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cellular-resolution multi-omics genetic regulatory
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Supplementary Figure S1. Distribution of xQTLatlas Datasets by Molecular
Phenotype.
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Supplementary Figure S2. The dataset distribution of xQTLatlas . (A) The Treemap
presents the breakdown of different xQTL discovery strategy datasets in xQTLatlas. (B)
The bar chart displays the number of cell types included in each xQTL type.



25

25

19

20

n o n
— —

S31PN3S JO Jaquunu YL

Supplementary Figure S3. The number of studies of different xQTL types in

xQTlLatlas.
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Supplementary Figure S4. Example of Region of Interest Exploration Mode.





