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Table S1            
 
EGFP Sequences 
 
5’ caagctgaccctgaagttcatctgcaccaccggcaa  EGFP Site-1 
 
5’        ACCCUGAAGUUCAUCUGCACC   EGFPS1 21/21 
3’      ACUGGGACUUCAAGUAGACGU 
 
5’        ACCCUGAAGUUCAUCUGCACCA   EGFPS1 R 22/22 
3’      ACUGGGACUUCAAGUAGACGUG 
 
5’       GACCCUGAAGUUCAUCUGCACC   EGFPS1 L 22/22 
3’     GACUGGGACUUCAAGUAGACGU 
 
5’       pACCCUGAAGUUCAUCUGCACCACcg   EGFPS1 R 25D/27 
3’      ACUGGGACUUCAAGUAGACGUGGUGGC 
 
5’  AAGCUGACCCUGAAGUUCAUCUGCACC   EGFPS1 L 27/25D 
3’  ttCGACUGGGACUUCAAGUAGACGUp 
 
 
5’ ccatgaagcagcacgacttcttcaagtccgccatgc  EGFP Site-2 
 
5’      AAGCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27/27 
3’      UUCGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’      aagCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27(5’D)/27 
3’      UUCGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’      AAGCAGCACGACUUCUUCAAGUCCgcc   EGFPS2 R 27(3’D)/27 
3’      UUCGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’      AAGCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27/27(3’D) 
3’      ttcGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’      AAGCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27/27(5’D) 
3’      UUCGUCGUGCUGAAGAAGUUCAGGcgg 
 
5’      AAGCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27/25 
3’      UUCGUCGUGCUGAAGAAGUUCAGGC 
 
5’      AAGCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 27/25(3’D) 
3’      ttcGUCGUGCUGAAGAAGUUCAGGC 
 
5’        GCAGCACGACUUCUUCAAGUCCGCC   EGFPS2 R 25/27 
3’      UUCGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’       pGCAGCACGACUUCUUCAAGUCCGcc   EGFPS2 R 25D/27 
3’      UUCGUCGUGCUGAAGAAGUUCAGGCGG 
 
5’  CAUGAAGCAGCACGACUUCUUCAAGUC   EGFPS2 L 27/25D 
3’  gtACUUCGUCGUGCUGAAGAAGUUCp 
 
5’        GCAGCACGACUUCUUCAAGUC   EGFPS2 21/21 
3’      UUCGUCGUGCUGAAGAAGUUC 
 
5’        GCAGCACGACUUCUUCAAGUCC   EGFPS2 R 22/22 
3’      UUCGUCGUGCUGAAGAAGUUCA 
 
5’       AGCAGCACGACUUCUUCAAGUC   EGFPS2 L 22/22 
3’     CUUCGUCGUGCUGAAGAAGUUC 
 
 
 



hnRNPH Sequences 
 
5’ ttgttgaacttgaatcagaagatgaagtcaaattggc 3’  hnRNPH Sites 1 & 3 
 
5’       AACUUGAAUCAGAAGAUGAAG   H1 21/21 
3’     ACUUGAACUUAGUCUUCUACU 
 
5’      pAACUUGAAUCAGAAGAUGAAGUCaa   H1 R 25D/27 
3’     ACUUGAACUUAGUCUUCUACUUCAGUU 
 
5’      pAACUUGAAUCAGAAGAUGAAGUCaa   H1 R 25D/27D 
3’     acUUGAACUUAGUCUUCUACUUCAGUU 
 
5’ UUGUUGAACUUGAAUCAGAAGAUGAAG   H1 L 27/25D 
5’ aaCAACUUGAACUUAGUCUUCUACUp 
 
5’         CUUGAAUCAGAAGAUGAAGUC   H3 21/21 
3’       UUGAACUUAGUCUUCUACUUC 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   H3 R 25D/26 
3’        UGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   H3 R 25D/27 
3’       UUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   H3 R 25D/27D 
3’       ttGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   H3 R 25D/28 
3’      CUUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat    H3 R 25D/29 
3’     ACUUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’   GUUGAACUUGAAUCAGAAGAUGAAGUC   H3 L 27/25D 
3’   caACUUGAACUUAGUCUUCUACUUCp 
 
hnRNPH Site 3, 3’-overhang variant sequences 
 
5’ ttgttgaacttgaatcagaagatgaagtcaaattggc 3’  hnRNPH Site 3 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’UU 
3’       UUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’UA 
3’       UAGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’UC 
3’       UCGAACUUAGUCUUCUACUUCAGUUUA  
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’UG 
3’       UGGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’AU 
3’       AUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’AA 
3’       AAGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’AC 
3’       ACGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’AG 
3’       AGGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’CU 
3’       CUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’CA 
3’       CAGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’CC 
3’       CCGAACUUAGUCUUCUACUUCAGUUUA 



 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’CG 
3’       CGGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’GU 
3’       GUGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’GA 
3’       GAGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’GC 
3’       GCGAACUUAGUCUUCUACUUCAGUUUA 
 
5’        pCUUGAAUCAGAAGAUGAAGUCAAat   3’GG 
3’       GGGAACUUAGUCUUCUACUUCAGUUUA 
 
 
Luciferase Sequences 
 
5’ acgccctggttcctggaacaattgcttttacagatg  Luciferase Site-1 
 
5’  CGCCCUGGUUCCUGGAACAAUUGCUUU   Luc-1 L 27/25D 
3’  gcGGGACCAAGGACCUUGUUAACGAp 
 
5’       pGGUUCCUGGAACAAUUGCUUUUAca   Luc-1 R 25D/27 
3’      GACCAAGGACCUUGUUAACGAAAAUGU 
 
 
5’ gacatcacttacgctgagtacttcgaaatgtccgttc  Luciferase Site-2 
 
5’  ACAUCACUUACGCUGAGUACUUCGAAA   Luc-2 L 27/25D 
3’  tgUAGUGAAUGCGACUCAUGAAGCUp 
 
5’       pCUUACGCUGAGUACUUCGAAAUGtc   Luc-2 R 25D/27 
3’      GUGAAUGCGACUCAUGAAGCUUUACAG 
 
 
5’ ttgcgcccgcgaacgacatttataatgaacgtgaat  Luciferase Site-3 
 
5’  UGCGCCCGCGAACGACAUUUAUAAUGA   Luc-3 L 27/25D 
3’  acGCGGGCGCUUGCUGUAAAUAUUAp 
 
5’       pCGCGAACGACAUUUAUAAUGAACgt   Luc-3 R 25D/27 
3’      GGGCGCUUGCUGUAAAUAUUACUUGCA 
 
 
5’ cgattttgtgccagagtccttcgatagggacaagac  Luciferase Site-4 
 
5’  GAUUUUGUGCCAGAGUCCUUCGAUAGG   Luc-4 L 27/25D 
3’  ctAAAACACGGUCUCAGGAAGCUAUp 
 
5’       pGUGCCAGAGUCCUUCGAUAGGGAca   Luc-4 R 25D/27 
3’      AACACGGUCUCAGGAAGCUAUCCCUGU 
 
 
La Sequences 
 
5’ gataaaactggatgaaggctgggtacctttggag   La Site-1 
 
5’       pCUGGAUGAAGGCUGGGUACCUUUgg   La R 25D/27 
3’      UUGACCUACUUCCGACCCAUGGAAACC 
 
5’  AUAAAACUGGAUGAAGGCUGGGUACUU   La L 27/25D 
3’  taUUUUGACCUACUUCCGACCCAUGp 
             
 
Table S1. RNA duplex sequences employed in this study. Sense strand target sequences are 
shown and RNA duplexes are aligned beneath in duplex form with S strand top (5’  3’) and AS 
strand bottom (3’  5’). RNA bases are upper case, DNA bases are lower case bold, and “p” 
represents 5’-phosphate. 












