
Alpha-1-antitrypsin

m/z40000 65000

In
te
ns
ity

2.00

0 D5

C5

B5

normal

hyper glycosylation

normal



Antithrombin III

m/z40000 70000

In
te
ns
ity

4.50

0 D5

C5

normal

deglycosylated form



Apolipoprotein A-I

D5

m/z26000 30000

In
te
ns
ity

7.00

0

Des-Q, C-terminal matrix adduct

Apo A-I



Apolipoprotein A-II

Apo A-II cys.Apo A-II

Apo A-II cys, des-Q C-term.,
Q-cycl., N-term.

Apo A-II cys, Q-cycl., N-term.

Apo A-II cys, des-Q C-term.

m/z8500 8900

In
te
ns
ity

2.50

0 H2

H8



Apolipoprotein C-I

m/z6200 7000

In
te
ns
ity

20

0 C3

C2

Apo C-I des-TP, N-term.

Apo C-IApo C-I des-TP, N-term.
oxidized



Apolipoprotein C-II

C3

m/z8800 9100

In
te
ns
ity

4.50

0

Pro-Apo C-I

Pro-Apo C-I oxidized



Apolipoprotein C-III

m/z9000 10000

In
te
ns
ity

800000

0 B4

D4

Apo C-III GalNAc-Gal Apo C-III GalNAc-Gal-Sia

Apo C-III GalNAc-Gal-Sia-Sia

oxidation
oxidation



Apolipoprotein E

m/z33000 35500

In
te
ns
ity

1.80

0 A4

F1

E6

E2

E4

E3

E2/E4

E4/E4

E3/E4

E4

E4



Apolipoprotein E

m/z33000 35500

In
te
ns
ity

1.60

0 H2

F5

C6

E2

E3

E3

E2



Apolipoprotein E

m/z33000 35500

In
te
ns
ity

4.0

0 G2

G2-reduced

E3

E3-cysteinylated

Matrix adductE3



Beta-2-microglobulin

m/z11000 12400

In
te
ns
ity

3.50

0

B2m

B2m des-I, N-term.

B9

C9



Cystatin C
In
te
ns
ity

cysC
oxidation

des SSP, N-term.

des-A, C-term.

des SSPG, N-term.

des SSPGKPPRLV, N-term.

des-S, N-term.

18

H5

E60
12400 13800m/z



Cystatin C

m/z13000 13600

In
te
ns
ity

4.5

0 H9

H8

oxidation

Point mutation oxidation

Point mutation

cysC



GC Globulin

normal

hyper glycosylation
3.00

In
te
ns
ity G10

H100
46000 60000m/z



Insulin-like growth factor II

m/z6000 8000

In
te
ns
ity

18

0
E1

IGF-II des-A, C-term.

IGF-II



Orosomucoid

m/z25000 50000

In
te
ns
ity

9.00

0 B8

A8

hyper glycosylation

normal



Retinol binding protein

m/z20000 22000

In
te
ns
ity

3.00

0 D4

D2

RBP

RBP des-LL, C-term.

RBP des L, C-term.



Serum amyloid A

m/z11200 12000

In
te
ns
ity

3.50

0 G5

G10

F11

1α

Point mutation
(PM)

1γ

2αPM des-R, N-term.

1α des-R, N-term.

1γ des-R, N-term.

2α des-R, N-term.

1γ des-RS, N-term.

2α des-RS, N-term.

1α des-RS, N-term.



Serum amyloid A

m/z11200 12000

In
te
ns
ity

5.0

0 control

D10

1α

Point mutation
(PM), +28 Da

1α des-R, N-term.



Serum amyloid A: Digest
In
te
ns
ity

5.0

1α S[88-104]Y, C-term. fragment

1α S[88-104]Y, C-term. fragment, 
with K→R at position 90, resulting
in +28 Da shift

D10

Control0
1860 2000m/z



Serum amyloid P

m/z23000 27000

In
te
ns
ity

10.00

0
F5

SAP

SAP des-sialic acid

matrix adduct



Transferrin

m/z60000 100000

In
te
ns
ity

2.50

0 D5

C5

normal

Deglycosylated form



Transthyretin

m/z13500 14200

In
te
ns
ity

7.00

0
D5

cysteinylation

Cysteine side chain
converted into glycine

sulfonationoxidation

TTR

cysteinglycine



Transthyretin

m/z13500 14200

In
te
ns
ity

5.00

0 F8

A2

H7

TTR Cysteinylated TTR

+14 Da

+30 Da +30 Da

+14 Da

normal



Transthyretin digests

m/z2600 2700

In
te
ns
ity

7.00

0 F8

A2

H7

A[81-104]R R[104-127]E, C-term. fragment

R[104-127]E, C-term. fragment, with 
T→M at position 119, resulting in +13.9 
Da shift

R[104-127]E, C-term. fragment, with 
V→I at position 122, resulting in 
+29.8 Da shift

normal



Transthyretin

m/z13500 14200

In
te
ns
ity

2.50

0 C10

D11

TTR
Cysteinylated TTR

+30 Da+30 Da

normal



Transthyretin digests

m/z2155.0 2200.0

In
te
ns
ity

0.45

0 C10

D11
G[1-21]R, N-term. fragment

G[1-21]R, N-term. fragment, with 
G→S at position 6, resulting in +30.0 
Da shift

normal


