median (left) to lowest median (right) for GRHL3 signature score based on the mean expression of 127
GRHL3 target genes identified in scRNA-seq SCENIC analysis. Each dot represents an individual tumour sample. (D) Spearman correlation coefficients for APOBEC3A and
GRHL3 expression in TCGA RNA-seq data. (E) Spearman correlation coefficients for APOBEC3A expression and GRHL3 signature score in TCGA RNA-seq data. ESCA and
CESC were stratified into squamous cell (SQ) and adeno- (AD) carcinomas. For all boxplots, the top, middle and bottom lines of the boxplot represent the upper quartile
(Q3), median, and lower quartile (Q1), respectively. The maximum value represented by the top whisker represents the highest observed data point within

Q3+ (1.5x(Q3 — QN), and the minimum value represented by the bottom whisker represents the lowest situated point within Q1 — (1.5 x (Q3 — Q1)).
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Figure EV3. APOBEC3A is positively correlated with differentiation marker genes and negatively correlated with proliferation marker genes in HNSCC cell lines.

(A) Spearman's correlation of APOBEC3A expression with the expression of differentiation marker genes, proliferation marker genes, and genes of the RIPK4 pathway in 34

HNSCC cell lines from the CCLE. P values calculated by T-test: ***P < 0.0001; **P < 0.001; *P < 0.05; P< 0.1. (B) Log2 expression levels of APOBEC3A and GRHL3 in the 34
individual HNSCC cell lines from the CCLE. Accompanies Fig. 5.

© The Author(s) The EMBO Journal 27



The EMBO Journal Nicola J Smith et al

APOBEC3A APOBEC3A/B/IG

HPV +ve

28 The EMBO Journal © The Author(s)



Nicola J Smith et al The EMBO Journal

| Figure EV4. Detection of APOBEC3A and APOBEC3B protein expression in HNSCC.

Representative images from an HNSCC tissue microarray stained with APOBEC3A-specific (left panels) or APOBEC3A/B/G-specific (right panels) antibodies.
Accompanies Fig. 5.
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