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MFRP.13a-Rev AGACAGAGCGGCAAGGGGGCAGAACACTGCCTA

MFRP.13b-For TGACAAGCCTGCCCTGCTACCAGCATTT
MFRP.13b-Rev AGAGACCCTGCTGATGCTCCTTCCTTTGTT

3. Conservation at the Ile182Thr  substitution site. 
>MFRP first cubilin domain, conserved  107 aa  Ile182 marked in red 

structure obtained from the NIH /National Center for Biotechnology Information web site
(www.ncbi.nlm.nih.gov/  PDB: 1nzi "Crystal Structure Of The Cub1-Egf Interaction Domain Of
Complement Protease C1s" deposited by L.A.Gregory, N.M.Thielens, G.J.Arlaud, J.C.Fontecilla-Camps &
C.Gaboriaud, 18-Feb-03)  Ile182 is highlighted in yellow.

In the available structure of C1QS, the corresponding Ile and Leu residues in the GIHL
sequence are located in a beta sheet structure. Their hydrophobic side chains occupy an
internal position in the subunit, filling a space between two closely apposed beta sheets.
Both Ile and Leu are extremely conserved among genes containing this domain, with the
only observed substitution being Ile>Val in a minority of cases. This extreme


