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Corrigenda
Localized Bicaudal-C RNA encodes a protein In the above paper, the nucleotide and predicted amino
containing a KH domain, the RNA binding motif acid sequence of thBic-C gene was published as Figure

of FMR1 5. Subsequently, sequencing of additional mutgit-C
alleles in the authors’ laboratory and the completion of

Michéle Mahone, Emma E.Saffman and the genomic sequence surroundBig-C by the Berkeley

Paul F.Lasko Drosophila Genome Project (BDGP) have indicated a
number of errors in the sequence. The revised sequence,

The EMBO Journall14, 2043—-2055, 1995 which, with the exception of one nucleotide in the 5
UTR, agrees entirely with that reported by the BDGP, is
published below as a revised Figure 5.

1 GTCGACCCACGCGTCCGGACGACAACTGCACGGCGCGCACAACCCATTAATA. 'TAATTCAAAAGAGCTATAAAATATTAAAAAAC

91 ATTCAAATATAACTAACTAACGCGCAGTGCACGATTTTCTGACAACAATTCAGTTTCGCTTTTCATGAGACTCCATTGCATTTTCCTTTG
181 TGTTTTTCCACAACACGTGGTGTTTTTCTGTTACTCGCACTTCGATAGTGGTTATTTTTTTTGGTTACATTGAAAAAATACACCGACTGC
271 CAGCCGAATTCCCATTCGAACTTTAATTTGACCAATTGACGGAAAATTAATTGCGCCCAAAATTAATTAGCAAGCGGATATACAATTTTT
361 TTACGTGAAAAGAGCGTGTTATTTGTCGAAAAGATTTTACAATTGATTGTGTTTAAGTAAATTAACCTGCGATATCTATGTGTATGTGCT

451 ACGATCCGAATTTCTGACATTGCGVI-\]‘CACACCTTAAATGCC’I‘TTCGTCGAGAGATTTCAACAAATACGTAATTTTGTTATGAACGTCTGC
541 CTCGTCGAGGCCATCCAATTCGTCCAGGACCTCTCGCACGCCATCTGTCTGGACCTCCAGGGCCTATTTAATCTCAAGTAGAGATCAC

631 CGAGCGATCTCCCAGC¥%CATCCCATCAATTCAGATACACTTTACT‘TCATTAAGTAGCAGCAATCATCTAACAAAGCTGACCAAACAAC
721 GGACCGGC'I‘TCCAGAATCC’I‘TAACTGAGACGGACGTTTTGCTTGG'I‘TTTTAAAACTAAACGAC‘TTTTTGGTACCCACACCTGTTGACCTC

811 TGACGAATTTCTCGATCCACTGACCGA'I‘CCACTGATCCAGTGATCATCATCATCA'[‘CCGAATTCCACAATGTTGTCCTGTGCCTCTTTCA
K L M Y P S A A D V A K P P M G S L S s 38
901 ATAAACTGATGTATCCGTCGGCCGC. 'GTTGCC. AACCGCCAATGGTGGGCTTGGAGGTGGAAGCTGGATCCATTGGATCCCTGTCCA
H A L P S T T SV G S G AP S ETQ S E I S S V D S D W S 68
991 GTCTTCACGCCCTTCCATCGACCACCTCGGTGGGCAGTGGAGCCCCCAGCGAGACGCAGAGCGAGATCTCCTCCGTGGATAGCGATTGGA
D G D F K V D R Q K L E 98
1081 GTGACATACGCGCCATCGCCATGAAGTTGGGCGTTCAAAACCCAGACGATCTCCACACGGAACGTTTCAAGGTGGATCGACAGAAATTGG

QLIKWESSIEGMNGAEYFFHDqsﬂNTTDTlejs
1171 AGCAGTTAATAAAAGC 'TCCATT ATGAATGGAGCTGAATATTTTTTCCATGACATCATGAACACTACGGATACTTATG

SWPCRLKIGAKSKKDV4PHVRIVGKVDQVQRA158
1261 TGAGCTGGCCTTGCAGACTCAAAATTGGTGCCAAGAGCAAGAAGGATCCCCATGTGCGAATTGTGGGAAAGGTGGATCAGGTTCAGCGGG

K ER I LSS L Ds = RY¥r R YV IMEKMDTVSYTDHS Y Ii188
1351 CAAAGGAGCGCATCCT’I‘AGCAGTCTTGACTCCAGGGGCACTCGAGTGA’I‘CATGAAAATGGACGTCAGCTACACGGA’I‘CACTCG’I‘ACATCA
G 218
1441 TCGGACGAGGTGGCAACAACATCAAGCGCATAA’I‘GGACGACACGCATACCCATA‘TCCACTTCCCCGACTCGAATCGCTCCAATCCCACGG
S L ¢ G S L E GV ERARA ALV RUL S T 248
1531 AGAAATCCAACCAGGTGTCGCTGTGCGGCAGCCTAGAGGGCGTGGAGCGAGCCCGGGCTCTCGTTCGGC CAC mggs g;g ga g
AB79 A279bp,+1 G

F EM P V M G PN K P Q PDHETU®PYTII KXKMTIETI KV F N V Q278
1621 CCTTCGAGATGCCCGTAATGGGACCCAACAAGCCGCAGCCCGACCACGAGACTCCCTACATCAAGATGATCGAGACCAAGTTCAATGTTC
I F S T R P KL HT S L VLV K G S E K E S A Q V R D A T308
1711 AGGTCATATTCTCCACGCGTCCAAAATTGCATACCTCGCTGGTTTTGGTCAAGGGATCCGAGAAGGAATCGGCGCAGGTCCGAGATGCCA

Q NFACESIAz7ILVNVQMEISPQHHEI338
1801 CGCAGCTGC'I‘GATCAAC’I‘TCGCCTGTGAGAGCATTGCGAGCCAAATCCTGG‘TGAATGTCCAGATGGAGATCTCGCCGCAGCATCACGAAA

V K G K NNV N L L S I MZERTIQTXKITIF P DIL S DM N V368
1891 ’I‘CG‘TCAAGGGCAAGAACAACG'I‘GAATCTGCTGAGCATTA'I‘GGAGCGAACCCAGACCAAGATCATATTCCCCGATCTGAGCGACATGAACG

1981 TGAAGCCCCTGAAGAAGTCCCAGGTCACGATCAGCGGACGCATCGACGACGTCTACT’I‘GGCGCGACAACAAT’I‘GCTTGGCAA’I‘TTGCCCG
A L I F D F P DNHDNUDA ASETIMMSTULNTZX Y G V Y I T L R 428
2071 TAGCATTGATTTTTGACTTTCCGGACAACCACAACGATGCATCCGAAATAATGAGCCTCAACACCAAGTACGGCGTTTACATCACGTTGC

Q K Q R Q s T L A I V V K G V E K F I lysK I Y E A R Q E I L 458
2161 GCCAGAAACAGCGGCAGAGCACCCTGGCCATTGTGGT T T CAAAATCTACGAGGCCCGCCAGGAGATCC
R L A T P F V P E I P DY Y F M P K D K DL N L A Y R T Q 488

2251 ‘TGCGCCTGGCCACACCATTCGTGAAGCCCGAGA’I‘CCCCGACTACTAC'I"I‘CATGCCAAAGGACAAAGACCTTAATCTCGCCTACCGCACCC
2341 AG’I"I‘AAC’I‘GCTCTGCTGGCTGGGTATGTGGACAGCCCGAAGAC’I‘CCATCGCTGCTGCCGCCCTCCTTGGC‘TGGC CAACTGACGCCCTATG

N
2431 CCAACAACAATCACCTGTTGTTGAACGCCAATGGCTTGGCCACGCCCACTGGGGTGTGTGCGCCCACCCAAAAATATATGCAGTTGCACA
Q Q N N L Q V P G 578
2521 ACAGCTTCCAACAGGCTCAGAA’I’CGTTCCATGGTGGCTGGTGGGCAGAGCAACAATGGCAACTA'I‘CTGCAGGT'I‘CCTGGAGCGGTGGCGC
P L K P P Q Q 608
2611 CGCCTCTCAAACCGCCGACTGT'I‘TCGCCACGGAACAGCTGCAGTCAGAA’I‘ACCAG’I‘GGTTACCAGAGCTTTAGCAGCAGCACCACCTCCC

2701 TGGAGCAGTCGTA'I'CCGCCG'I‘ATGCCCAATTGCCGGGCACCGTG’I‘CGTCCACT‘TCATCCTCCACCGCGGGAAGCCAAAATCGGGCGCAT'I‘
S P D S G G G G G 668
2791 ATTCGCCAGATTCCACT’I‘ACGGCAGTGAGGGTGG’I‘GGCGTTGGCGGCGGAGGTGGTGG‘TGGGGCGCGTCTGGGACGACGCCTTAGCGATG

2881 GAGTGCTGCTGGGGCTGAGTAATTCCAACGGT AAACT(‘(‘ FPN"CTCCTGCCCGGCAGTGCCGAGAGCTATCGGA

L HY DL G GNIXKXH S GHU®RA ATFDTFDMI K RATLG Y K A M ET728
2971 GTTTGCACTATGACCTTGGAGGAAACAAGCACTCCGGCCACCGTGCCTTTGACTTCGACATGAAACGGGCCCTGGGCTACAAAGCCATGG

R T P VA G ELURTUPTTAWMGMGT L S S T S P A P A P L 758

3061 AGCGCACCCCGGTGGC. 'TGCGAAC. (‘I‘(‘ACGACCGC’I"I‘GGA’I‘GGGAAJbuhl_JJbAGCAGCAkLiL&:&,LLbLLLK,JbLLLLhL

E N G E N G A A G G G A L P P G L G S P Y G L S A 788
3151 'TGGAGAACGGGGAAAATGGGGCTGCTGGTGGAGGAGCATCTAL:JubblbuLUbLJbLCACCAGGALA TTCCCCTTACGGACTGAGTG

T T 6 L L D ATU?P YV NIRIRMO QULA AZ K EHZKDTIOQQTTILL T S L G818
3241 CCACCACCGGACTCCTGGACGCCACTCCAGTCAACCGACGGATGCAGCTAGCCAAGCACAAGGACATCCAGACTCTGCTCACCAGTTTGG

LEHYIKngFVLNEIDLEVFTTLTEENLMELG848

3331 GTCTGGAGCACTACATCAAAATATTCGT'I‘CTAAACGAAATCGACCTGGAGGTGTTCACCACCCTGACCGAGGAAAACCTGATGGAGCTGG

3421 G‘TA'I‘CGCGGCGT’I‘TGGAGCTCGCAAGAAGCTGCTGACGGC CATTCACACGC'[‘GCTGGCCAACGAGGCGGCCTGCAGCACAATGCCCAGCA
S 8§ P R F S G S A A P G A EURZRUP S N Q 905
3511 GCAGCTCCTCGCAGAACTCCTCGTCGCCGCGATTCTCCGGAAGTGCGGCCCCAGGCGC@GAGL(:L(,(: TCCCTCCAACCAGTGGTGATCCG

3601 CTCCTGTCGTTCGACCCCATTGCCTCGAATTCTTTTTTCTTTTTTTTTTGCATGCCCATTTATTTGGTAGTCGTAAGATCAGGAGAATCG
3691 GAACGGTAAAAGTATAG GAAGTC. AG, ATGGCAACTCCCTGGGCGAATAGCTTTCCCGCACAACACAGCCTTGACCTTGACT
3781 TATACTCGCATTTGTACTCAAATTCCAAGTAGCATAGCTGCGCTCGGGAAAGTGCACAGTTTTCCCAGTGTGCCAATAGGTCGTAGTTGC
3871 CTTTATTTTAAGCGATTAATTTATTTTGAAATTATTTATATAGGAAACCGTCTTAAGCAAAAAAAAAAAATATTGTGAATTATTTATGAA
3961 ATCTAACTAAACGAAATCACTTGTTGTAAGAAATGAATTTATGTAAACTAACTGAAAAAAAAAAAAAAA

Fig. 5. Corrected nucleotide and predicted amino acid sequence @ith€ gene. Changed amino acids and nucleotides are in bold type, and two
deletions of two nucleotides each are adjacent to residues which are double underlined. These changes do not affect the nature of the five KH
domains nor the region of similarity with Eph-family tyrosine kinases, but note that the protein no longer contains a predicted transmembrane
domain at the carboxyl terminus. Sequencing of the corresponding genomic DNA showed that the gene is interrupted by 10 introns, whose positions
are marked by arrows. The lengths of the introns are as follows: intron 1, 548 nucleotides (nt); intron 2, 574 nt; intron 2A, 61 nt; intron 3, 316 nt;
intron 4, 62 nt; intron 5, 65 nt; intron 6, 444 nt; intron 7, 61 nt; intron 8, 193 nt; intron 9, 228 ntBIh€ B deletion removes the underlined
nucleotides and the first 120 nucleotides of intron 6Bla-CRY35the G at position 1761 is replaced by an A. In addition, sequence of the P1 clone
DS00913 performed by the Berkeley Drosophila Genome Project (DDBJ/EMBL/GenBank accession numbers L43436-L43440) suggests that the
poly(A) stretch at the end of our cDNA represents a site of internal priming, as a consensus polyadenylation signal is present 67 nucleotides
downstream. These corrections to the genomic and cDNA sequences have been submitted to DDBJ/EMBL/GenBank databases, accession number
U15928.
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Corrigenda

A purified mariner transposase is sufficient to Retraction
mediate transposition in vitro

Ribozyme-mediated cleavage of the MDR-1
transcript restores chemosensitivity in
previously resistant cancer cells

David J.Lampe, Mair E.A.Churchill and
Hugh M.Robertson

The EMBO Journall5, 5470-5479, 1996 Michael Kiehntopf, Marion A.Brach

Thomas Licht, Simone Petschauer,
In Figure 5B the authors erroneously represented the 5 Leonid Karawajew, Carsten Kirschning and
DNA cleavage pattern produced imarl transposase  Friedhelm Herrmann
as occurring from two nucleotides within the element
outward. The correct cleavage pattern is shown below in The EMBO Journall3, 4645-4652, 1994
a corrected Figure 5B and occurs from three nucleotides
within the element outward as is clear from Figure 5A.
This mistake was carried over into the Discussion (pages
5475-5476) and led to the erroneous conclusion that the
termini of Himarl are cleaved in a manner more similar
to that of theTcltransposable element rather than that of
anothermarinerfamily element,Mos1 From these data
the authors would now predict that atharinerfamily
elements share the property of producing predominantly
three nucleotide '3overhangs upon excision.
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gcagatatcaataACAGGTTGGCTGATAAGTCCCCGGTCTGACACATAGATG

cgtctatagttat TGTCCAACCGACTATTCAGGGGCCAGACTGTGTATCTAC
|

Following the admission of systematic fabrication of
results by co-authors Marion Brach and Michael
Kiehntopf, and at the request of the Dean of the Medical
Faculty of the University of Ulm, Germany, the editorial

board of The EMBO Journalvish to retract this paper.

B

Erratum

Receptor co-operation in retrovirus entry:
recruitment of an auxiliary entry mechanism
after retargeted binding

Sandrine Valsesia-Wittmann, Frances J.Morling,
Theodora Hatziioannou, Stephen J.Russell and
Francois-Loic Cosset

The EMBO Journall6, 1214-1223, 1997

In the above paper, due to a publisher’s error, the affiliation
for Franwois-Loic Cosset was incorrect. The correct
affiliation is:

Centre de Gedigue Moleculaire et Cellulaire, CNRS
UMR5534, UCB Lyon-I, 43 Boulevard du 11 Novembre
1918, 69622 Villeurbanne Cedex, France

and not Cambridge Centre for Protein Engineering, UK.
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