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Fig. 8S.  SsDps expression in response to oxidative stress.3
(A) Northern blot analysis of RNA extracted from exponential growth phase (OD650~0.5)4
S. solfataricus cells.  Lane 1, standard growth conditions (0 µM H2O2); lane 2, 5 µM5
H2O2; lane 3, 10 µM H2O2; lane 4, 20 µM H2O2; lane 5, 30 µM H2O2.  RNA gels were6
stained with Ethidium bromide (EtBr) prior to membrane transfer (middle).  Blots were7
hybridized with a probe specific for ssdps and then stripped and rehybridized with a8
probe specific for the single stranded binding (SSB) protein, as an additional load control9
(bottom) (36, 37).  Approximately 1.5 µg of total RNA was loaded in each lane. (B)10
Western blot analysis of total protein extract from logarithmic (OD650~0.5) S. solfataricus11
cells, loads are normalized according to number of cells.  Lane 1, 0 µM H2O2 (standard12
growth conditions), lane 2, 5 µM H2O2, lane 3, 10 µM H2O2, lane 4, 20 µM H2O2, lane 5,13
30 µM H2O2, lane 6, 2.0 ng purified recombinant SsDps, lane 7, 1.0 ng purified14
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