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Fig. 9S.  SsDps expression is specific to oxidative stress.1
Northern blot analysis of RNA extracted from S. solfataricus cultures grown under2
standard conditions (lane 1), 30 µM H2O2 (lane 2), late log phase cells (OD650~1.2) (lane3
3), 300 KJ UV, which accounts for RNA degradation as shown in the load control (lane4
4), Sucrose as the sole carbon source (lane 5), SSV RH virus infected (lane 6), 11hrs. heat5
shock at 90°C (lane 7),  11hrs. cold shock at 60°C.  Approximately 0.75 µg of total RNA6
was loaded in each lane. The gel was stain with EtBr prior to membrane transfer and7
serves as the loading control as concentrations of the SSB control were not consistent8
over this broad range of stress conditions.  9
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Fig. 10S.  Heterologous expression and purification of SsDps.22
Coomassie stained SDS-PAGE of BL21 E.coli cells transformed with the SsDps gene.23
Lane 1 is the molecular weight standard.  Lane 2 is the whole cell lysate.  Lane 3 is after24
heat denaturation at 70C for 10 min.  Lane 4 is after size exclusion liguid25
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