
CLUSTAL W (1.83) multiple sequence alignment

AAP36398.1       -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
NP_001665.1      -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
1604249C         -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQCEEL
C34223           -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQLEEL
AAP92420.1       -----DERKRRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
NP_031524.2      -----DERKRRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
BAA09095.1       -----DERKRRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
NP_037044.1      -----DERKRRRRERNKIAAA-KCRNKKKEK----TECLQKESEKLESVNAELKAQIEEL
BAB84092.1       -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQK-------------------
AAP93895.1       -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQK-------------------
AAP93896.1       -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQK-------------------
NP_004015.2      -----DERKKRRRERNKIAAA-KCRNKKKEK----TECLQLQY-----------------
NP_957258.1      -----NDRRKRRRERNKIAAA-KCRNKKKEK----TDNLQKESEKLESINAELKAQIEEL
AAF21148.1       -----EERRKRRREKNKVAAA-RCRNKKKER----TEFLQRESERLELMNAELKTQIEEL
NP_569736.1      -----EERRKRRREKNKVAAA-RCRNKKKER----TEFLQRESERLELMNAELKTQIEEL
BAB20088.1       -----EERRKRRREKNKVAAA-RCRNKKKER----TEFLQRESERLELMNAELKTQIEEL
NP_446346.1      -----EERRKRRREKNKVAAA-RCRNKKKER----TEFLQRESERLELMNAELKTQIEEL
NP_620473.1      -----EDRRRRRRERNKIAAT-KCRMKKRER----TQNLIKESEVLDTQNVELKNQVRQL
XP_321586.1      -----EDRRRRRRERNKIAAT-KCRMKKRER----TVNLINESETLDAQNRELKSQVSKL
1FOSE  -------KRRIRRERNKMAAA-KSRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
1FOSG            --------RRIRRERNKMAAA-KSRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
AAG47951.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_CRIGR        -----EEKRRIRRERNKMAAA-KCWNRRREL----TDTLQAETDQLEDEKSALQTEIANL
XP_234422.2      -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
AAA42348.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
NP_877587.1      -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
NP_034364.1      -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
NP_005243.1      -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
CAB40144.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_FELCA        -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_MESAU        -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_PIG          -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_RAT          -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
CAA75757.1       -------------ERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
E34223           -----RREKENPKERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_SHEEP        -------------ERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
NP_056890.1      -----EVKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
NP_955598.1      -----EVKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOSX_MSVFR       -----EVKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
FOS_MSVFB        -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDKKSALQTEIANL
1A02F            ------MKRRIRRERNKMAAA-KSRNRRREL----TDTLQAETDQLEDEKSALQTEIANL
AAA66158.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEEEKSALQAEIANL
AAN03532.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEEEKSALQAEIANL
NP_990839.1      -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEEEKSALQAEIANL
FOS_AVINK        -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEEEKSALQAEIANL
AAO11836.1       -----EEKRRIRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEEEKSALQTEIANL
CAD56866.1       -----EEKKRIRRERNKMAAA-KCRNRRREL----TDTLQAETDKLEEEKAALEMEIANL
BAB39769.2       -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQNDIANL
NP_991132.1      -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQNDIANL
BAC77043.1       -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQNDITNL
FOS_CYPCA        -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDELEDEKSALQNDIANL
AAK58088.1       -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDQLEDEKSALQNDIASL
FOS_FUGRU        -----EEKKRIRRERNKQAAA-KCRNRRREL----TDTLQAETDQLEDEKSSLQNDIANL
FOS_TETFL        -----EEKKRIRRERNKQAAA-KCRNRRREL----TDSLQAETDQLEAEKSSLQNDIANL



BAC77045.1       -----EEKKRVRRERNKQAAA-KCRNRRKEL----TDTLQGETDELEDEKSALQNDIANL
BAC77046.1     -----EEKKRVRRERNKQAAA-KCRNRRKEL----TDTLQGETDELEDEKSALQNDIANL
A60089           -----EEKKRVRRERNKMAAA-KCRNRRREL----TDTLQAETDDLEDQKSDLQAEIASL
AAC59780.1       -----EEKRRIRRERNKIAAA-KCRNRRREL----IDTLQAETDQLEDEKSALQAEIDEL
CAD56865.1       -----EEKRRIRRERNKIAAA-KCRNRRREL----IDTLQAETDQLEDEKSALQAEIDEL
AAC52888.1       -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
AAH52917.1       -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
AAP36227.1       -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
NP_034365.1      -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
NP_005429.1      -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
NP_037085.1      -----EERRRVRRERNKLAAA-KCRNRRKEL----TDFLQAETDKLEDEKSGLQREIEEL
CAD56862.1       -----LERRRIRRERNKMAAA-KCRNRRREL----TETLQNETDQLEDEKSRLQKEIAGL
NP_005244.1      -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
NP_032063.2      -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
AAA61951.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
FRA2_MOUSE       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
AAC08718.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
AAC08724.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
AAC08727.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
AAC08730.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEKSGLQKEIAEL
NP_037086.1      -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQTETEELEEEKSGLQKEIAEL
AAC08715.1       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEELEEEK----------
FRA2_CHICK       -----EEKRRIRRERNKLAAA-KCRNRRREL----TEKLQAETEVLEEEKSVLQKEIAEL
AAC59866.1       -----EEKRRVRRERNKLAAA-KCRNRRREL----TDKLQAETEKLEQEKSGLQKEIADL
CAD56863.1   -----EEKRRVRRERNKLAAA-KCRNRRREL----TEMLQGETEKLEEEKADLQKEIESL
AAF01350.1       -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQAETDQLEEEKAELESEIAEL
XP_218419.1      -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQAETDQLEEEKAELESEIAEL
NP_032062.1      -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQAETDQLEEEKAELESEIAEL
FOSB_HUMAN       -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQAETDQLEEEKAELESEIAEL
NP_006723.1      -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQAETDQLEEEKAELESEIAEL
CAD56864.1       -----EEKRRVRRERNKLAAA-KCRNRRREL----TDRLQTETDILEEEKAELEAEISEL
A35847           -----EQKRAVRRERNKQAAA-RCRKRRVDQ----TNELTEEVEQLEKRGESMRKEIEVL
NP_733306.1      -----EQKRAVRRERNKQAAA-RCRKRRVDQ----TNELTEEVEQLEKRGESMRKEIEVL
NP_476587.1      -----EQKRAVRRERNKQAAA-RCRKRRVDQ----TNELTEEVEQLEKRGESMRKEIEVL
XP_318333.1      -----EEKRRIRRERNKQAAA-RCRRRREDH----TNELVDETDQLEKKRQSLAQEIQQL
NP_504557.1      -----DDKRLKRRQRNKEAAA-RCRQRRIDL----MKELQDQVNDFKNSNDKKMAECNNI
T31799           -----DDKRLKRRQRNKEAAA-RCRQRRIDL----MKELQDQVNDFKNSNDKKMAECNNI
CAE64529.1       -----DDKKLKRRQRNKEAAA-RCRQRRIDL----MKELQDQVNGFKHLNDKKTSDINDL
1GD2             -----QEPSSKRKAQNRAAQR-AFRKRKEDH----LKALETQVVTLKELHSSTTLENDQL
BAA87082.1       -----QEPSSKRKAQNRAAQR-AFRKRKEDH----LKALETQVVTLKELHSSTTLENDQL
NP_593662.1      -----QEPSSKRKAQNRAAQR-AFRKRKEDH----LKALETQVVTLKELHSSTTLENDQL
S15664           -----QEPSSKRKAQNRAAQR-AFRKRKEDH----LKALETQVVTLKELHSSTTLENDQL
CAB91681.2       -----TEPSSKRKAQNRAAQR-AFRERKEKH----LKDLETKVEELKKISETANHENEIL
XP_323224.1      -----TEPSSKRKAQNRAAQR-AFRERKEKH----LKDLETKVEELKKISETANHENEIL
EAA62093.1       -----SEPTSKRKAQNRAAQR-AFRERKEKH----LKDLEAKVEELQKASDSANQENGLL
XP_388976.1      -----SEPSSKRKAQNRAAQR-AFRERKEKH----LKDLETKVDELEKASQAANHENSML
EAA47389.1       ----------KRKAQNRAAQR-AFRERKERH----VKDLEAKLADLEAAQQQAATENEKL
XP_329184.1 -----TPAQSRRKAQNRAAQR-AFRERKERH----VKELENRLQQLEEEAQVTRSENEKL
EAA60905.1       -----TPAQSKRKAQNRAAQR-AFRERKERH----VRDLEEKVSNLQQESSNLLADNERL
EAK95559.1       -----EELQMKRKAQNRAAQR-AFRERKESK----LKELEAKLLASEEERQKLLDELEQI
EAK95697.1       -----EELQMKRKAQNRAAQR-AFRERKESK----LKELEAKLLASEEERQKLLDELEQI
FCR3_CANAL       -----EELQMKRKAQNRAAQR-AFRERKESK----LKELEAKLLASEEERQKLLDELEQI
NP_011854.1      -----DDSKAKKKAQNRAAQK-AFRERKEAR----MKELQDKLLESERNRQSLLKEIEEL
NP_982964.1      ---------EKKKAQNRAAQK-AFRERKEAR----LRELEQKLKESEQNRDALFREVEQL
AAB29937.1       -----SEAKSRRTAQNRAAQR-AFRDRKEAK----MKSLQERVELLEQKDAQNKTTTDFL
NP_010711.1      -----SEAKSRRTAQNRAAQR-AFRDRKEAK----MKSLQERVELLEQKDAQNKTTTDFL
AAA34463.1       -----SEAKSRRTAQNRAAQR-AFRDRKEAK----MKSLQERVELLEQKDAQNKTTTNFL



AAD00802.1       -----TEPKSKRTAQNRAAQR-AYRERKERK----MKELEDKVRLLEDANVRALTETDFL
EAL02912.1       -----TEPKSKRTAQNRAAQR-AYRERKERK----MKELEDKVRLLEDANVRALTETDFL
CAA37827.1       -----PETKQKRTAQNRAAQR-AFRERKERK----MKELEKKVQSLESIQQQNEVEATFL
NP_013707.1      -----PETKQKRTAQNRAAQR-AFRERKERK----MKELEKKVQSLESIQQQNEVEATFL
CAA41536.1       -----PETKQKRTAQNRAAQR-AFRERKERK----MKELEKKVQSLESIQQQNEVEATFL
CAA43195.1       -----PETKQKRTAQNRAAQR-AFRERKERK----MKELEKKVQSLESIQQQNEVEATFL
AP1_KLULA        -----TEAKDKRTAQNRAAQR-AFRERRERK----MKELEDKVSQLESLNKQSELETKFL
NP_984291.1      -----TEAKNRRTAQNRAAQR-AFRERKERK----MRDLEDQVRRLEEERSSAECEVQSL
AAC49426.1       -----DEELQKKKRQNRDAQR-AYRERKNNK----LQVLEETIESLSKVVKNYETKLNRL
NP_012283.1      -----DEELQKKKRQNRDAQR-AYRERKNNK----LQVLEETIESLSKVVKNYETKLNRL
EAA56950.1       ----------RRRAQNRASQR-AYRERKDQR----IKDLEQMLNDSKQRNDLLSQAYQNL
XP_323551.1      ----------RRRAQNRASQR-AYRERKDQR----IKDLEQMLNEAKQHNNALGQAYAAL
EAA48684.1       ----------RRQELNRQAQR-THRERKELY----IKALEDEVLRLKETYSNVSQAKDNL
EAK84283.1       ----------RRKEQNRNAQR-RLRVRREEH----ILQLQAQLEELHRRSQSQEEESHFL
EAK86097.1       -----LEQKSRRREQNRNAQR-RLRDRKEDH----VFKLEGEVAQLRQQDEQRCSKMRDL
NP_065505.1      -----EEQKERRRSINRRASK-NFLKRRRIF----EEQQEKGLINLKYENSRLRCQVEKR
AAC72896.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
AAC72897.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
A33111           -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
NP_732833.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
NP_732834.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
NP_732835.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
T13936           -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
AAB59246.1       -----LIRDLRRRGKNKVAAQ-NCRKRKLDQ----ILTLEDEVNAVVKRKTQLNQDRDHL
XP_309091.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLDQ----IVTLADEVKDMKMRKERLMRDREMV
A49672           -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
AAA20466.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
AAC40108.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
BAC03440.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
NP_032712.2      -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
XP_340887.1      -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
BAB23483.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
CAB46813.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
NFL1_MOUSE       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
NP_003195.1      -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLREKVEF
AAC83235.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLERDVEDLQRDKARLLRE----
AAH59314.1       -----LIRDIRRRGKNKMAAQ-NCRKRKLDT----ILNLEQEVKHLNRERNSQLREKGEN
AAH49219.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
AAH56142.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
BAA76288.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
AAF17228.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
AAF61404.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
NP_004280.4      -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDVCNLQAKKETLKREQAQC
NP_035033.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDICNLQAKKEALKNEQTQC
XP_231763.2      -----LIRDIRRRGKNKVAAQ-NCRKRKLDI----ILNLEDDICNLQAKKEALKSEQTQW
A54692           -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLTNERERLLRARGEA
AAA35612.1       -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLTNERERLLRARGEA
NP_006154.1      -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLTNERERLLRARGEA
NP_032711.2      -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLSSERERLLRARGEA
S32537           -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLSSERERLLRARGEA
XP_345884.1      -----LVRDIRRRGKNKVAAQ-NCRKRKLET----IVQLERELERLGSERERL-------
AAH45852.1       -----LVRDIRRRGKNKVAAQ-NCRKRKLEN----IVGLEYELDSLKEEKERLMKEKSER
NP_878309.1      -----LVRDIRRRGKNKVAAQ-NCRKRKLEN----IVGLEYELDSLKEEKERLMKEKSER
AAH61724.1       -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLGHLKDEREKLLREKGEN
NP_113977.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLGHLKDEREKLLREKGEN
I49261           -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLGHLKDEREKLLREKGEN
NP_035032.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLGHLKDEREKLLREKGEN



I59340           -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLDHLKDEKEKLLKEKGEN
NP_006155.2      -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLDHLKDEKEKLLKEKGEN
NP_990448.1      -----LIRDIRRRGKNKVAAQ-NCRKRKLEN----IVELEQDLSHLKDEREKLLKEKGEN
AAH43997.1       -----LIRDIRRRGKNKVAAQ-NCRKRKMEN----IVELETDLDTLKYEKEKLLAERGEY
NP_778208.1      -----LVRDIRRRGKNKVAAQ-NCRKRKLEN----IVHLESELGQLRAQREHLARERLEF
AAB84100.1       ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKLQSEKESLLKERDHI
NP_031546.1      ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKLQSEKESLLKERDHI
BAA95505.1       ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKLQSEKESLLKERDHI
NP_001177.1      ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKLQSEKESLLKERDHI
XP_221712.2      ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKLQNEKESLLKERDHI
AAB84101.1       ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLESEIEKL--------------
AAH51242.1       ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLECEIRKLVCEKEKLLSERNHL
NP_031547.1      ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLECEIRKLVCEKEKLLSERNHL
AAK48898.1       ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLECEIRKLVCEKEKLLSERNQL
NP_068585.1      ----------RRRSKNRIAAQ-RCRKRKLDC----IQNLECEIRKLVCEKEKLLSERNQL
1404381A       -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
1411298A         -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
NP_068607.1      -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
AAH09874.2       -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
TVHUJN           -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
AP1_CHICK        -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
AP1_COTJA        -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
AP1_PIG          -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
AP1_SERCA        -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
CAA31252.1       -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
NP_034721.1      -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
NP_002219.1      -----RIKAERKRMRNRIAAS-KCRKRKLER----IARLEEKVKTLKAQNSELASTANML
1FOSF            ----------RKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
1FOSH            ---------ERKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
TJUN_AVIS1       -----RIKAERKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
AAA42416.1       -----RIKAERKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
1JNM             -------KAERKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
1A02J            ------MKAERKRMRNRIAAS-KSRKRKLER----IARLEEKVKTLKAQNSELASTANML
AAH41183.1       -----RIKAERKRMRNRVAAS-KCRKRKLER----IGRLEDKVKTLKSQNSELASTANML
CAB51636.1       -----RIKAERKRMRNRVAAS-KCRKRKLER----IGRLEDKVKTLKSQNSELASTANML
BAC77044.1       -----RIKAERKRMRNRIAAS-KCRKRKLER----ISRLEDKVKNLKSQNSELASTANML
CAD56856.1       -----RIKAERKRMRNRIAAS-KCRKRKLER----ISRLEDKVKNLKSQNSELASTANML
CAB51637.1       -----RIKAERKRMRNRIAAS-KCRKRKLER----ISRLEDKVKNLKSQNSELASTANML
NP_956281.1  -----RIKAERKRMRNRIAAS-KCRKRKLER----ISRLEDKVKTLKSQNSELASTANML
I51606           -----RIKAERKRMRNRIAAS-KCRKRKLER----FARLEDKVKNLKSQNSELASTANML
CAD56859.1       -----RIKAERKKLRNRIAAS-KCRKRKLER----ISRLEEKVKVLKSQNSDLASTAAML
AAA39345.1       -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
AAK01362.1       -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTA---
AAF97784.1       -----------------IAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
TVHUJD           -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
NP_620230.1      -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
NP_034722.1      -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
NP_005345.2      -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKTLKSQNTELASTASLL
JUND_CHICK       -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEEKVKSLKSQNTELASTASLL
CAD56861.1       -----RIKAERKRLRNRIAAS-KCRKRKLER----ISRLEDKVKSLKTQNTELASTASVL
CAD56860.1       -----RLKAERKRLRNRIAAS-KCRMRKLER----ISRLEDKVKTLKSHNTDLASTASLL
AAL02138.1       -----LIKAERKRLRNRIAAS-KCRKRKLER----ISRLESKVKDLKTQNTDLSTTANQL
JUNB_RAT         -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSAAGLL
NP_032442.1      -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSAAGLL
BAC40473.1       -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSAAGLL
AAA74916.1       -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSAAGLL
NP_002220.1      -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSTAGLL



NP_068608.2      -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSTAGLL
AAH09465.1       -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGLSSTAGLL
AAF75552.1       -----RIKVERKRLRNRLAAT-KCRKRKLER----IARLEDKVKTLKAENAGL-------
AAH53154.1       -----RIKAERKRLRNLLAAT-KCRRRKLER----IARLEEKVKVLKSDNAGLSNTASVL
JUNB_CYPCA -----RIKAERKRLRNRLAAT-KCRKRKLER----ISRLEEKVKVLKNDNAGLSNTASVL
AAH53234.1       -----RIKAERKRLRNRLAAT-KCRRRKLER----ISRLEDKVKVLKSDNAGLSSTASLL
CAD56858.1       -----RIKAERKRLRNRIAAS-KCRRRKLER----ISRLEDKVKVLKTDNAGLSNTASLL
CAD56857.1       -----RIKAERKRMRNRVAAS-KCRKRKLER----IARLEDRVKNLKSQNTELVSSANVL
NP_476586.1      -----KIKLERKRQRNRVAAS-KCRKRKLER----ISKLEDRVKVLKGENVDLASIVKNL
TVFFJD           -----KIKLERKRQRNRVAAS-KCRKRKLER----ISKLEDRVKVLKGENVDLASIVKNL
XP_316420.1      -----RIKLERKRLRNRVAAS-KCRKRKLER----ISKLEDRVKELKAQNAELGGVVCNL
CAE59807.1       -----KKKLERKRARNRQAAS-KCRQKKMDR----IKELEDQVLHEKHRGQRLDAELVEL
NP_495947.1      -----KKKLERKRARNRQAAT-KCRQKKMDR----IKELEEQVLHEKHRGQRLDAELLEL
A34785           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
AAA40394.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
AAH42210.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
B42026           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
A39429           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
S05380           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
AAB64016.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
AAB64017.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
ATF2_HUMAN       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
ATF2_MOUSE       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
BAC32623.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
C42026           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
A42026           -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
AAA35951.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
NP_001871.2      -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
NP_033845.1      -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
NP_112280.1      -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
BAC29065.1       -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQ------
NP_990235.1      -----DEKRRKFLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQNEVTLL
1604249B         -----DEKRRKVLERNRAAAS-RCRQKRKVW----VQSLEKKAEDLSSLNGQLQSEVTLL
JC4028           -----DEKRSKIIQRNRAAAS-RCRQKRKVW----VQSLEKKADELISLNGYLQNEVTLL
ATF7_HUMAN       -----DERRQRFLERNRAAAS-RCRQKRKLW----VSSLEKKAEELTSQNIQLSNEVTLL
NP_006847.1      -----DERRQRFLERNRAAAS-RCRQKRKLW----VSSLEKKAEELTSQNIQLSNEVTLL
NP_666177.1      -----DERRQRFLERNRAAAS-RCRQKRKLW----VSSLEKKAEELTSQNIQLSNEVTLL
AAB29745.1       -----DERRQRFLERNRAAAS-RCRQKRKLW----VSSLEKKAEELTSQNIQLSNEVTLL
XP_235694.2      -----DERRQRFLERNRAAAS-RCRQKRKLW----VSSLEKKAEELTSQNIQLSNEVTLL
CRB5_MOUSE       -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
I78877           -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
NP_004895.1      -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
NP_878901.1      -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
NP_878902.1      -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
AAH29022.1       -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
NP_766316.1      -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
AAH59400.1       -----DERRRKFLERNRAAAT-RCRQKRKVW----VMSLEKKAEELTQTNMQLQNEVSML
NP_594500.1      -----DEKRRRILERNRIAAS-KFRQKKKEW----IKELEQTANAAFEQSKRLQLLLSQL
NP_595707.1      -----DMKRRRFLERNRIAAS-KCRQKKKLW----TQNLEKTAHIACEQSKALRILVSQL
XP_327898.1      -----DHKRNKFLERNRLAAS-KCREKKKLY----TQELEGTKINLEARNVSLQREYSIL
EAA58248.1       -----DDKQEKTRARNRLAAS-KCRQKKKEQ----NHMLETRYEQEKMKNEELTRTVNSL
XP_389177.1      -----SAKREKFLKRNRIAAS-KCRQKKKQQ----NEALE----------EHLCR-----
CAC18235.2       -----EEKRKNFLERNRVAAL-KCRQRKKQW----LANLQQKVEMFSSENDALTATITQL
XP_326838.1      ----------------RVAAL-KCRQRKKQW----LANLQQKVEMFSSENDALTATITQL
XP_390318.1      -----EEKRKNFLERNRVAAL-KCRQRKKQW----LANLQTKVEMFSTENDALTAQITQL
CAD21519.1       -----EEKRKNFLERNRVAAL-KCRQRKKQW----LANLQNKVEMYSSENDALTAQITQL
EAA57243.1       -----EEKRKNFLERNRVAAL-KCRQRKKQW----LANLQSKVEMYGAENENLTAQIGQL



AAN75015.1       -----EEKRKNFLERNRVAAL-KCRQRKKQW----LANLQAKVELFTSENDALTTTVTQL
BAA12194.1       -----EEKRKSFLERNRQAAL-KCRQRKKQW----LSNLQAKVEFYGNENEILSAQVSAL
NP_595652.1      -----EEKRKSFLERNRQAAL-KCRQRKKQW----LSNLQAKVEFYGNENEILSAQVSAL
EAK94532.1       -----DDKRKNFLERNRVAAS-KCRQRKKLL----IQKMEEELEFYSNGYRELSAEVNEL
NP_014232.1      -----ERKRKEFLERNRVAAS-KFRKRKKEY----IKKIENDLQFYESEYDDLTQVIGKL
NP_985572.1      -----DRKRKEFLERNRLAAS-KFRKRKKEY----IKKIETDLQFYETEYNDLTSFIDSL
CAA09717.1       -----ARKRKEFLERNRIAAS-RFRKRKKEY----IKRIEADVSFYESEYNDLSACLASL
CAB63430.2       -----DERRNTILERNKAAAV-RYRKRKKEE----HDDMMGRVQAMEAEKNQLLTQNQVL
NP_497914.1      -----DERRNTILERNKAAAV-RYRKRKKEE----HDDMMGRVQAMEAEKNQLLTQNQVL
XP_382926.1      -----DPRRRRILERNRIAAT-KCRLRKRDE----ASALASQEQAMEDQNRYLSSCFDSL
XP_387965.1      -----ANRQQRVMEQNRLAAS-RFRKRKRST----ADALGMDLERLEDQHRELSKHRNGL
XP_390615.1      -----EKQYLKILERNRRAAA-NCRARKQEQ----QDKLNAEVEKLEDRHRELSASCNEL
NP_010964.1      -------KRARLLERNRIAAS-KCRQRKKMS----QLQLQREFDQISKENTMMKKKIENY
NP_012228.1      -------KRARLLERNRIAAS-KCRQRKKVA----QLQLQKEFNEIKDENRILLKKLNYY
NP_983992.1      -------KRARLLERNRIAAS-KCRQRKKIA----QLQLQKDVDILTKENKEIRRELEYY
EAL00056.1       -------KKERLLERNRIAAS-KCRQRKKQE----QVQIQNNIAKMEKELKKKDAKIAEL
EAA60677.1       -----AEKRAKHLERNRAAAS-KSRQKKKRE----TDQLRTRFQEVSRRKSTLEIEIKEL
NP_593039.1      -----GTKQSMLKARNRQAAQ-KCRIKKKKY----LQTLQDQVNYYTSENKELLQSANDL
EAA50250.1       -----DGKRSTVLERNRVAAL-KCRKKKKEF----VQDLEEQCVELETTNHALHTEAQVL
EAA54021.1       -----DANRNTVLERNRVAAL-KCRKKKKEL----TRDLKEQCVKLETTNRDLQTEAQGL
A49317           -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAF66158.2       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAC60616.2       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAO92340.1       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
BAA03562.1       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
BAA03567.1       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_037218.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_038526.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
JX0307           -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
CAC34846.1     -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
CREM_CANFA       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
S36101           -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_989718.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_898831.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_898830.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_898829.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_874386.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_874392.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_874391.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_874390.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_874389.1      -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAC19383.1       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
CREM_RAT         -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLESQNKTLIEELKAL
I59276           -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLESQNKTLIEELKAL
BAA83552.1       -----TRKRELRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLESQNKTLIEELKAL
1DH3             -------KREVRLMKNREAAR-ESRRKKKEY----VKSLENRVAVLENQNKTLIEELKAL
AAH41206.1       -----VRKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAQ24858.1       -----ARKREVRLMENREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
CREB_BOVIN       -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_112279.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_004370.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
CAA63242.1       -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_034082.1  -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
BAA36482.1       -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_776710.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_598589.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_604391.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL



AAH67956.1       -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_989781.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
S20955           -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
S22298           -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
A35663           -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
A40120           -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
AAB64015.1       -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_604392.1      -----ARKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLKNQNKTLIEELKAL
NP_957203.1      -----TRKREVRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
BAC20140.1       -----SRKRELRLLKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKAL
NP_031523.2      -----QLRREIRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
XP_204339.1      -----QLRREIQLMKNREAAR-ECRRKKKEY----VKCLKNRVAVLENQNKTLIEELKTL
ATF1_MOUSE       -----QLRREIRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
BAB26930.1       -----QLRREIRLMKNRGAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
CAC15058.1       -----QLKREIRLMKNREAAR-ECRRKKKEY----VKCLENRV-----------------
NP_005162.1      -----QLKREIRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
XP_235657.1      -----QLKREIRLMKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
NP_956017.1      -----QMKREIRLAKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKTLIEELKTL
B37944     -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
C37944           -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
JC5602           -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
JC6135           -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
BAA03564.1       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
BAA03565.1       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
CREM_HUMAN       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
CREM_MOUSE       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_059030.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
AAF68682.1       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_874393.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_874394.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_877570.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_877571.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_877572.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_877573.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_898883.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
AAC60617.2       -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_874387.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_874388.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
NP_853549.1      -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
S26685           -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLESRVAVLEVQNKKLIEELETL
JC2087           -----TRKRELRLMKNREAAK-ECRRRKKEY----VKCLENRVAVLEVQNKKLIEELETL
CREB_CHLVR       -----TRKRELRLYKNREAAR-ECRRKKKEY----VKCLENRVAVLENQNKALIEELKSL
NP_996504.1      -----TRKREIRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
NP_996505.1      -----TRKREIRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
AAB35092.1       -----TRKREIRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
NP_996506.1      -----TRKREIRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
NP_996507.1      -----TRKREIRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
AAL92477.1       -----SRKREMRLQKNREAAR-ECRRKKKEY----IKCLENRVAVLENQNKALIEELKSL
T26807           -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
T26808           -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
NP_499509.2      -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
NP_499510.2      -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
CAD45607.2       -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
CAD56255.1       -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
CAB54382.2       -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
CAE67683.1       -----NRKRQVRLLKNREAAK-ECRRKKKEY----VKCLENRVSVLENQNKALIEELKTL
CAD23072.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL



CAD23073.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23074.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23075.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23076.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23077.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23078.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD23079.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24865.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24866.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24867.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24868.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24869.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24870.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24871.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
CAD24872.1       -----ARKRELRLLKNRQAAR-ECRRKKKEY----IKCLENRVAILENRNQTLIEELKSL
AAR82739.1       -----SLKKIRRKIKNKISAQ-ESRRKKKEY----MDQLERRVEILVTENHDYKKRLEGL
NP_524087.3      -----SLKKIRRKIKNKISAQ-ESRRKKKEY----MDQLERRVEILVTENHDYKKRLEGL
CRBA_DROME       -----SLKKIRRKIKNKISAQ-ESRRKKKEY----MDQLERRVEILVTENHDYKKRLEGL
A44494           -----SLKKIRRKIKNKISAQ-ESRRKKKEY----MDQLERRVEILVTENHDYKKRLEGL
XP_308098.1      -----SLKKIRRKIKNKISAQ-ESRRKKKEY----MDQLERRVDILVSENLEYRKRVEAL
AAH14097.1       -----ALKRVRRKIKNKISAQ-ESRRKKKEY----VECLEKKVETFTSENNELWKKVETL
NP_443086.1      -----ALKRVRRKIKNKISAQ-ESRRKKKEY----VECLEKKVETFTSENNELWKKVETL
NP_036087.1      -----ALKRVRRKIKNKISAQ-ESRRKKKEY----VECLEKKVETYTSENNELWKKVETL
XP_342467.1      -----ALKRVRRKIKNKISAQ-ESRRKKKEY----VECLEKKVETYTSENNELWKKVETL
AAH16447.1       -----ALKRVRRKIKNKISAQ-ESRRKKKEY----VECLEKKVETYTSENNELWKKVETL
BAC29155.1       -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
BAC30798.1       -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
AAS49162.1       -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
NP_919047.1      -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
XP_342661.1      -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
CAD79343.1       -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
CAD79344.1       -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
NP_848776.1      -----ALKKIRRKIKNKISAQ-ESRRKKKEY----MDSLEKKVESCSTENLELRKKVEVL
NP_740985.2      -----SLKIVRRKIKNKLSAQ-ESRRKRKEY----IDALEGRLHCFSEENKSLKKQVHQL
NP_740986.2      -----SLKIVRRKIKNKLSAQ-ESRRKRKEY----IDALEGRLHCFSEENKSLKKQVHQL
NP_740987.2      -----SLKIVRRKIKNKLSAQ-ESRRKRKEY----IDALEGRLHCFSEENKSLKKQVHQL
T15656           -----SLKIVRRKIKNKLSAQ-ESRRKRKEY----IDALEGRLHCFSEENKSLKKQVHQL
CAE59060.1       -----SLKIVRRKIKNKLSAQ-ESRRKRKEY----IDALESRLHCFSEENKALKQQVHQL
AAG43527.1       -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
AAH09402.1       -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
AAD09210.1       -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
AAC04325.1       -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
NP_006359.3      -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
AAB69652.1     -----ILKRVRRKIRNKRSAQ-ESRRKKKVY----VGGLESRVLKYTAQNMELQNKVQLL
NP_776711.1      -----VLKRVRRKIRNKKSAQ-ESRRKKKVY----VGGLESRVLKYTAQNLELQNKVQLL
AAC37645.1       -----VLKRVRRKIRNKRAAQ-ESRKKKKVY----VVGLESRVLKYTAQNRELQNKVQRL
BAB25173.1       -----VLKRVRRKIRNKRAAQ-ESRKKKKVY----VVGLESRVLKYTAQNRELQNKVQRL
NP_038525.1      -----VLKRVRRKIRNKRAAQ-ESRKKKKVY----VVGLESRVLKYTAQNRELQNKVQRL
XP_216492.2      -----VLKRVRRKIRNKRAAQ-ESRKKKKVY----VVGLESRVLKYTAQNQELQNKVQHL
NP_663340.1      -----VLKKIRRKIRNKQSAQ-ESRKKKKEY----IDGLENRMSACTAQNQELQRKVLHL
XP_234917.2      -----VLKKIRRKIRNKQSAQ-ESRKKKKEY----IDGLENRMSACTAQNQELQRKVLHL
BAC34115.1       -----VLKKIRRKIRNKQSAQ-ESRKKKKEY----IDGLENLMSACTAQNQELQRKVLHL
NP_115996.1      -----VLKKIRRKIRNKQSAQ-ESRKKKKEY----IDGLETRMSACTAQNQELQRKVLHL
AAH55664.1       -----TLKRVRRKIRNKQSAQ-ESRKKKKVY----VDGLENRVAVCTAHNQELQKKVEML
AAO33070.1       -----VLKKVRRKIRNKQSAQ-DSRRRKKEY----IDGLESRVAACSAQNQELQKKVQEL
NP_570968.1      -----VLKKVRRKIRNKQSAQ-DSRRRKKEY----IDGLESRVAACSAQNQELQKKVQEL
BAB24315.1       -----ILKKIRRKIRNKQSAQ-DSRRRKKEY----LDGLESRVAACSEQNQKLQRKVQEL



NP_084356.1      -----ILKKIRRKIRNKQSAQ-DSRRRKKEY----LDGLESRVAACSEQNQKLQRKVQEL
CAE67216.1       -----DLKRIRRKIRNKRSAQ-TSRKRKQDY----IEQLEDRVSESTKENQALKQQIQQL
NP_491897.1      -----DLKRIRRKIRNKRSAQ-TSRKRKQDY----IEQLEDRVSESTKENQALKQQIERL
XP_321663.1      -----ELKRIRRKIRNKISAQ-DSRKRKKEY----VDGLEERVKQCTEENQNLVKRIKIL
AAA97438.1       -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
AAB47487.1       -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
CAB89295.1       -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
CAE83966.1       -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
BAA91431.1       -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
NP_004372.3  -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
NP_059102.1      -----LLKRQQRMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
CAA66664.1       -----LLKRHERMIKNRESAC-QSRRKKKEY----LQGLEARLQAVLADNQQLRRENAAL
BAC29389.1       -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGSL
XP_129579.2      -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGSL
AAH43662.1       -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGSL
BAA34722.1       -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGTL
NP_031374.1      -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGTL
XP_222871.2      -----VLRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGSL
F34223           -----VIRRQQRMIKNRESAC-QSRKKKKEY----MLGLEARLKAALSENEQLKKENGRL
NP_610159.1      -------KKYQRMIKNRESAS-LSRKKRKEY----VVSLETRINKLEKECDSLKAENITL
NP_995745.1      -------KKYQRMIKNRESAS-LSRKKRKEY----VVSLETRINKLEKECDSLKAENITL
EAA51693.1       -----LTSKERRQLRNKVSAR-AFRSRRKEY----ITQLESEIANKVTENGDLRTQNRAL
XP_381731.1      -----LSSKERRQLRNKVSAR-AFRSRRKEY----ITQLETEIANKVSENGDLRTQNRAL
EAA65980.1       -----LSSKERRQLRNKVSAR-AFRSRRKEY----IGQLENEVAQKTNEAHELRQQNRAL
EAK87242.1       -----LSSKEKRQLRNKISAR-NFRTRRKEY----IGQLEDQIADRDTLIEGLRQQISQL
AAO51565.1       -----AKKKKIRQMQNRQSAA-QYRERKKEY----LEKLETIVDNLESDRNQLLQQTKQL
AAA33489.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
CAD36195.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
A34800           -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
S06022           -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17553.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17558.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17559.1 -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17561.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17556.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17567.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17564.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17566.1       -----EERVRKRKESNRESAG-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17550.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17551.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17554.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17557.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17555.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17562.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17563.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAO17568.1       -----EERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIASL
AAO17560.1       -----EERVRKRKESNRKSAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIASL
AAO17569.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIASL
AAO17552.1       -----HERMRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
S42529           -----EERVRKRKESNRESAR-RSRYRKAAH----LKDLEDQVDKLKAENSCLSRRLAAL
S56073           -----EERVRKRKESNRESAR-RSRYRKAAH----LKDLEDQVDKLKAENSCLLRRLAAL
S42493           -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVEQLKAENSCLLRRLAAL
AAM53650.1       -----EEKMRKRKESNRESAR-RSRYRKAAH----LKEMEDQVAQLKVENSSLLRRLATL
OP2_MAIZE        ----TEERVRK-KESNRESAR-RSRYRKAAH----LKELEDQVAQLKAENSCLLRRIAAL
AAB34363.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQL--------------
CAD36198.1       -----EERVRKRKESNRESAR-RSRYRKAAH----LKELEDQVAQLIKSREFLPAE----
AAL10017.1       -----DQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV



AAL77201.1       -----DQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
NP_909959.1      -----DQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
T03605           -----DQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
BAA36492.1       -----DQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
T04477           -----DQRLRRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
JQ2147           -----QQRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVAQLRVENSSLLRRLADV
JQ2148           -----QQRQQRRKQSNRESAR-RSRSRKAAH----LNELEAQVAQLRVENSSLLRRLADV
JC5175           -----QHRLQRRKQSNRESAR-RSRSRKAAH----LNELEAQVSQLRVENSSLLRRLADV
BAB39173.1       -----EDKVKKRKESNRESAR-RSRSRKAAR----LKDLEEQVSLLRVENSSLLRRLADA
CAA71795.1       -----AEKVNKRKESNRDSAR-RSRSRKAAH----TKELEEQVSLLRVANNSLMRHLADV
T06767           -----AEKANKRKESNRDSAR-RSRSRKAAH----AKELEEQVSLLRVANNSLMRHLADV
AAD21199.1       -----DQRKRKRMISNRESAR-RSRMRKQKH----LDDLMAQVSTLRKENDQILTSMNVT
AAN61914.1       -----DQRKRKRMISNRESAR-RSRMRKQKH----LDDLMAQVSTLRKENDQILTSMNVT
AAK92213.1       -----DQRKRKRMISNRESAR-RSRMRKQKH----LDDLMAQVATLRKENNQILTSMNVT
AAN03468.1       -----DQRKRKRMISNRESAR-RSRMRKQKH----LDDLVSQVAQLRKENQQILTSVNIT
CAA68078.1       -----EQRKRKRMLSNRESAR-RSRMKKQKL----LDDLTAQVNHLKKENTEIVTSVSIT
NP_195185.1      -----EQRKRKRMLSNRESAR-RSRMKKQKL----LDDLTAQVNHLKKENTEIVTSVSIT
D96784           -----DERKRKRKQSNRESAR-RSRMRKQKH----LDDLTAQVTHLRKENAQIVAGIAVT
NP_177672.2      -----DERKRKRKQSNRESAR-RSRMRKQKH----LDDLTAQVTHLRKENAQIVAGIAVT
CAC00658.1       -----DQRKRKRMQSNRESAR-RSRQRKQNH----LDELMAQAAQLRKENNQIITTTNLT
AAG17474.1       -----DERKRKRMLSNRESAR-RSRVRKQEH----VDDLTAQINQLSNDNRQILNSLTVT
NP_179408.1      -----DERKRKRMLSNRESAR-RSRMRKQKH----VDDLTAQINQLSNDNRQILNSLTVT
AAK92214.1       -----DDRKRKRMESNRESAR-RSRMRKQQH----LEELMSQMTQLQNQNVLWREKIDAV
BAB13719.1       -----DDRKRKRMESNRESAR-RSRMRKQQH----LEELMSQMTQLQNQNVLWREKIDAV
AAD55394.1       -----DERKRKRMESNRESAR-RSRKRKQQH----LEELMSQLTQLQNQSTIWREKIESV
BAA34938.1       -----DERKRKRMESNRECAR-RSRMRKQQR----LGELMGETTQLHKQNSICRERIDSV
T02016           -----DERKRKRMESNRESAR-RSRMRKQQR----LGELMGETTQLHKQNSICRERIDSV
T17108           -----DERKRKRKLSNRESAR-RSRMRKQQR----LDELIAQESQMQEDNKKLRDTIN--
T17110           -----DERKRKRKQSNRESAR-RSRMRKQQR----LDELMAQESQIQEENKKLQKIID--
AAK92215.1       -----DEKKRKRMISNRESAR-RSRMKKQKL----LQDLTGEVSRLQVANKNILAKIEET
CAC00657.1       -----DEKKRKRMISNRESAR-RSRMKKQQH----VDKLIAEMSQLQSQNKVVTQKINE-
NP_191801.1      -----DERKRKRMISNRESAR-RSRMRKQKQ----LGDLINEVTLLKNDNAKITEQVDEA
AAM62538.1       -----DERKKKRKLSNRESAK-RSREKKQKH----LEEMSIQLNQLKIQNQELKNQLRYV
NP_566925.1      -----DERKKKRKLSNRESAK-RSREKKQKH----LEEMSIQLNQLKIQNQELKNQLRYV
T46042           -----DERKKKRKLSNRESAK-RSREKKQKH----LEEMSIQLNQLKIQNQELKNQL---
NP_176162.1      -----DDKKRRRTISNRESAK-RSRMKKKKR----FEELTEEVNRLNIRNQELKNRLANV
NP_179870.1      -----DDRKRKRMESNRESAK-RSRMRKQRH----IDNLKDEANRLGLENRELANRL---
NP_195487.1      -----DERKRKRMESNRESAK-RSRMRKQSH----IDNLREQVNRLDLENRELGNRLRLV
AAR87318.1       -----ERRRQRRKVSNRLSAR-RSRARKQQR----LEELRGESARLRAENRELAARLHAV
BAC79506.1       -----RRRRLRRKISNRESAR-RSRARRRQR----VEELERAADELRAERRALASRLDAT
AAG46064.1       -----DERRLRRKISNRESAR-RSRARKQRH----LDELRARAERLRRCNRELAAR----
BAB59117.1       -----DERKRKRMLSNRESAR-RSRARKQQR----LEELIAEAARLQAENARVEAQIGAY
S35193           -----DERKRKRMLSNRESAR-RSRARKQQR----LEELIAEAARLQAENARVEAQIGAY
S58692           -----DERKRKRMLSNRESAR-RSRARKQQR----LEELVAEVARLQAENAATQARTAAL
JQ0984           -----THRREKRRLSNRESAR-RSRLRKQQH----LDELVQEVARLQADNARVAAR----
OCS1_MAIZE       -----THRREKRRLSNRESAR-RSRLRKQQH----LDELVQEVARLQADNARVAARARDI
CAE92374.1       -----DNRREKRRLSNRESAR-RSRLRKQQH----LDELVQEVARLKAENARVLARANDI
NP_918198.1      -----EERKRKRKESNRLSAQ-RSRARKQQQ----LDELAGQVAALRARNGAL-------
AAK01953.1       -----DERKHRRMISNRESAR-RSRMRKQKH----LDELWSQVVRLRTENHNLIDKLNHM
AAK25822.1       -----DERKHRRMISNRESAR-RSRMRKQKH----LDELWSQVVRLRTENHNLIDKLNHM
NP_172817.2      -----DERKQRRMISNRESAR-RSRMRKQRH----LDELWSQVIRLRTDNHCLMDKLNRV
NP_178489.1      -----DERKQRRMLSNRESAR-RSRMRKQRH----LDELWSQVIRLRNENNCLIDKLNRV
NP_189674.1      -----NERKQRRMISNRESAR-RSRMRKQRH----LDELWSQVMWLRIENHQLLDKLNNL
NP_197087.1      -----NERKQRRMVSNRESAR-RSRMRKQRH----LDELLSQVAWLRSENHQLLDKLNQV
AAO22653.1       -----NERKQKRKISNRESAR-RSRMRKQRQ----VDELWSQVMWLRDENHQLLRKLNCV
NP_198696.1      -----NERKQKRKISNRESAR-RSRMRKQRQ----VDELWSQVMWLRDENHQLLRKLNCV
NP_177054.1      -----NERKRRRKVSNRESAR-RSRMRKQRH----MEELWSMLVQLINKNKSLVDELSQA



BAD09328.1     -----EERRRRRMVSNRESAR-RSRMRKQRQ----LSELWAQVEHLRGANRRLLDELNRA
BAD16405.1       -----DERKKRRLVSNRESAR-RSRVRKQRR----LDELSSQVSELRDTNQRLLVELNHM
BAB10103.1       -----EERRARRMVSNRESAR-RSRMRKKKQ----IEELQQQVEQLMMLNHHLSEKVINL
NP_200891.1      -----EERRARRMVSNRESAR-RSRMRKKKQ----IEELQQQVEQLMMLNHHLSEKVINL
NP_850791.1      -----EEKRLRRMASNRESAR-RTRMRERMM----KEGLQMQVKQLMAYNQFLYNKYISL
T50499           -----EEKRLRRMASNRESAR-RTRMRERMM----KEGLQMQVKQLMAYNQFLYNKYISL
NP_568508.2      -----NVKRVKRMLSNRESAR-RSRRRKQAH----LSELETQVSQLRVENSKLMKGLTDV
NP_851088.1      -----NVKRVKRMLSNRESAR-RSRRRKQAH----LSELETQVSQLRVENSKLMKGLTDV
CAC79656.1       -----NVKRVKRMLSNRESAR-RSRRRKQAH----LSELETQVSQLRVENSKLMKGLTDV
AAG25729.1    -----NVKRVKRMLSNRESAR-RSRRRKQAH----LSELETQVSQLRVENS---------
AAF67360.1       -----NVKRVKRMLSNRESAR-RSRRRKQAH----LSELETQL-----------------
AAL27150.1       -----DAKRVRRMLSNRESAR-RSRRRKQAH----LTELETQVSQLRVENSSLLKRLTDI
T07154           -----DAKRVRRMLSNRESAR-RSRRRKQAH----LTELETQVSQLRVENSSLLKRLTDI
CPR2_PETCR       -----DAKRVRRMLSNRESAR-RSRRRKQAH----MTELETQVSQLRVENSSLLKRLTDI
S16321           -----DAKRVRRMLSNRESAR-RSRRRKQAH----MTELETQVSQLRVENSSLLKRLTDI
CAA04640.1       -------------VSNRESAR-RSRKRKQAH----LADLESQVDQLRGENASLFKQLTDA
T03991           -----DVKRVRRMVSNRESAR-RSRKRKQAH----LADLESQVDQLRGENASLFKQLTDA
BAB39174.1       -----DVKRVRRMVSNRESAR-RSRKRKQAH----LADLESQVDQLRGENASLFKQLTDA
CAA04641.1       -----DVKRMRRMVSNRESAR-RSRKRKQAH----LADLETQVDQLRGENASLFKQLTDA
T03990           -----DVKRMRRMVSNRESAR-RSRKRKQAH----LADLETQVDQLRGENASLFKQLTDA
BAB39175.1       -----ETKRIRRMVSNRESAR-RSRRRKQAQ----LSELESQVEQLKGENSSLFKQLTES
CAC79658.1       -----DVKRARRMLSNRESAK-RSRRRKQEQ----MNEFDTQVGQLRAEHSTLINRLSDM
NP_567003.2 -----DVKRARRMLSNRESAR-RSRRRKQEQ----MNEFDTQVGQLRAEHSTLINRLSDM
AAK96836.1   -----DVKRARRMLSNRESAR-RSRRRKQEQ----MNEFDTQAN----------------
NP_192173.1      -----DVKKSRRMLSNRESAR-RSRRRKQEQ----TSDLETQVNDLKGEHSSLLKQLSNM
NP_849290.1      -----DVKKSRRMLSNRESAR-RSRRRKQEQ----TSDLETQVNDLKGEHSSLLKQLSNM
AAL87327.1       -----DVKKSRRMLSNRESAR-RSRRRKQEQ----TSDLETQVNDLKGEHSSLLKQLSNM
NP_568457.1      -----DLKRIRRMNSNRESAK-RSRRRKQEY----LVDLETQVDSLKGDNSTLYKQL---
AAF65459.1       -----AMQRQKRMIKNRESAA-RSRERKQAY----IAELESLVTQLEEENAKMFKEQEEQ
T04353           -----AMQRQKRMIKNRESAA-RSRERKQAY----IAELESLVTQLEEENAKMFKEQEEQ
NP_915651.1      -----AMQRQKRMIKNRESAA-RSRERKQAY----IAELESLVTQLEEENAKMFKEQEE-
AAO72626.1       -----AMQRQKRMIKNRESAA-RSRERKQAY----IAELEAQVAELEEEHAQLLREQEE-
AAM63460.1       -----AAQRQRRMIKNRESAA-RSRERKQAY----QVELEALAAKLEEENELLSKEIEDK
NP_199221.1      -----AAQRQRRMIKNRESAA-RSRERKQAY----QVELEALAAKLEEENELLSKEIEDK
NP_171893.1      -----AAQRQKRMIKNRESAA-RSRERKQAY----QVELETLAAKLEEENEQLLKEIEES
AAK19600.1       -----MERRQRRMIKNRESAA-RSRARRQAY----TVELELELNNLTEENTKLKEIVEEN
NP_566870.1      -----MERRQRRMIKNRESAA-RSRARRQAY----TVELELELNNLTEENTKLKEIVEEN
T48926           -----MERRQRRMIKNRESAA-RSRARRQAY----TVELELELNNLTEENTKLKE-----
AAM75354.1       -----IERRHRRMIKNRESAA-RSRARKQAY----TVELEAELNHLKEENARLKAE----
AAM75355.1       -----IERRHRRMIKNRESAA-RSRARKQAY----TVELEAELNHLKEENARLKAE----
G84778           -----VERRQRRMIKNRESAA-RSRARKQAY----TVELEAELNQLKEENAQLKHALAEL
NP_565840.1      -----VERRQRRMIKNRESAA-RSRARKQAY----TVELEAELNQLKEENAQLKHALAEL
T12621           -----VERRQRRMIKNRESAA-RSRARKQAY----TVELEAELNMLKEENAQLKQALAEI
NP_915581.1      -----VERRQRRMIKNRESAA-RSRARKQAY----TVELEAELNYLKQENARLKE-----
AAK19601.1       -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENERLRKQ----
NP_191244.1      -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENERLRKQ----
NP_565948.1 -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENEKLRR-----
T02112           -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENEKLRR-----
CAD12766.1       -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENEKLRR-----
BAC42739.1       -----VERRQKRMIKNRESAA-RSRARKQAY----THELEIKVSRLEEENEKLRR-----
T12622           -----VERRQKRMIKNRESAA-RSRARKQAY----THELENKVSRLEEENERLRRE----
NP_915950.1      -----MERRQKRMIKNRESAA-RSRARKQAY----TNELENKVSRLEEENVRLKRQKE--
T12585           -----VERRQKRMIKNRESAA-RSRARKQAY----THELENKISRLEEENELLKRQ----
BAC79602.1       -----VERRQKRMIKNRESAA-RSRARKQAY----TNELENKISRLEEENQRLRE-----
BAC65865.1       -----GNRRHKRMIKNRESAA-RSRARKQAY----TNELELEVAHLQAENARLKRQQDQL
BAC65866.1       -----GNRRHKRMIKNRESAA-RSRARKQAY----TNELELEVAHLQAENARLKRQQDQL
BAC65867.1       -----GNRRHKRMIKNRESAA-RSRARKQAY----TNELELEVAHLQAENARLKRQQDQL



CAD29860.1       -----GNRRHKRMIKNRESAA-RSRARKQAY----TNELELEVAHLQAENARLKRQQDQL
CAD29861.1       -----GDRRYKRMIKNRESAA-RSRARKQAY----TNELELEIAHLQTENARLKIQQEQL
AAK39132.1       -----IERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVAKLKEENQGLQKKQAEI
CAB85632.1       -----IERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVAKLKEKNEELEKKQAEM
AAL86016.1       -----VERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVQKLKEQNMELQKKQEEI
BAD09357.1       -----VERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVQKLKEQNMELQKKQEEI
BAA83740.1       -----VERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVQKLKEQNMELQKKQEEI
AAS20434.1       -----VERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVAKLKEENDELQKKQEEM
NP_973981.1      -----VERRQRRMIKNRESAA-RSRARKQAY----TVELEAEVAKLKEENDELQRKQARI
AAO06115.1       -----VERRQRRMIKNRESAA-RSRARKQAY----TMELEAEVQKLKDLNEELVKKQTEI
BAB02453.1       -----IERRQRRMIKNRESAA-RSRARKQAY----TLELEAEIEKLKKTNQELQKK----
NP_566629.1      -----IERRQRRMIKNRESAA-RSRARKQAY----TLELEAEIEKLKKTNQELQKKQAEM
NP_564551.1      -----VERRQKRMIKNRESAA-RSRARKQAY----TLELEAEIESLKLVNQDLQKKQAEI
NP_567949.1      -----IERRQKRMIKNRESAA-RSRARKQAY----TMELEAEIAQLKELNEELQKK----
NP_849490.1      -----IERRQKRMIKNRESAA-RSRARKQAY----TMELEAEIAQLKELNEELQKKQVCL
BAB61098.1       -----VERRRKRMIKNRESAA-RSRDRKQAY----TLELETEVAKLKEIKQELQKK----
BAC79182.1       -----GDRRKRRMIKNRESAA-RSRARKQAR----VNNLETEVEQLKQENKMLRVKYEQ-
NP_199105.1      -----VDKKLRRKIKNRESAA-RSRARKQAQ----TMEVEVELENLKKDYEELLKQHVEL
AAL79735.1       -----DDRRTIRMMRNRESAL-RSRARKRAY----VEELEKEVRRLVDDNLNLKKQ----
BAD08955.1       -----VERRKRRAMKNRESAE-RSRARKQAY----LQELEQEVRLLRAENAALRHQCHQL
AAA68429.1       -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
S50821           -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
A38486           -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
BAA02303.2       -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
EMP1_WHEAT       -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
T05716           -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLRSELDQL
S50822           -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELAQKVSELTAANGTLKSELDHL
BAC83673.1       -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELARKVAELTTENSALRSELDQL
BAD11353.1       -----ELKRERRKQSNRESAR-RSRLRKQQE----CEELARKVAELTTENSALRSELDQL
CAB62402.1       -----EIKRERRKQSNRESAR-RSRLRKQQE----CEELARKVADLTTENSALRAELDNL
CAE53907.1       -----EIKRERRKQSNRESAR-RSRLRKQQE----CEELSRKVAELTTENNALRTELDQL
T06512           -----EIKRERRKQSNRESAR-RSRLRKQQE----CEELSRKVAELTTENNALRTELDQL
NP_182150.1      -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
S20885         -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
AAA90947.1       -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
NP_850449.1      -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
T07882           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
T07887           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEALTAENMALRSELNQL
T09120           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARRVESLSAENMALKSEVNLL
AAD42937.1       -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELAKKVQTLTAENMTLRSEINKL
NP_917345.1      -----ESKRERRKQSNRESAR-RSRLRKQAE----TEELARKVELLTAENTSLRREISRL
T03373           -----ESKRERRKQSNRESAR-RSRLRKQAE----TEELARKVELLTAENTSLRREISRL
T02084           -----ELKREKRKQSNRESAR-RSRLRKQAE----TEELATQVESLAAENTSLRSEIGRL
T07150           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEMLTAENVSLKSEITRL
T07151           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEMLTAENVSLKSEITRL
T10985           -----ELKRERRKQSNRESAR-RSRLRKQAE----TEELARKVEMLTAENVSLKSEITQL
CAA42915.1  -----ELKREKRKQSNRESAR-RSRLRKQAE----AEELAIRVQSLTAENMTLKSEINKL
TAF1_TOBAC       -----ELKREKRKQSNRESAR-RSRLRKQAE----AEELAIRVQSLTAENMTLKSEINKL
S53020           -----ELKREKRKQSNRESAR-RSRLRKQAE----AEELAIRVQSLTGENMTLKSEINKL
S53021           -----EMKREKRKQSNRESAR-RSRLRKQGE----AEELAIRVQSLTSENLGLKSEINNF
CPR1_PETCR       -----DLKRERRKQSNRESAR-RSRLRKQAE----AEELAIKVDSLTAENMALKAEINRL
S16322           -----DLKRERRKQSNRESAR-RSRLRKQAE----AEELAIKVDSLTAENMALKAEINRL
NP_192021.1      -----EVKREKRKQSNRESAR-RSRLRKQAE----TEQLSVKVDALVAENMSLRSKLGQL
T01728           -----EVKREKRKQSNRESAR-RSRLRKQAE----TEQLSVKVDALVAENMSLRSKLGQL
AAM62869.1       -----EVKREKRKQSNRESAR-RSRLRKQAE----TEQLSVKVDALVAENMSLRSKLGQL
S66310           -----EVKREKRKQSNRESAR-RSRLRKQAE----TEELSVKVDALVAENMTLRSKLGQL
T10472           -----EVKREKRKQSNRESAR-RSRLRKQAE----TEELSVKVDALVAENMTLRSKLGQL



T10244           -----EVKREKRKQSNRESAR-RSRLRKQAE----TEELSLKVDALVAENMTLRSKLAQL
A54415           -----EVKKQKRKQSNRESAR-RSRLRKQAE----WEEVASRADLLKQENSSLKEELKQL
AAL77202.1       -----ADAWEKRKQSNRESAR-RSRLRKQAE----WEEVANRADLLKQENSSLKEELKQL
NP_195391.1      -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLSNENQSLRDELQRL
NP_849510.1      -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLSNENQSLRDELQRL
S20883           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLSNENQSLRDELQRL
AAB25116.1       -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLSNENQSLRDELQRL
AAK96765.1       -----ELKRQKRKQSNRESAR-RSRLRKQAE----CERLQQRVESLSNENQSLRDELQRL
S51307           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLTSENQSLRDELQRL
S66312           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEQLQQRVESLTSENQSLRDELQRL
AAK14790.1       -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEELQQRVETLSNENRALRDELQRL
CAC00656.1       -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEELQGRVETLNNENRSLRDELKRL
S42393           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEELQRRVEALSHENHSLKDELQRL
S42392           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEELQHKVETLSNENHGLKEELRKV
T07148         -----ELKKQKRKQSNRESAR-RSRLRKQAE----CEELQKRVESLGSENQTLREELQRV
T11751 -----ELKRQKRKQSNRESAR-RSRLRKQAE----CEDLQKRVETLGSENRTLREELQRL
CPR3_PETCR       -----ELKRQRRKQSNRESAR-RSRLRKQAK----SDELQERLDNLSKENRILRKNLQRI
AAD42938.1       -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEALKEENNSLRAEVSLI
AAK39131.1       -----EIKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEALKEENASLRSEVSRI
T14909           -----ELKRQKRKQSNRESAR-RSRLRKQAE----CDELAQRAEALKEENASLRAELSRF
T14911           -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLQEENASLRAELGRA
AAK39130.1       -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRADVLKEENATLRAEVSRI
T12092           -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRADVLSEENASLRAELSRI
S42394           -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLKEENASLRAELSCL
AAO06116.1       -----ELKRQKRKQSNRDSAR-RSRLRKQAE----CEELAQRAEVLKQENASLKDEVSRI
T03241           -----ELKRQRRKQSNRESAR-RSRLRKQAE----CEELAQRAEVLKQENTSLRDEVNRI
BAD07975.1       -----ELKKQKRKQSNRESAR-RSRLRKQAE----CEELSVRADNLRAENSSLRAELERI
HBPA_WHEAT       -----ELKKQKRKLSNRESAR-RSRLRKQAE----CEELGQRAEALKSENSSLRIELDRI
G84769           -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLNEENTNLRAEINKL
NP_850248.2      -----ELKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLNEENTNLRAEINKL
H86445           -----EIKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLNGENSSLRAEINKL
NP_174494.2      -----EIKRQRRKQSNRESAR-RSRLRKQAE----CDELAQRAEVLNGENSSLRAEINKL
AAF79444.1       -----EERRIRRILANRESAR-QTIRRRQAM----CEELSKKAADLTYENENLRREKDWA
NP_173381.1      -----EERRIRRILANRESAR-QTIRRRQAM----CEELSKKAADLTYENENLRREKDWA
T03242           -----EAKRLRRVLANRESAR-KTILRRQAI----RDELARKVADLSSQNETMKKEKDVV
T03245           -----EAKRLRRVLANRESAR-QTILRRQAI----RDELARKVADLSTQNESMKKERETV
AAC04862.1       -----DPKRAKRILANRQSAA-RSKERKTRY----TSELERKVQTLQTEATTLSAQITLL
BAA97100.1   -----DPKRAKRILANRQSAA-RSKERKIRY----TSELERKVQTLQTEATTLSAQITVL
AAL87668.1       -----DPKRAKRILANRQSAA-RSKERKIKY----TSELERKVQTLQTEATPLSAQLTLL
AAO72544.1       -----DPKRAKRILANRQSAA-RSKERKIKY----TGELERKVQTLQTEATTLSTQLTLL
AAM62924.1       -----DPKRAKRIWANSQSAA-RSKERKMRY----IAELERKVQTLQTEATSLSAQLTLL
NP_172097.1      -----DPKRAKRIWANRQSAA-RSKERKMRY----IAELERKVQTLQTEATSLSAQLTLL
NP_180695.1      -----DPKRAKRIWANRQSAA-RSKERKTRY----IFELERKVQTLQTEATTLSAQLTLL
T03580           -----DPKRAKRIWANRQSAA-RSKERKMRY----IAELERKVQTLQTEATTLSAQLALL
CAD41260.1       -----DPKRAKRILANRQSAA-RSKERKMRY----IAELERKVQTLQTEATTLSAQLSML
AAR28765.1       -----DPKRAKRILANRQSAA-RSKERKARY----ITELERKVQTLQTEATTLSAQLTLF
BAC84100.1       -----DPKRAKRILANRQSAA-RSKERKARY----ITELERKVQTLQTEATTLSAQLTLF
NP_181594.1      -----DPKRAKRIIANRQSAA-RSKERKARY----ILELERKVQTLQTEATTLSAQLSLF
T52624           -----DPKRAKRIIANRQSAA-RSKERKARY----ILELERKVQTLQTEATTLSAQLSLF
D86203           -----DPKRAKRILANRQSAA-RSKERKARY----IQELERKVQSLQTEATTLSAQLTLY
NP_172170.1      -----DPKRAKRILANRQSAA-RSKERKARY----IQELERKVQSLQTEATTLSAQLTLY
CAD12036.1       -----DPKRAKRILANRQSAA-RSKERKARY----IQELERKVQSLQTEATTLSAQLTLY
NP_850168.1      -----DPKRAKRIWANRQSAA-RSKERKTRY----IFELERKVQTLQTEATTLSAQLTLL
AAF37279.4       -----DPKRAKRILANRQSAA-RSKERKIRY----TGELERKVQTLQNEATTLSAQVTML
NP_564486.1      -----DPKRAKRILANRQSAA-RSKERKIRY----TGELERKVQTLQNEATTLSAQVTML
AAM63070.1       -----DPKRAKRILANRQSAA-RSKERKIRY----TGELERKVQTLQNEATTLSAQVTML
AAL87314.1       -----DPKRVKRILANRQSAA-RSKERKMRY----IVELEHKVQTLQTEATTLSAQLTLL



NP_195601.1     -----------RILANRQSAA-RSKERKMRY----IVELEHKVQTLQTEATTLSAQLTLL
NP_849520.1      -----DPKRVKRILANRQSAA-RSKERKMRY----IVELEHKVQTLQTEATTLSAQLTLL
BAA76425.1       -----DPKRAKRILANRQSAA-RSKERKMRY----ISELEHKVQTLQTEATTLSAQLTLL
NP_179719.1 -----DPKRVKRILANRVSAA-RSKERKTRY----MAELEHKVQTLQTEATTLSAQLTHL
NP_973502.1      -----DPKRVKRILANRVSAA-RSKERKTRY----MAELEHKVQTLQTEATTLSAQLTHL
NP_912474.1      -----DPKRVKRVLANRQSAA-RSKERKMRY----IAELEQKVQILQSEATNLSAQLTMM
NP_922490.1      -----DPKRVKRVLANRQSAA-RSKERRMRY----IAELEQKVQILQTEATTLSAQLTLL
BAD09726.1       -----DPKRVKRILANRQSAA-RSKERKMRY----IQELEHKVQVLQTEATTLSAQLTML
AAL78371.1       -----DPKRVKRILANRQSAA-RSKERKMRY----IQKLEHKVQVLQTEASTLSHSLKCL
CAA05898.1       -----DPKRAKRILANRLSAA-RSKERKTRY----ISELEHKVQKLQTETTTLSTQVTIL
S52203           -----DPKRAKRILANRLSAA-RSKERKTRY----ISELEHKVQKLQTETTTLSTQVTIL
CAA52015.1       -----DPKRAKRILANRLSAA-RSKERKTRY----ISELEHKVQKLQTETTTLSTQVTIL
CAD39525.2       -----DPRRVKRILNNRASAT-KSKEKKMKH----VGELQRKLQVLQSETTTLGAQVTVM
AAL69473.1   -----DPKRVKRILANRQSAQ-RSRVRKLQY----ISELERSVTSLQAEVSVLSPRVAFL
NP_850369.1      -----DPKRVKRILANRQSAQ-RSRVRKLQY----ISELERSVTSLQAEVSVLSPRVAFL
NP_191371.1      -----DPKRVKRILANRQSAQ-RSRVRKLQY----ISELERSVTSLQTEVSVLSPRVAFL
NP_913295.1      -----DPKRVKRILANRQSAQ-RSRVRKLQY----ISELERSVTSLQTEVSALSPRVAFL
NP_178948.1      -----DPKEVRRILKNRESAA-HLKQKKLQY----MINLEHRINFVENENASIFEKIKLL
NP_178956.1      -----DPKEVRRILKNQESAA-RSKQKKLQY----MINLELKINFLENKNASIFEKIKLL
NP_565355.1      -----DPKKVRRILKNRELAA-SSKQRKLKY----MIDLEHRIKFLENKNALIFEKIKLL
NP_850010.1      -----DAKKYKRMLANRASAA-RSKENREKK----IRDMELRVETLENTQASLFGTMTLL
NP_199756.1      -----DEKKRKRKLSNRESAR-RSRLKKQKL----MEDTIHEISSLERRIKENSERCRAV
AAM96961.1       -----DEKKRARLMRNRESAQ-LSRQRKKHY----VEELEEKVRNMHSTITDLNGKISYF
NP_565946.1      -----DEKKRARLMRNRESAQ-LSRQRKKHY----VEELEEKVRNMHSTITDLNGKISYF
T00759           -----DEKKRARLMRNRESAQ-LSRQRKKHY----VEELEEKVRNMHSTITDLNGKISYF
TGAB_TOBAC       -----DEKKRARLVRNRESAQ-LSRQRKKHY----VEELEDKVRIMHSTIQDLNAKVAYI
NP_191225.1      -----EKKKNVRLVRNRESAH-LSRQRKKHY----VEELEDKVKNMHSTISELSSKMSYF
AAO00862.1       -----DKRKLIRQIRNRESAQ-LSRLRKKQQ----TEELERKVKSMNATIAELNGKIAYV
NP_187691.1      -----DKRKLIRQIRNRESAQ-LSRLRKKQQ----TEELERKVKSMNATIAELNGKIAYV
NP_913739.1      -----EAKRRARLVRNRESAH-QSRQRKKQY----VEELEGKVKVMQATIADLTARISCV
AAO51139.1       -----ELKKQRRLVKNREYAS-QSRSRRKIY----VENIETKLQKTNQDCASIKSQLNSV
NP_174998.1      -----VAKKRRRRVRNRDAAV-RSRERKKEY----VQDLEKKSKYLERECLRLGRMLECF
AAO22523.1       -----ETKRLKRLLRNRVSAQ-QARERKKAY----LGELENRVKDLENRNSELEERLSTL
NP_568246.1      -----ENKRLKRLLRNRVSAQ-QARERKKAY----LSELENRVKDLENKNSELEERLSTL
CAB57979.1       -----ENKRLKRLLRNRVSAQ-QARERKKAY----LIDLEARVKELETKNAELEERLSTL
T08591           -----ESKRLKRLLRNRVSAQ-QARERKKAY----LIDLETRVKDLEKKNSELKERLSTL
T08592           -----ESKRLKRLLRNRVSAQ-QARERKKAY----LIDLETRVKDLEKKNSELKERLSTL
BAC20318.1       -----ESKRLKRLLRNRVSAQ-QARERKKAY----LTDLETKVKDLETNNSELKERLSTL
T12093           -----ESKRLKRLLRNRVSAX-QARERKKAY----LSDLETRVNDLEKKNSELKEKLSTL
BAD15505.1       -----EHKRLKRLLRNRVSAQ-QARERKKAY----LNDLEVKVKDLEKKNSELEERFSTL
NP_916476.1      -----EQNRLKRLLRNRVSAQ-QARERKKAY----MTELEAKAKDLELRNAELEQRVSTL
NP_850604.1      -----EYRSLKRLLRNRVSAQ-QARERKKVY----VSDLESRANELQNNNDQLEEKISTL
NP_850605.1      -----EYRSLKRLLRNRVSAQ-QARERKKVY----VSDLESRANELQNNNDQLEEKISTL
BAB02051.1       NPVDKEYRSLK-----RVSAQ-QARERKKVY----VSDLESRANELQNNNDQLEEKISTL
CAC88375.1       -----EQRRIERVLRNRAAAQ-TSRERKRLE----MEKLESEKIDMEQQNQFLLQRLAQM
EAA66464.1       -----EQRRIERVLRNRAAAQ-TSRERKRLE----MEKLESEKIDMEQQNQFLLQRLAQM
AAQ73495.1       -----EQRRIERVLRNRAAAQ-TSRERKRLE----MEKLENEKIQMEQQNQFLLQRLSQM
CAC88374.1       -----EQRRVERVLRNRRAAQ-SSRERKRLE----VEALE-------KRNKELETLLINV
XP_329046.1      -----EQRRVERVLRNRRAAQ-SSRERKRLE----VEGLE-------RRNKELE------
XP_391799.1      -----EQRRVERVLRNRRAAQ-SSRERKRQE----VEALE-------KRNQELEEAFMAA
EAA47880.1       -----EQRRVERVLRNRRAAQ-SSRERKRQE----VEALE-------QRNAALEQQLLHF
EAK84647.1       -----KARLEARQARNRLSAQ-YSRERKKAY----VETLEG--------------SLNAL
NP_034887.1      -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM
NP_663706.1      -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM
NP_002351.1      -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM
A49391           -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM
AAH60834.1       -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM



NP_990087.1      -----RLKQRRRTLKNRGYAA-SCRIKRVTQ----KEELERQRVELQQEVEKLARENSSM
BAB41097.1       -----QLKQRRRTLKNRGYAA-SCRVKRVTQ----KEELEKQKAELQQEVEKLASENASM
NP_002350.1      -----QLKQRRRTLKNRGYAA-SCRVKRVTQ----KEELEKQKAELQQEVEKLASENASM
NP_034886.1      -----QLKQRRRTLKNRGYAA-SCRVKRVTQ----KEELEKQKAELQQEVEKLASENASM
MAFG_CHICK       -----QLKQRRRTLKNRGYAA-SCRVKRVTQ----KEELEKQKAELQQEVEKLASENASM
AAH67680.1       -----QLKQRRRTLKNRGYAA-SCRVKRVTQ----KEELERQKAELQQEVEKLASENASM
NP_034885.1      -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKSELEREVDKLARENAAM
NP_036455.1      -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKSELEREVDKLARENAAM
XP_345858.1      -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKSELEREVDKLARENAAM
AAP36863.1       -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKSELEREVDKLARENAAM
JC7112           -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKSELEREVDKLARENAAM
NP_990088.1      -----RLKQRRRTLKNRGYAA-SCRVKRVCQ----KEELQKQKMELEWEVDKLARENAAM
NP_956630.1      -----KLKQRRRTLKNRGYAA-SCRVKRVSQ----REALEQQKKELQQEVERLGAENAGM
NP_611500.1      -----RMKQRRRTLKNRGYAA-SCRIKRIEQ----KDELETKKSYEWTELEQMHEDNEQV
XP_311544.1      -----RMKQRRRTLKNRGYAA-SCRIKRIEQ----KDELETEKSQEWRDMELMHEETGRL
A56235           -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVTRL
CAA65360.1       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVTRL
NP_005452.2      -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVSRL
NP_034788.1      -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVSRL
NP_062189.1      -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVSRL
AAD30106.1       -----RLKHKRRTLKNRGYAQ-SCRYKRVQQ----KHHLENEKTQLIQQVEQLKQEVSRL
AAF08316.1       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----KHNLEGEKTQLVQQVEQLKQEVSRL
AAC18821.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----KHLLENEKTQLINQVEQLKQEINRL
NP_571090.1      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----KHLLENEKTQLINQVEQLKQEINRL
AAH62823.1       -----RLKQKRRTLKNRGYAQ-SCRHKRVQQ----KHLLEHEKTSLATQVEQLKHELGRL
NP_571917.1      -----RLKQKRRTLKNRGYAQ-SCRHKRVQQ----KHLLEHEKTSLATQVEQLKHELGRL
AAA42377.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVEHLKQEISRL
BAA05935.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVEHLKQEISRL
TMAF_AVIS4     -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVEHLKQEISRL
BAA05936.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVEHLKQEISRL
BAA05937.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVEHLKQEISRL
MAF_MOUSE        -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVDHLKQEISRL
NP_005351.2      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVDHLKQEISRL
NP_062191.1      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVDHLKQEISRL
AAC27037.1       -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHVLESEKNQLLQQVDHLKQEISRL
AAH65941.1       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHILEGEKTQLIQQVDHLKQEISRL
BAB21103.2       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHVLEGEKTQLMQQVDHLKQEISRL
AAC60377.1    -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHILENEKCQLQSQVEQLKQEVSRL
AAF71239.1       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHILENEKCQLQSQVEQLKQEVSRL
AAN75524.1       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHILENEKCQLQSQVEQLKQEVSRL
NP_990356.1      -----RLKQNRRTLKNRGYAQ-SCRYKRVQQ----RHILENEKCQLQSQVEQLKQEVSRL
NP_919331.1      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHILESEKCQLQSQVEQLKLEVGRL
XP_345847.1      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHILESEKCQLQSQVEQLKLEVGRL
NP_963883.1      -----RLKQKRRTLKNRGYAQ-SCRFKRVQQ----RHILESEKCQLQSQVEQLKLEVGRL
BAB21104.2       -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHMLESEKCTLQSQVEQLKQDVARL
JC7572           -----RLKQKRRTLKNRGYAQ-SCRYKRVQQ----RHMLESEKCTLQSQVEQLKQDVARL
AAF08317.2       -----RLKQRRRTLKNRGYAQ-SCRYKRVQQ----RHVLETEKCHLSRQLQQLQQEVARI
NP_006168.1      -----RLKQRRRTLKNRGYAQ-ACRSKRLQQ----RRGLEAERARLAAQLDALRAEVARL
XP_224189.1      -----RLKQRRRTLKNRGYAQ-ACRSKRLQQ----RRGLEAERARLAAQLDALRAEVARL
NP_032762.1      -----RLKQRRRTLKNRGYAQ-ACRSKRLQQ----RRGLEAERARLAAQLDALRAEVARL
AAP36333.1 -----RLKQRRRTLKNRGYAQ-ACRSKRLQQ----RRGLEAERARLAAQLDALRAEVARL
BAC31838.1   -----RLKQRRRTLKNRGYAQ-ACRSKRLQQ----RRGLEAERARLAAQLDALRAEVARL
AAQ72813.1       -------TRPRRTLKNRGYAQ-SCRSKRVQQ----RHLLEIEKQHLQRELDDLQKNLRDT
XP_319177.1      -----RLKQKRRTLKNRGYAQ-NCRSKRLQQ----RHDLEITNRHLHHEMQQMKMELAKI
EAA50999.1       -----ELKQQKRLLRNRQAAL-DSRQRKKQH----TEQLEVEKKHYTNVISNLEEELEDL
EAA64243.1       -----ELKQQKRLLRNRQAAL-DSRQRKKLH----TEKLEEEKKHFTQAINELEEELQNM
XP_324679.1      -----ELKQQKRLLRNRQAAL-DSRQRKKQH----TERLEDEKKHFTEVITNMEEQMNAL



XP_380691.1      -----ELKQQKRLLRNRQAAL-DSRQRKKQH----TERLEDEKKQYTAVINDMEEEMAEL
A84544           -----ESSGKKRPLGNREAVR-KYREKKKAK----AASLEDEVMRLKAVNNQLLKRLQ--
NP_179268.2      -----ESSGKKRPLGNREAVR-KYREKKKAK----AASLEDEVMRLKAVNNQLLKRLQ--
NP_567974.1      -----GKKGEKRPLGNREAVR-KYREKKKAK----AASLEDEVARLRAVNQQLVKRLQNQ
T05774           -----GKKGEKRPLGNREAVR-KYREKKKAK----AASLEDEVARLRAVNQQLVKRLQNQ
AAM63358.1       -----GKKGEKRPLGNREAVR-KYREKKKAK----AASLEDEVARLRALNQQLVKRLQNQ
NP_190764.2      -----DSSNKKRLCGNREAVR-KYREKKKAR----TAYLEDEVMRLQSLNEQFLRKLQSQ
NP_850680.1      -----DSSNKKRLCGNREAVR-KYREKKKAR----TAYLEDEVMRLQSLNEQFLRKLQSQ
T49075           -----DSSNKKRLCGNREAVR-KYREKKKAR----TAYLEDEVMRLQSLNEQFLRKLQSQ
NP_915829.1      -----ELRKTRKPLGNREAVR-KYREKKKAH----AAFLEEEVKKLRTTNQQLLRRLQ--
AAP06202.1       -----ELRNRRRRLQNRRYAR-KCASKKQSEVEKLATEVEEEVVEIQALRSQLSRTNLAT
AAB31250.2       -----IEKVLRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLIQLEQEL-------
T07033           -----IEKVLRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLIQLEQEL-------
TGAA_TOBAC       -----VEKVLRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLIQLEQELER-----
AAB31251.2       -----IDKVRRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLLQLEQELER-----
S49583           -----IDKVRRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLLQLEQELER-----
AAK71287.1       -----IDKVRRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLLQLEQELER-----
S17715     -----IDKVLRRLAQNREAAR-KSRLRKKAY----VQQLENSKLKLLQLEQELER-----
AAK84888.1       -----TDKIQRRLAQNREAAR-KSRLRKKAY----VQQLESSRLKLMQLEQELER-----
T08813           -----TDKIQRRLAQNREAAR-KSRLRKKAY----VQQLESSRLKLMQLEQELER-----
JQ1678           -----PDKIQRRLAQNREAAR-KSRLRKKAY----VQQLETSRLKLIQLEQEL-------
NP_201324.1      -----PDKIQRRLAQNREAAR-KSRLRKKAY----VQQLETSRLKLIQLEQEL-------
AAM64610.1       -----PDKIQRRLAQNREAAR-KSRLRKKAY----VQQLETSRLKLIQLEQEL-------
NP_196565.1      -----PDKIQRRLAQNREAAR-KSRLRKKAY----VQQLETSRLKLIHLEQEL-------
S48121           -----PDKIQRRLAQNREAAR-KSRLRKKAY----VQQLETSRLKLIHLEQEL-------
CAD41728.3       -----PDKVLRRLAQNREAAR-KSRLRKKAY----IQQLETSRLKLAQLEQELQR-----
AAF17682.1       -----HDKMKRRLAQNREAAR-KSRLRKKAY----VQQLEESRLKLSQLEQELEK-----
NP_565162.1      -----HDKMKRRLAQNREAAR-KSRLRKKAY----VQQLEESRLKLSQLEQELEK-----
AAM64781.1       -----NDKMKRRLAQNREAAR-KSRLRKKAH----VQQLEESRLKLSQLEQEL-------
NP_564156.1      -----NDKMKRRLAQNREAAR-KSRLRKKAH----VQQLEESRLKLSQLEQEL-------
AAK84889.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRLKLTQLEQELQR-----
AAK84890.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRLKLTQLEQELQR-----
JC1230           -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRLKLTQLEQELQR-----
AAF06696.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRMKLTQLEQELQR-----
BAA06486.1       -----DQKTMRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
HBPB_WHEAT       -----DQKTMRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
NP_974293.1      -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
S48122           -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
NP_566415.3      -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
NP_196312.1      -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
NP_196313.1      -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
BAB03134.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
BAB72063.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLTQLEQELQR-----
AAC37470.1       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLEDSRLKLTQVEQELQR-----
TG21_TOBAC       -----DQKTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRLKLSQLEQDLQR-----
AAF22906.1       -----DAKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRIKLSQLEQELQR-----
NP_563810.2      -----DAKTLRRLAQNREAAR-KSRLRKKAY----VQQLESSRIKLSQLEQELQR-----
BAB11142.1       -----DPKTLRRLAQNREAAR-KSRLRKKAY----VQQLESCRIKLTQLEQEIQR-----
NP_850784.1      -----DPKTLRRLAQNREAAR-KSRLRKKAY----VQQLESCRIKLTQLEQEIQR-----
CAC40649.1       -----DPKTLRRLAQNREAAR-KSRLRKKAY----VQQLESCRIKLTQLEQEIQR-----
BAB72064.1       -----DHKTLRRLAQNREAAR-KSRLRKKAY----IQNLESSRLKLTQIEQELQR-----
NP_915902.1      -----DHKTLRRLAQNREAAR-KSRLRKKAY----IQNLESSRLKLTQIEQELQR-----
HBB2_WHEAT       -----DHKSLRRLAQNREAAR-KSRLRKKAY----IQNLESSRLKLTQLEQELQR-----
S33222           -----DQKTLRRLAQNREAAR-KSRLRKKAY----IQNLESSRLKLTQLEQELQR-----
S33223           -----DQKTLRRLAQNREAAR-KSRLRKKAY----IQNLESSRLKLTQLEQELHQ-----
BAB72062.1       -----DQKTIRRLAQNREAAR-KSRLRKKAY----VQQLESSKLKLAQLEQELQK-----
NP_910392.1      -----DQKTIRRLAQNREAAR-KSRLRKKAY----VQQLESSKLKLAQLEQELQK-----



BAB72061.1       -----DQKVLRRLAQNREAAR-KSRLRKKAY----VQQLESSKLKLASLEQEINK-----
BAD03039.1       -----RDKIQRRLAQNREAAR-KSRLRKKAY----IQNLETSRMKLAHLEQEI-------
AAD19660.1       -----DQRTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRIRLAQLEEELKR-----
NP_177031.1      -----DQRTLRRLAQNREAAR-KSRLRKKAY----VQQLENSRIRLAQLEEELKR-----
AAO45628.1     -----DAKTERRLAQNREAAR-KSRLRKKAY----VQQLETTRIRLQ-------------
T01415           -----DAKTERRLAQNREAAR-KSRLRKKAY----VQQLETSRIRLQQVEHELQR-----
AAA87944.1       -----QGRTRKRKQSGQCAAR-AGKQRMKEK----EQENERKVAQLAEENERLKLEIERL
NP_077048.1      -----QGRTRKRKQSGQCAAR-AGKQRLKEK----EQENERKVAQLAEENERLNEEIERL
AAB27103.1       -----QGRTRKRKQSGHSPAR-AGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
CAA63088.1       -----QGRTRKRKQSGHSPAR-AGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
JC1169           -----QGRTRKRKQSGHSPAR-AGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
NP_004074.2      -----QGRTRKRKQSGHSPAR-AGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
AAP36688.1       -----QGRTRKRKQSGHSPAR-AGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
GA15_MOUSE       -----QGRTRKRKQSGQCPAR-PGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
NP_031863.2      -----QGRTRKRKQSGQCPAR-PGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
GA15_CRILO       ---------RKRKQSGQCPARGTGKQRMKEK----EQENERKVAQLAEENERLKQEIERL
AAR97288.1       ------DKSKNKSRSSQNIASRNYRQRKKDH----ISEVEFKVQQLSLENERLKQENHLL
CAE57240.1  ----------QRKIRNRMYAQ-ASRIRKREA----EEEMKRTIEELTTENDILRNENTIL
NP_510094.1      ---------QNRKIRNRMYAQ-ASRMRKKEA----DEHMKMNLQELLQENEILRTENAAL
EAA38700.1       -----DLDTDKRKENGRLAAK-RYRERVKED----QILLKEDLQKLREDNLRLREENAAL
JC7300           -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENHKLQLENQLL
NP_038870.2      -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENHKLQLENQLL
AAH08153.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENHKLQLENQLL
AAL60202.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENHKLQLENQLL
BAB82982.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENQKLLLENQLL
XBP1_HUMAN       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENQKLLLENQLL
AAH15709.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENQKLLLENQLL
NP_005071.2      -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENQKLLLENQLL
XP_214067.1      -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEEENQKLQLENQLL
AAH43852.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVIDLEMENEKLLIENQIL
AAK48906.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVIDLEMENEKLLIENQIL
AAH67321.1       -----EEKALRRKLKNRVAAQ-TARDRKKAR----MSELEQQVVDLEMENEKLLLENQLL
AAL05527.1       -----EEKALRRKLKNRVAAQ-TARDRKKAK----MGELEQQVLELELENQKLHVENRLL
AAL69332.1       -----EEKALRRKLKNRVAAQ-TARDRKKAK----MGELEQQVLELELENQKLHVENRLL
NP_571949.1      -----EEKALRRKLKNRVAAQ-TARDRKKAK----MGELEQQVLELELENQKLHVENRLL
AAL75953.1       -----EEKALRRKLKNRVAAQ-TARDRKKAK----MGELEQQVLELELENQKLHVENRLL
NP_524722.2      -----EEKVQRKKLKNRVAAQ-TSRDRKKAR----MEEMDYEIKELTDRTEILQNKCDSL
NP_726032.2      -----EEKVQRKKLKNRVAAQ-TSRDRKKAR----MEEMDYEIKELTDRTEILQNKCDSL
XP_310116.1      -----EEKIQRKKLKNRVAAQ-TSRDRKKAK----MEEMEKTIQEQSEQIEQLQNRCSAL
NP_871653.1      -----EEKMDRRKLKNRVAAQ-NARDKKKER----SAKIEDVMRDLVEENRRLRAENERL
T24253           -----EEKMDRRKLKNRVAAQ-NARDKKKER----SAKIEDVMRDLVEENRRLRAENERL
NP_497840.2      -----EEKMDRRKLKNRVAAQ-NARDKKKER----SAKIEDVMRDLVEENRRLRAENERL
CAE72866.1     -----EEKMDRRKFKNRVAAQ-NARDKKKER----SGKIDEVMRKLVEENNRLRAENEKL
A44083 -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
NP_057830.1      -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAG14255.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAS78588.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAR13326.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAR13328.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAR13330.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAR13331.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRKEIRDL
BAA93716.1       -----KQKLERRRKRNRDSAR-RRRRKQTDY----VDKLHEACEELQRANEHLHKEIRDL
BAC02923.1       -----KQKLERRRKRNRDSAR-RRRRKQTDY----VDKLHEACEELQRANEHLHKEIRDL
BAC02924.1       -----KQKLERRRKRNRDSAR-RRRRKQTDY----VDKLHEACEELQRANEHLHKEIRDL
AAC54628.1       -----KQKLERRRKRNRDASR-RRRRAQTDY----VDKLHEACEELQRANEHLRKEIRDL
BAC57989.1       -----KQKLERRRKRNRDASR-RRRRAQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06937.1       -----KQKLERRRKRNRDASR-RRRRAQTDY----VDKLHEACEELRRANEHLRKEIRDL



AAG29915.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAM00002.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAR13320.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06939.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06940.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06941.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06942.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06943.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAP06944.1   -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAL99997.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAM00005.1       -----KQKLERRRKRNRDASR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAG27971.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
BAC57991.1       -----KQKLERRRKRNRDAAR-RRRREQTDY----VDKLHEACEELQRANEHLRKEIRDL
AAL99996.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAR13322.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAL99998.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAL99999.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAM00001.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAM00003.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAM00004.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAR13321.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAR13324.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHEACEELQRANEHLRKEIRDL
AAS78589.1       -----KQKLERRRKRNRDAAR-RRRREQTYY----VDKLHETCEELRRANEHLRREIRDL
AAP06945.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRISLESL
AAP06946.1       -----KQKLERRRKRNRDAAR-RRRRKQTDY----VDKLHEACEELQRANEHLRISLESL
AAC54629.1       -----KQKLERRRKRNRDASR-RRRRAQTDY----VDKLHEACEELQRANEHLRISLESL
BAB32053.1       -----DDRKVRRREKNRVAAQ-RSRKKQTQK----ADKLHEEHESLEQENSVLRREISKL
NP_068637.1      -----DDRKVRRREKNRVAAQ-RSRKKQTQK----SDKLHEEHESLEQENSVLRREIAKL
NP_061134.1     -----DDRKVRRREKNRVAAQ-RSRKKQTQK----ADKLHEEYESLEQENTMLRREIGKL
XP_355268.1      -----DDRKVRRREKNRVAAQ-RSRKKQTQK----ADKLHE-------------------
NP_006390.1      -----DVRRVQRREKNRIAAQ-KSRQRQTQK----ADTLHLESEDLEKQNAALRKEIKQL
NP_058047.1 -----DVRKVQRREKNRIAAQ-KSRQRQTQK----ADTLHLESEDLEKQNAALRKEIKQL
NP_083243.1      -----SQKQLKKKQKNRVAAQ-RSRQKHTSK----ADALHQQHESLEKQNHALRKEIQAL
NP_612465.3      ----EQQRQLKK-QKNRAAAQ-RSRQKHTDK----ADALHQQHESLEKDNLALRKEIQSL
AAA53043.1       -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
XP_139474.1      -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
ATF4_MOUSE       -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
BAA25314.1       -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
BAC25014.1       -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
NP_033846.1      -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
NP_077379.1      -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKEKADSL
AAP36818.1   -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKERADSL
ATF4_HUMAN       -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKERADSL
NP_877962.1      -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKERADSL
XP_290732.2      -----LDKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKERADSL
1CI6A            ------MKKLKKMEQNKTAAT-RYRQKKRAE----QEALTGECKELEKKNEALKERADSL
NP_990211.1      -----IDKKLKKMEQNKTAAT-RYRQKKRAE----QEALSGECRDLEQKNQALKEKADSL
AAH59971.1       -----VDKKKKKMEQNKTAAT-RYRQKKRAE----QEAISGECRELEGKNDSLKEKVDSL
AAH67714.1       -----VEKKLKKMEQNKTAAT-RYRQKKRVE----QESLNSECSELEKKNRELSEKADSL
AAS57931.1       -----VEKKLKKMEQNKTAAT-RYRQKKRAE----QDTLNSECADLEKRNRELAEKADSL
AAD28370.1       -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELKERAESV
AAH05174.1       -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELKERAESV
AAP36242.1       -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELKERAESV
NP_036200.2      -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELKERAESV
AAK00584.1 -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELRERAESV
AAM92263.1       -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELRERAESV
BAA25313.1       -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELRERAESV



NP_109618.1      -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELRERAESV
NP_758839.2      -----GDRKQKKRDQNKSAAL-RYRQRKRAE----GEALEGECQGLEARNRELRERAESV
AAA92437.1       -----LDKKDRKKLQNKNAAI-RYRMKKKGE----AQGIKGEEQELEELNTKLKTKVDDL
BAC21159.1       -----LNKKDRKKLQNKNAAI-RYRQKKKNE----AVGIKSEEQVLEEENSKLKVKVEDL
AAG45935.1       -----DDRRSRKKEQNKNAAT-RYRQKKKAE----VEVLLKEEQTLRQRHTELGEKCSDL
XP_319661.1      -----EEKKSRKKEQNKNAAT-RYRQKKKAE----IEEILIEESKLRERNDELKRKSQDL
AAF71698.1       -----EDRKIRKKEQNKNAAT-RYRQKKKLE----MENVLGEEHVLSKENEQLRRTLQER
NP_524897.1      -----EDRKIRKKEQNKNAAT-RYRQKKKLE----MENVLGEEHVLSKENEQLRRTLQER
NP_724333.1      -----EDRKIRKKEQNKNAAT-RYRQKKKLE----MENVLGEEHVLSKENEQLRRTLQER
NP_506515.1      -----DEETDRRRMLNRIAAV-RYREKKRAE----KKGRKMEFQEVADRNRILLQKERQL
NP_872160.1      -----DEETDRRRMLNRIAAV-RYREKKRAE----KKGRKMEFQEVADRNRILLQKERQL
CAE61002.1       -----DEETDRRRALNRIAAV-RYREKKRAE----KMGRQKENQAVFDRNRILLQQERQL
CAE63232.1       -----PEKKERKKAQNRLAAT-RYREKKRRE----KEEALTCIEGLTVTNLKLKDQVSEL
NP_510456.1      -----PEKKERKKAQNRLAAT-RYREKKRRE----KEEAMTCIEGLSVTNGKLKDQVSEL
CAE73317.1       -----EEILRRKRIQNNLAAA-RYRKRQREA----RESAEQELGDLTKRNDELREQVYRM
NP_496919.1      -----EEILRRKRIQNNLAAA-RYRKRQREA----RESAESELGDLTRRNDELRDQVSRM
CAE58480.1       ----------RKREQNKVAAA-RYRDKQKAK----WQDLLDKREVEEKRNVRLKKQVEKL
NP_500318.1      ----------RKRQQNKVAAA-RYRDKQKAK----WQDLLDQLEAEEDRNQRLKLQAGHL
AAM00250.1       -----HLSRITKRQLNTLAAR-RYRQRKLDK----VAQLEEELAAVKRERDELKMRVSKL
CAC14775.1       -----GSSKIRKRQRNTEAAR-RYRQRKLDR----ASELEEALEAMGKERDELRLKLAKA
EAA46874.1       -----DEILADKRRRNNAAAA-KYRQKKVDR----ISELEDCVAEISKERDDLKLQLAKR
XP_328761.1      -----------KRQRNNIAAK-KYRQKKIDR----IQELEEEVDQIKKEREELRLMLAKR
EAA54005.1       -----SESVVRKRERNTAAAR-RYRQKRLDR----IKELEDELAKVTADRDELKLKLARQ
NP_726489.1      -----RSRDEDCMERRRAAAS-RYRNKMRNE----HKDLIKQNAQLQQENQELHERISRL
CAE64642.1       -----VSEDEKKRLRNTEAAR-RCREKIKRK----TDDLEQQLTGLTAQNDLMNQHRIRL
NP_506292.1      -----VSEDEKKRLRNTEAAR-RCREKIKRK----TDDLETELTRLTARNEVMNQHRIRL
1CI6B            ------MEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
AAQ72476.1       -----------RRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
AAA09274.1       -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
NP_034013.1      -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
AAA40972.1       -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
CEBB_RAT         -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
BAA25315.1       -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
NP_077039.2      -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
CAA43179.1       -----SDEYKMRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
1HJB             -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
S12788           -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
1IO4             -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
AAH05132.2       -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
NP_005185.2      -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
1H89             -------EYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
NP_990584.1      -----SDEYKLRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
BAB40971.1       -----SEEYRLRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
AAD19576.1       -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
BAA09637.1       -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
S66246           -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTAENERLQKKVEQL
NP_789745.1      -----SDEYKIRRERNNIAVR-KSRDKAKMR----NLETQHKVLELTGENERLQKKVEQL
CAA76309.1       -----SNDYKLRRERNNIAVR-KSRDKAKIR----NMETQHKVLELSAENERLQKRVEQL
AAH62523.1       -----SDEYRQRRERNNLAVR-KSRDKAKMR----NLETQHKVLELAAENDRLQKRVEQL
NP_571959.2      -----SDEYRQRRERNNLAVR-KSRDKAKMR----NLETQHKVLELAAENDRLQKRVEQL
AAL54865.1       -----SDEYRQRRERNNLAVR-KSRDKAKMR----NLETQHKVLELAAENDRLQKRVEQL
AAN41660.1       -----SEEYKQRRERNNLAVR-KSRDKAKMR----NTETQHKVLELAAENDRLQKRVEQL
AAS93421.1       -----SEEYKVRRERNNLAVR-KSRDKAKMR----NLETQHKVLELAAENDRLQKRVEQL
CAA72289.1       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
XP_133376.1      -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
NP_036656.1      -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
JC4311         -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL



NP_031704.1      -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
CEBA_BOVIN       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
CEBA_HUMAN       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
CEBA_MOUSE       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
NP_004355.2      -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
AAD19575.1       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
AAH63874.1       -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
1NWQ             -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRKRVEQL
AAR24284.1    -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQLKVLELTSDNDRLRKRVEQL
S26295           -----SNEYRVRRERNNIAVR-KSRDKAKQR----NVETQQKVLELTTDNERLRKRVEQL
CAA60698.1       ---------------NNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRNGVEQL
S54834           ---------------NNIAVR-KSRDKAKQR----NVETQQKVLELTSDNDRLRNGVEQL
A56554           -----SNEYRVRRERNNIAVR-KSRDKAKMR----NVETQQKVFELSSDNDKLRKRVEQL
I51171           -----STEYRVRRERNNIAVR-KSRDKAKMR----NVETQQKVVELSNDNEKLRKRVEQL
NP_571960.1      -----STEYRLRRERNNIAVR-KSRDKAKMR----NVETQQKVIELSADNDRLRKRVEHL
A37280           -----SLEYRLRRERNNIAVR-KSRDKAKRR----IMETQQKVLEYMAENERLRSRVDQL
NP_058791.1      -----SLEYRLRRERNNIAVR-KSRDKAKRR----IMETQQKVLEYMAENERLRSRVDQL
XP_139135.2      -----SLEYRLRRERNNIAVR-KSRDKAKRR----IMETQQKVLEYMAENERLRNRVDQL
AAC50709.1       -----SLEYRLRRERNNIAVR-KSRDKAKRR----ILETQQKVLEYMAENERLRSRVEQL
NP_001796.2      -----SLEYRLRRERNNIAVR-KSRDKAKRR----ILETQQKVLEYMAENERLRSRVEQL
CEBE_HUMAN       -----SLEYRLRRERNNIAVR-KSRDKAKRR----ILETQQKVLEYMAENERLRSRVEQL
CAA10944.1 -----SLEYRLRRERNNIAVR-KSRDKAKRR----ILETQQKVLEYMAENERLRSRVEQL
AAC51130.1   -----SLEYRLRRERNNIAVR-KSRDKAKRR----ILETQQKVLEYMAENERLRSRVEEL
CEBD_HUMAN       -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
NP_005186.2      -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
AAA59927.1       -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
CEBD_MOUSE       -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
NP_031705.2      -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
NP_037286.1      -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLHQRVEQL
JC7264           -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLQQRVEQL
NP_776692.1      -----SPEYRQRRERNNIAVR-KSRDKAKRR----NQEMQQKLVELSAENEKLQQRVEQL
AAH45282.1       -----SPEYRQRRERNNIAVR-KSRDKAKQR----NLDMQQKMIELGAENERLHKTIDQL
AAH56512.1       -----SPEYRQRRERNNIAVR-KSRDKAKQR----NLDMQQKMIELGAENERLHKTIDQL
AAH62522.1       -----SPEYRQRRERNNIAVR-KSRDKAKQR----NLDMQQKMIELGAENERLHKTIDQL
NP_571962.1      -----SPEYRQRRERNNIAVR-KSRDKAKQR----NLDMQQKMIELGAENERLHKTIDQL
BAC92757.1       -----SPEYRQRRERNNIAVR-KSRDKAKRR----NVDMQQRLLELSSENEKLHKKIELL
BAC92758.1       -----SPEYRQRRERNNIAVR-KSRDKAKRR----NTDMQQKMLELSSENEKLHKKIELL
I51172           -----SPEYRQRRERNNIAVR-KSRDKAKKR----NMDMQQKLLELSSENEKLHKRIDML
BAB40972.1       -----SVEYRQRRERNNIAVR-KSRDKARRR----ILLTQQRAMQLQEENQKLQLRIGQL
NP_571912.1      -----SAEYRQRRERNNIAVR-KSRDKARRR----IQMTQQRALQLQDENHRLQVHIQRL
A43481           -----TDEYRRRRERNNIAVR-KSREKAKVR----SREVEERVKSLLKEKDALIRQLGEM
NP_523843.1      -----TDEYRRRRERNNIAVR-KSREKAKVR----SREVEERVKSLLKEKDALIRQLGEM
CEB_DROME        -----TDEYRRRRERNNIAVR-KSREKAKVR----SREVEERVKSLLKEKDALIRQLGEM
CEB_DROVI        -----TEEYRRRRERNNIAVR-KSREKAKVR----SKEVEERVKSLLKEKDALLRQLSEM
XP_309553.1      -----TDEYRRRRERNNIAVR-KSREKAKVR----SREVEEKVKTLLKEKDVLIRKIEEK
S26300     -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
XP_341843.1      -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
CEBG_MOUSE       -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
CEBG_RAT         -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
NP_001797.1      -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
A36673           -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVNQLKEENERLEAKIKLL
AAC60217.1       -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVTQLKEENERLEAKIKLL
I50223           -----SDEYRQRRERNNMAVK-KSRLKSKQK----AQDTLQRVTQLKEENERLEAKIKLL
NP_571961.1      -----SDEYRQRRERNNLAVK-KSRMRSKQK----AQDTQQRVNELKEENERLEAKIKLL
XP_315443.1      -----DDEYRRKRDRNNQAVK-RSRVKSKMK----TEETQQRVNDLRLKNQLLEDKIDNQ
A53066           -----TQEYVDKRARNNVAVR-KSRAKAKEK----QRETEGRVKSLLDQNDQLQKKVDLL
AAG61258.1       -----TQEYVDKRARNNVAVR-KSRAKAKEK----QRETEGRVKNLLDQNDQLQKKVDLL



BAD16556.1       -----TMEYVEKRARNNVAVR-KSRAKAKEK----QRETEGRVKGLMDQNHQLQKKVDML
NP_871835.1      -----EDDYSTKRKRNNEAVN-RTRQKKRQE----ENDTAEKVDELKKENETLERKVEQL
T15174           -----EDDYSTKRKRNNEAVN-RTRQKKRQE----ENDTAEKVDELKKENETLERKVEQL
CAE67150.1       -----EDDYTSKRKRNNEAVN-RTRQKKRQE----ENDTAEKVDELKKENEALERKVEQL
AAB06796.1       -----DEEYRKKRERNNVSVR-ESREKKRQN----ALIVEQKVQDLTKENSLLEERVSLL
NP_497269.1      -----SSDYRHKRDKNNLASQ-KSRQKRQAK----IRESKEERERLEKRKVQLQAMVLTL
T16528           -----SSDYRHKRDKNNLASQ-KSRQKRQAK----IRESKEERERLEKRKVQLQAMVLTL
CAE69150.1       -----SSDYRLKRDKNNLASQ-KSRQKRQAK----IREAKEEKEQLERRQVQLKAMVTTL
CAE58077.1       -----SYDYRTMRDKNNLASQ-RSRQKRQDK----IRETREEKGRLEARNIELKAQILGL
NP_648434.1      -----DPAYKEKRKKNNEAVQ-RTREKTKKS----AEERKKRIDDLRKQNDALKVQIETS
A41524           -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
NP_990713.1      -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
TEF_PHOSU        -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAD-
CAD97856.1       -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
NP_003207.1      -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
NP_059072.1      -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
NP_062067.1      -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
CAB62497.1       -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
AAA81373.1       -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
AAS45600.1       -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
NP_705617.1      -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
TEF_HUMAN        -----DEKYWTRRKKNNVAAK-RSRDARRLK----ENQITIRAAFLEKENTALRTEVAEL
AAH54981.1       -----DEKYWNRRKKNNIAAK-RSRDARRLK----ENQITVRAAFLEKENTALRSEVADL
AAA58445.1       -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
AAH57693.1       -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
BAC37522.1       -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
XP_343957.1      -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
HLF_RAT          -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
NP_002117.1      -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
NP_766151.1      -----DDKYWARRRKNNMAAK-RSRDARRLK----ENQIAIRASFLEKENSALRQEVADL
AAC00211.1       -----DDKYWQRRKKNNVAAK-RSRDARRLK----ENQITVRAAFLERENSALRQEVAEL
NP_571475.1      -----DDKYWQRRKKNNVAAK-RSRDARRLK----ENQITVRAAFLERENSALRQEVAEL
NP_001343.2    -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
NP_058670.1      -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
NP_036675.1      -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
AAH18323.1       -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
A55558           -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
AAR99621.1       -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
AAR99622.1       -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
BAA05833.1       -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
AAP36478.1       -----DEKYWSRRYKNNEAAK-RSRDARRLK----ENQISVRAAFLEKENALLRQEVVAV
AAF04508.1       -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
AAF04509.1       -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_524832.2      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
AAF15511.1       -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
AAO25043.1  -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
AAS93764.1       -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_729297.1      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_729298.1      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_729301.1      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_729302.1      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
NP_729303.1      -----DDKYWARRRKNNIAAK-RSRDARRQK----ENQIAMRARYLEKENATLHQEVEQL
XP_316411.1      -----DDKYWARRRKNNMAAK-RSRDARRMK----ENQIALRAGYLEKENMNLHREVEQL
BAC06840.1       -----DQKYWSRRKKNNVAAK-RSREARRIK----ENQIALRAAYLEKENSTLKDELKNL
AAQ22473.1       -----DAAYYERRRKNNAAAK-KSRDRRRIK----EDEIAIRAAYLERQNIELLCQIDAL
NP_525049.1      -----DAAYYERRRKNNAAAK-KSRDRRRIK----EDEIAIRAAYLERQNIELLCQIDAL
S17370           -----DAAYYERRRKNNAAAK-KSRDRRRIK----EDEIAIRAAYLERQNIELLCQIDAL



NP_572367.1      -----DTAYYERRRKNNAAAK-KSRDRRRIK----EDEIAIRAAYLERQNIELLCRIDAL
XP_321187.1      -----DSAYYERRKKNNAAAK-KSRDRRRIK----EDEIAIRAAFLERENIELKFELAAA
CAE55183.1       -----DPSYWEKRRKNNEAAK-RSRDARRAK----EDEIAIRCAFLERENCHLKFVTDTL
NP_504576.1      -----DVAYWERRRKNNDAAK-RSRDQRRMK----EDEMAHRATSLERENMLLRVELDQL
T31706           -----DVAYWERRRKNNDAAK-RSRDQRRMK----EDEMAHRATSLERENMLLRVELDQL
CAE64514.1       -----DEAYWERRRKNNDAAK-RSRDQRRIK----EDEMACRAANLEHENMLLRVELDQL
CAE72616.1       -----DSAYFERRRKNNDAAK-RSRDARRQK----EEAIASKAQKLEQENLQLRGQIQLL
NP_493610.1      -----DSAYFERRRKNNDAAK-RSRDARRQK----EEQIASKAHALERENMQLRGKVSSL
NP_611101.1      -----DAKYFERRKRNNEAAK-RSRDARKIR----EDRIAFRAALLEQENSILRAQVLAL
AAC59867.2       -----DDCYWDKRRKNNEAAK-RSREKRRAG----DLALEGRVIALLEENARLRAELLAL
AAC59875.1       -----DDSYWDKRRKNNEAAK-RSREKRRAG----DLVLEGRIIALLEENARLRAELLAL
AAH08197.1       -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
CAA45597.1       -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
NP_989949.1    -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
NP_446179.1      -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
NP_059069.1      -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
NP_005375.1      -----DAMYWEKRRKNNEAAK-RSREKRRLN----DLVLENKLIALGEENATLKAELLSL
AAH60943.1       -----DASYWEKRRKNNEAAK-RSREKRRLN----DMVLENRVIALNDENVRLKTELLQL
XP_372707.1      -----DTVYWEKRRKNNEAAK-RSREKRRLN----DAAIEGRLAALMEENALLKGELKAL
AAM29449.1       -----DESYWDRRRRNNEAAK-RSREKRRYN----DMVLEQRVIELTKENHVLKAQLDAI
NP_723075.1      -----DESYWDRRRRNNEAAK-RSREKRRYN----DMVLEQRVIELTKENHVLKAQLDAI
CAA72535.1       -----DESYWDRRRRNNEAAK-RSREKRRYN----DMVLEQRVIELTKENHVLKAQLDAI
NP_477191.1      -----DESYWDRRRRNNEAAK-RSREKRRYN----DMVLEQRVIELTKENHVLKAQLDAI
XP_317705.1      -----DDSYWDRRRRNNEAAK-RSREKRRFN----DMVLEQRVVELTKENHVLKAQLDAI
CAE68044.1       -----DESYYERRARNNKAAQ-KSREARKKI----DAENSHRVNQLEMENNHLKAYIYKL
NP_502961.1      -----DEAYLDRRRRNNEAAR-KSRESRKKV----DQDNSVRVTYLERENQCLRVYVQQL
AAC49425.1       -----DKIKQERRRKNTEASQ-RFRIRKKQK----NFENMNKLQNLNTQINKLRDRIEQL
NP_012282.1      -----DKIKQERRRKNTEASQ-RFRIRKKQK----NFENMNKLQNLNTQINKLRDRIEQL
XP_386827.1      -----SKKADEKRQRNAVAST-RHRRKKKIM----QEENSKQLQELRDERRLMEIRIEEL
AAD38380.1       ---------EDKRRRNTAASA-RFRVKKKMR----EQALEKTVKDTTEKNAALEARVTAL
EAA62399.1       -----RAAEEDRRRRNTAASA-RFRMKKKQR----EQTLERTVRETTEKNASLEARVAQL
CYS3_NEUCR       ---------EDKRKRNTAASA-RFRIKKKQR----EQALEKSAKEMSEKVTQLEGRIQAL
XP_385347.1      -----HAAEEDKRRRNTAASA-RFRIKKKQR----EQALEKSAKEMSEKVSVLESKVSQL
NP_594523.1      -----TAAEEDKRRRNTAASA-RFRIKKKLK----EQQLERTAKELTEKVAILETRVREL
EAL01493.1       -----------KRKRNTAASA-RFRIKKKMK----EQEMERRAKELEERVVNLEKKLKAA
EAK98059.1       -----------KKRRNTAASA-RFRFKKKLR----EKQMETKINNLEDLIVNLENQLNNL
1DGC         -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
1YSAD            -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
1LD4             -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
1YSAC            -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
2DGC             -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
NP_010907.1      -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
CAE52206.1       -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
CAE52208.1       -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
CAE52210.1       -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
CAE52217.1       -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
CAE52220.1       -----------KRARNTEAAR-RSRARKLQR----MKQLEDKVEELLSKNYHLENEVARL
NP_984085.1      -----DDPVALKRARNTEAAR-RSRARKLER----MNQLEERVEQLLQKNSELEAEVARL
AAF18140.1       -----------KRAKNTEAAR-RSRARKMER----MSQLEDKVENLINEKQALQDQVERL
EAK95477.1       -----------KRAKNTEAAR-RSRARKMER----MSQLEDKVENLINEKQALQDQVERL
BAC55240.1       -----------KRAKNTEAAR-RSRARKMER----MNQLEDKVEDLVGEKQALQDEVDRL
A30208           -----------KRARNTLAAR-KSRERKAQR----LEELEAKIEELIAERDR--------
XP_323369.1      -----------KRARNTLAAR-KSRERKAQR----LEELEAKIEELIAERDR--------
EAA48944.1       -----------KRARNTLAAR-KSRERKAMR----FEELEDKLEKLTAERDHFKN-----
XP_389462.1      -----------KRARNTLAAR-KSRERKAMK----MDELEDKIAKLEEERD---------
EAK83968.1       -----KDPRVAKRLSNTLAAR-RSRHRKAEE----LRLLNEKIEALTSEVESWKRRCEQA
AAL09315.1      -----------KRARNTEAAR-KSRARKLER----QGDMERRIAELSKELEETRQMVE--



EAA59883.1       -----------KRARNTEAAR-KSRARKLER----QGDMERRIAELSKELEETRQMVE--
CPC1_CRYPA       -----------KRAKNTLAAR-KSRARKAER----MDELERQVRELEAEKEKLAAELA--
NP_498426.1 -----SPKYLEKRMKNNEAAK-KSRASRKHR----EQKNQTENELLKRKNAALEEELKQA
XP_310558.1      -----DWRYREQRDKNNEASR-KSRINRKDR----ELKLELEADRLSAQHQKLSYEERRL

AAP36398.1       KNEKQHLIYMLNLH---
NP_001665.1      KNEKQHLIYMLNLH---
1604249C         KNEKQHLIYMLNLH---
C34223           KNEKQHLIYMLNLH---
AAP92420.1       KNEKQHLIYMLNLH---
NP_031524.2      KNEKQHLIYMLNLH---
BAA09095.1       KNEKQHLIYMLNLH---
NP_037044.1      KNEKQHLIYMLNLH---
BAB84092.1       -----------------
AAP93895.1       -----------------
AAP93896.1       -----------------
NP_004015.2      -----------------
NP_957258.1      KNQKQQLVYMLNLH---
AAF21148.1       KQERQQLILMLNRH---
NP_569736.1      KQERQQLILMLNRH---
BAB20088.1       KLERQQLILMLNRH---
NP_446346.1      KLERQQLILMLNRH---
NP_620473.1      ETERQKLVDMLKSH---
XP_321586.1      ETEYRKLVEILQAH---
1FOSE            LKEKEKLEFILA-----
1FOSG            LKEKEKLEFILA-----
AAG47951.1       LKEKEKLEFILAAH---
FOS_CRIGR        LKEKEKLEFILAAH---
XP_234422.2      LKEKEKLEFILAAH---
AAA42348.1       LKEKEKLEFILAAH---
NP_877587.1      LKEKEKLEFILAAH---
NP_034364.1      LKEKEKLEFILAAH---
NP_005243.1      LKEKEKLEFILAAH---
CAB40144.1       LKEKEKLEFILAAH---
FOS_FELCA        LKEKEKLEFILAAH---
FOS_MESAU        LKEKEKLEFILAAH---
FOS_PIG          LKEKEKLEFILAAH---
FOS_RAT          LKEKEKLEFILAAH---
CAA75757.1       LKEKEKLEFILAAH---
E34223           LKEKEKLEFILAAH---
FOS_SHEEP        LKEKEKLEFILAAH---
NP_056890.1      LKEKEKLEFILAAH---
NP_955598.1      LKEKEKLEFILAAH---
FOSX_MSVFR       LKEKEKLEFILAAH---
FOS_MSVFB        LKEKEKLEFILAAH---
1A02F            LKEKEKL----------
AAA66158.1       LKEKEKLEFILAAH---
AAN03532.1       LKEKEKLEFILAAH---
NP_990839.1      LKEKEKLEFILAAH---
FOS_AVINK        LKEKEKLEFILAAH---
AAO11836.1       VKEKEKLEFILAAH---
CAD56866.1       LKEKERLEFILATH---
BAB39769.2       LKEKERLEFILAAH---
NP_991132.1      LKEKERLEFILAAH---
BAC77043.1       LKEKERLEFILAAH---
FOS_CYPCA        LKEKERLEFILAAH---



AAK58088.1       LKEKERLEFILAAH---
FOS_FUGRU        LKEKERLEFILAAH---
FOS_TETFL        LKEKERLEFILAAH---
BAC77045.1       LKEKEKLEFIMAAH---
BAC77046.1       LKEKEKLEFILAAH---
A60089           LKEKEKLEFILAAH---
AAC59780.1       LKEKERLEHVLAFH---
CAD56865.1       LKEKERLEHVLAFH---
AAC52888.1       QKQKERLELVLEAH---
AAH52917.1       QKQKERLELVLEAH---
AAP36227.1       QKQKERLELVLEAH---
NP_034365.1      QKQKERLELVLEAH---
NP_005429.1      QKQKERLELVLEAH---
NP_037085.1      QKQKERLELVLEAH---
CAD56862.1       QKEKDKLELVLEAH---
NP_005244.1      QKEKEKLEFMLVAH---
NP_032063.2      QKEKEKLEFMLVAH---
AAA61951.1       QKEKEKLEFMLVAH---
FRA2_MOUSE       QKEKEKLE---------
AAC08718.1       QKEKEKLE---------
AAC08724.1       QKEKEKLE---------
AAC08727.1       QKEKEKLE---------
AAC08730.1       QKEKEKLE---------
NP_037086.1      QKEKEKLEFMLVAH---
AAC08715.1       -----------------
FRA2_CHICK       QKEKEKLEFMLVAH---
AAC59866.1       QKEKDKLEFMLVAH---
CAD56863.1       RKEKDKLEFMLVAH---
AAF01350.1       QKEKERLEFVLVAH---
XP_218419.1      QKEKERLEFVLVAH---
NP_032062.1      QKEKERLEFVLVAH---
FOSB_HUMAN       QKEKERLEFVLVAH---
NP_006723.1      QKEKERLEFVLVAH---
CAD56864.1       HKEKERLEFVLVAH---
A35847           TNSKNQLEYLLATH---
NP_733306.1      TNSKNQLEYLLATH---
NP_476587.1      TNSKNQLEYLLATH---
XP_318333.1      QQEKDDLEFLLESH---
NP_504557.1      RNKLNSLKNYLETH---
T31799           RNKLNSLKNYLETH---
CAE64529.1       RNKLNSLKSYLENH---
1GD2             RQKVRQLEEELRIL---
BAA87082.1       RQKVRQLEEELRIL---
NP_593662.1      RQKVRQLEEELRIL---
S15664           RQKVRQLEEELRIL---
CAB91681.2       RKKMEKMSNELNEY---
XP_323224.1      RKKMEKMSNELNEY---
EAA62093.1       KAQVERLQVELREY---
XP_388976.1      RAQVERMTAELNQY---
EAA47389.1       KRDLQKISTENEIL---
XP_329184.1      KQDLQKISTENEIL---
EAA60905.1       KREIARYSTENEIL---
EAK95559.1       KKQ--------------
EAK95697.1       KKQ--------------
FCR3_CANAL       KKQ--------------
NP_011854.1      RKANTEINAENRLL---
NP_982964.1      KRENQVINNENRML---



AAB29937.1       LCSLKSLLSEITKY---
NP_010711.1      LCSLKSLLSEITKY---
AAA34463.1       LCSLKSLLSKITKY---
AAD00802.1       RAQVDVLKNELAKY---
EAL02912.1       RAQVDVLKNELAKY---
CAA37827.1       RDQLITLVNELKKY---
NP_013707.1      RDQLITLVNELKKY---
CAA41536.1       RDQLITLVNELKKY---
CAA43195.1       RDQLITLVNELKKY---
AP1_KLULA        RNQVTNLLSELKRY---
NP_984291.1      RGHVIALVRELRRW---
AAC49426.1       QNELQAKESENHAL---
NP_012283.1      QNELQAKESENHAL---
EAA56950.1       HGEYTKLR---------
XP_323551.1      QAEYEALK---------
EAA48684.1       SNENRQLKQLLAQN---
EAK84283.1       REALALMRAENRTL---
EAK86097.1       EEMIRRLLGERQDL---
NP_065505.1      KDEIRILR-EWLNYH--
AAC72896.1       ESERKRISNKFAML---
AAC72897.1       ESERKRISNKFAML---
A33111           ESERKRISNKFAML---
NP_732833.1      ESERKRISNKFAML---
NP_732834.1      ESERKRISNKFAML---
NP_732835.1      ESERKRISNKFAML---
T13936           ESERKRISNKFAML---
AAB59246.1       ESERKRISNKFAML---
XP_309091.1      LSEHKKIRDKFSML---
A49672           LRSLRQMKQKVQSL---
AAA20466.1       LRSLRQMKQKVQSL---
AAC40108.1       LRSLRQMKQKVQSL---
BAC03440.1       LRSLRQMKQKVQSL---
NP_032712.2      LRSLRQMKQKVQSL---
XP_340887.1      LRSLRQMKQKVQSL---
BAB23483.1       LRSLRQMKQKVQSL---
CAB46813.1       LRSLRQMKQKVQSL---
NFL1_MOUSE       LRSLRQMKQKVQSL---
NP_003195.1      LRSLRQMKQKVQSL---
AAC83235.1       -----------------
AAH59314.1       LRSLQRMKQEVEHL---
AAH49219.1       NKAINIMKQKLHDL---
AAH56142.1       NKAINIMKQKLHDL---
BAA76288.1       NKAINIMKQKLHDL---
AAF17228.1       NKAINIMKQKLHDL---
AAF61404.1       NKAINIMKQKLHDL---
NP_004280.4      NKAINIMKQKLHDL---
NP_035033.1      SKAIDIMRQKLHGL---
XP_231763.2      NKAINTMRQKLYDL---
A54692           DRTLEVMRQQLTEL---
AAA35612.1       DRTLEVMRQQLTEL---
NP_006154.1      DRTLEVMRQQLTEL---
NP_032711.2      DRTLEVMRQQLAEL---
S32537           DRTLEVMRQQLAEL---
XP_345884.1      -----------------
AAH45852.1       SSNLKEMKQQLSTL---
NP_878309.1      SSNLKEMKQQLSTL---
AAH61724.1       DRNLHLLKRKLSTL---



NP_113977.1      DRNLHLLKRKLSTL---
I49261           DRNLHLLKRRLSTL---
NP_035032.1      DRNLHLLKRRLSTL---
I59340           DKSLHLLKKQLSTL---
NP_006155.2      DKSLHLLKKQLSTL---
NP_990448.1      DKSLRQMKKQLTTL---
AAH43997.1       NNSLSQLKKNLGNL---
NP_778208.1      QQNIAIIKCRLSDL---
AAB84100.1       LSTLGETKQNLTGL---
NP_031546.1      LSTLGETKQNLTGL---
BAA95505.1       LSTLGETKQNLTGL---
NP_001177.1      LSTLGETKQNLTGL---
XP_221712.2      LSTLGETKQNLTGL---
AAB84101.1       -----------------
AAH51242.1       K----------------
NP_031547.1      K----------------
AAK48898.1       K----------------
NP_068585.1      K----------------
1404381A         REQVAQLKQKVMNH---
1411298A         REQVAQLKQKVMNH---
NP_068607.1      REQVAQLKQKVMNH---
AAH09874.2       REQVAQLKQKVMNH---
TVHUJN           REQVAQLKQKVMNH---
AP1_CHICK        REQVAQLKQKVMNH---
AP1_COTJA        REQVAQLKQKVMNH---
AP1_PIG          REQVAQLKQKVMNH---
AP1_SERCA        REQVAQLKQKVMNH---
CAA31252.1       REQVAQLKQKVMNH---
NP_034721.1      REQVAQLKQKVMNH---
NP_002219.1      REQVAQLKQKVMNH---
1FOSF            REQVAQLKQKVM-----
1FOSH            REQVAQLKQKVM-----
TJUN_AVIS1       REQVAQLKQKVMNH---
AAA42416.1       REQVAQLKQKVMNH---
1JNM             REQVAQLKQKVMNH---
1A02J            REQVAQL----------
AAH41183.1       REQVAQLKQKVMNH---
CAB51636.1       REQVAQLKQKVMNH---
BAC77044.1       REQVAQLKQKVMNH---
CAD56856.1       REQVAQLKQKVMNH---
CAB51637.1       REQVAQLKQKV------
NP_956281.1      REQVAQLKQKVMNH---
I51606           REQVAQLKQKVMNH---
CAD56859.1       REQVAQLKQKVMSH---
AAA39345.1       REQVAHVKQKVLSH---
AAK01362.1       -----------------
AAF97784.1       REQVAQLK---------
TVHUJD           REQVAQLKQKVLSH---
NP_620230.1      REQVAQLKQKVLSH---
NP_034722.1      REQVAQLKQKVLSH---
NP_005345.2      REQVAQLKQKVLSH---
JUND_CHICK       REQVAQLKQKVLSH---
CAD56861.1       REQVAQLKQKVMNH---
CAD56860.1       REQVAQLKQKVLTH---
AAL02138.1       REQVCQLKQKVMEH---
JUNB_RAT         REQVAQLKQKVMTH---
NP_032442.1      REQVAQLKQKVMTH---



BAC40473.1       REQVAQLKQKVMTH---
AAA74916.1       REQVAQLKQKVMTH---
NP_002220.1      REQVAQLKQKVMTH---
NP_068608.2      REQVAQLKQKVMTH---
AAH09465.1       REQVAQLKQKVMTH---
AAF75552.1       -----------------
AAH53154.1       REQVAQLKQKVLRH---
JUNB_CYPCA       RDQVAQLKQKVLRH---
AAH53234.1       REQVAQLKQKVMTH---
CAD56858.1       REQVAQLKQKVMTH---
CAD56857.1       RDELALLKQKVMDH---
NP_476586.1      KDHVAQLKQQVMEH---
TVFFJD           KDHVAHVKQQVMEH---
XP_316420.1      KQHIFQLKQQVIEH---
CAE59807.1       NRALANFRQMVERH---
NP_495947.1      NRALEHFRRTVEHH---
A34785           RNEVAQLKQLLLAH---
AAA40394.1       RNEVAQLKQLLLAH---
AAH42210.1       RNEVAQLKQLLLAH---
B42026           RNEVAQLKQLLLAH---
A39429           RNEVAQLKQLLLAH---
S05380           RNEVAQLKQLLLAH---
AAB64016.1       RNEVAQLKQLLLAH---
AAB64017.1       RNEVAQLKQLLLAH---
ATF2_HUMAN       RNEVAQLKQLLLAH---
ATF2_MOUSE       RNEVAQLKQLLLAH---
BAC32623.1       RNEVAQLKQLLLAH---
C42026           RNEVAQLKQLLLAH---
A42026           RNEVAQLKQLLLAH---
AAA35951.1       RNEVAQLKQLLLAH---
NP_001871.2      RNEVAQLKQLLLAH---
NP_033845.1      RNEVAQLKQLLLAH---
NP_112280.1      RNEVAQLKQLLLAH---
BAC29065.1       -----------------
NP_990235.1      RNEVAQLKQLLLAH---
1604249B         RNEVAQLKQLLLAH---
JC4028           RNEVAQLKQLLLAH---
ATF7_HUMAN       RNEVAQLKQLLLAH---
NP_006847.1      RNEVAQLKQLLLAH---
NP_666177.1      RNEVAQLKQLLLAH---
AAB29745.1       RNEVAQLKQLLLAH---
XP_235694.2      RNEVAQLKQLLLAH---
CRB5_MOUSE       KNEVAQLKQLLLTH---
I78877           KNEVAQLKQLLLTH---
NP_004895.1      KNEVAQLKQLLLTH---
NP_878901.1      KNEVAQLKQLLLTH---
NP_878902.1      KNEVAQLKQLLLTH---
AAH29022.1       KNEVAQLKQLLLTH---
NP_766316.1      KNEVAQLKQLLLTH---
AAH59400.1       KNEVAQLKQLLLTH---
NP_594500.1      QQEAFRLKSQLLAH---
NP_595707.1      REEVICLKNQLLAH---
XP_327898.1      LSEVSDLKHQLMVH---
EAA58248.1       RDAIVVAKDQLLAH---
XP_389177.1      ---LEIEKELLHKQ---
CAC18235.2       REEVVNLKTLLLAH---
XP_326838.1      REEVVNLKTLLLAH---



XP_390318.1      REEVVNLKTLLLAH---
CAD21519.1       REEVVNLKTLLLAH---
EAA57243.1       REEVVNLKTLLLAH---
AAN75015.1       REEIVNLKTLLLAH---
BAA12194.1       REEIVSLKTLLIAH---
NP_595652.1      REEIVSLKTLLIAH---
EAK94532.1       RGAILLLKE--------
NP_014232.1      -----------------
NP_985572.1      -----------------
CAA09717.1       T----------------
CAB63430.2       RRELERVTALLTER---
NP_497914.1      RRELERVTALLTER---
XP_382926.1      TAEIYHLKTQLLQH---
XP_387965.1      QDELFKLKSQVLEH---
XP_390615.1      RETAYQLKLQLLRH---
NP_010964.1      EKLVQKMKKISRLH---
NP_012228.1      EKLISKFK---------
NP_983992.1      QKLVSKFKRFIELH---
EAL00056.1       EYTVELLKASIKSC---
EAA60677.1       HSQLLSLKDQILMH---
NP_593039.1      REEIIKLRTLVFAH---
EAA50250.1       MNELNSMKNHLMDH---
EAA54021.1       VDELNSMKNHVMDH---
A49317           KD---------------
AAF66158.2       KD---------------
AAC60616.2       KD---------------
AAO92340.1       KD---------------
BAA03562.1       KD---------------
BAA03567.1       KD---------------
NP_037218.1      KD---------------
NP_038526.1      KD---------------
JX0307           KD---------------
CAC34846.1       KD---------------
CREM_CANFA       KD---------------
S36101           KD---------------
NP_989718.1      KD---------------
NP_898831.1      KD---------------
NP_898830.1      KD---------------
NP_898829.1      KD---------------
NP_874386.1      KD---------------
NP_874392.1      KD---------------
NP_874391.1      KD---------------
NP_874390.1      KD---------------
NP_874389.1      KD---------------
AAC19383.1       RD---------------
CREM_RAT         KD---------------
I59276           KD---------------
BAA83552.1       KD---------------
1DH3             KD---------------
AAH41206.1       KD---------------
AAQ24858.1       KD---------------
CREB_BOVIN       KD---------------
NP_112279.1      KD---------------
NP_004370.1      KD---------------
CAA63242.1       KD---------------
NP_034082.1      KD---------------
BAA36482.1       KD---------------



NP_776710.1      KD---------------
NP_598589.1      KD---------------
NP_604391.1      KD---------------
AAH67956.1       KD---------------
NP_989781.1      KD---------------
S20955           KD---------------
S22298           KD---------------
A35663           KD---------------
A40120           KD---------------
AAB64015.1       KD---------------
NP_604392.1      KD---------------
NP_957203.1      KD---------------
BAC20140.1       KE---------------
NP_031523.2      KD---------------
XP_204339.1      KD---------------
ATF1_MOUSE       KD---------------
BAB26930.1       KD---------------
CAC15058.1       -----------------
NP_005162.1      KD---------------
XP_235657.1      KD---------------
NP_956017.1      KD---------------
B37944           KD---------------
C37944           KD---------------
JC5602           KD---------------
JC6135           KD---------------
BAA03564.1       KD---------------
BAA03565.1       KD---------------
CREM_HUMAN       KD---------------
CREM_MOUSE       KD---------------
NP_059030.1      KD---------------
AAF68682.1       KD---------------
NP_874393.1      KD---------------
NP_874394.1      KD---------------
NP_877570.1      KD---------------
NP_877571.1      KD---------------
NP_877572.1      KD---------------
NP_877573.1      KD---------------
NP_898883.1      KD---------------
AAC60617.2       KD---------------
NP_874387.1      KD---------------
NP_874388.1      KD---------------
NP_853549.1      KD---------------
S26685           KD---------------
JC2087           KD---------------
CREB_CHLVR       KD---------------
NP_996504.1      KELYCQTKND-------
NP_996505.1      KELYCQTKND-------
AAB35092.1       KELYCQTKND-------
NP_996506.1      KELYCQTKND-------
NP_996507.1      KELYCQTKND-------
AAL92477.1       KE---------------
T26807           KE---------------
T26808           KE---------------
NP_499509.2      KE---------------
NP_499510.2      KE---------------
CAD45607.2       KE---------------
CAD56255.1       KE---------------



CAB54382.2       KE---------------
CAE67683.1       KE---------------
CAD23072.1       KQ---------------
CAD23073.1       KQ---------------
CAD23074.1       KQ---------------
CAD23075.1       KQ---------------
CAD23076.1       KQ---------------
CAD23077.1       KQ---------------
CAD23078.1       KQ---------------
CAD23079.1       KQ---------------
CAD24865.1       KQ---------------
CAD24866.1       KQ---------------
CAD24867.1       KQ---------------
CAD24868.1       KQ---------------
CAD24869.1       KQ---------------
CAD24870.1       KQ---------------
CAD24871.1       KQ---------------
CAD24872.1       KQ---------------
AAR82739.1       EETNANLLSQLHKL---
NP_524087.3      EETNANLLSQLHKL---
CRBA_DROME       EETNANLLSQLHKL---
A44494           EETNANLLSQLHKL---
XP_308098.1      EDCNQNLQTELSKL---
AAH14097.1       ENANRTLLQQLQKL---
NP_443086.1      ENANRTLLQQLQKL---
NP_036087.1      ETANRTLLQQLQKL---
XP_342467.1      ETANRTLLQQLQKL---
AAH16447.1       ETANRTLLQQLQKL---
BAC29155.1       ENTNRTLLQQLQKL---
BAC30798.1       ENTNRTLLQQLQKL---
AAS49162.1       ENTNRTLLQQLQKL---
NP_919047.1      ENTNRTLLQQLQKL---
XP_342661.1      ENTNRTLLQQLQKL---
CAD79343.1       ENTNRTLLQQLQKL---
CAD79344.1       ENTNRTLLQQLQKL---
NP_848776.1      EDTNRTLLQQLQKL---
NP_740985.2      EASNRDLQQKLHQY---
NP_740986.2      EASNRDLQQKLHQY---
NP_740987.2      EASNRDLQQKLHQY---
T15656           EASNRDLQQKLHQY---
CAE59060.1       EASNRDLQQKLHQY---
AAG43527.1       EEQNLSLLDQLRKL---
AAH09402.1       EEQNLSLLDQLRKL---
AAD09210.1       EEQNLSLLDQLRKL---
AAC04325.1       EEQNLSLLDQLRKL---
NP_006359.3      EEQNLSLLDQLRKL---
AAB69652.1       EEQNLSLLDQLRKL---
NP_776711.1      EEQNLSLLDQLRRL---
AAC37645.1       EEQNLSLLDQLRKL---
BAB25173.1       EEQNLSLLDQLRKL---
NP_038525.1      EEQNLSLLDQLRKL---
XP_216492.2      EEQNLSLLDQLRKL---
NP_663340.1      EKQNLSLLEQLKHL---
XP_234917.2      EKQNLSLLEQLKHL---
BAC34115.1       EKQNLSLLEQLKHL---
NP_115996.1      EKQNLSLLEQLKKL---
AAH55664.1       HKQNMSLIEQLRKL---



AAO33070.1       ERHNISLVAQLRQL---
NP_570968.1      ERHNISLVAQLRQL---
BAB24315.1       ERQNIFLMEQVRQL---
NP_084356.1      ERQNIFLMEQVRQL---
CAE67216.1       TSEKQSALSQIKKL---
NP_491897.1      SSENQSVISQLKKL---
XP_321663.1      QSQNHDLVSQMKRI---
AAA97438.1       RRRLEALLAENSEL---
AAB47487.1       RRRLEALLAENSEL---
CAB89295.1       RRRLEALLAENSEL---
CAE83966.1       RRRLEALLAENSEL---
BAA91431.1       RRRLEALLAENSEL---
NP_004372.3      RRRLEALLAENSEL---
NP_059102.1      RRRLEALLAENSGL---
CAA66664.1       RRRLEALLAENSEL---
BAC29389.1       KRQLDEVVSENQRL---
XP_129579.2      KRQLDEVVSENQRL---
AAH43662.1       KRQLDEVVSENQRL---
BAA34722.1       KRQLDEVVSENQRL---
NP_031374.1      KRQLDEVVSENQRL---
XP_222871.2      KRQLDQVVSENQRL---
F34223           KRQLDEVVSELRNS---
NP_610159.1      RDQI-------------
NP_995745.1      RDQI-------------
EAA51693.1       MEENKRLQDLTRML---
XP_381731.1      LDENKRLTDLTRML---
EAA65980.1       CDENARLTDLVRQL---
EAK87242.1       SVENKALKDEVKTI---
AAO51565.1       -----------------
AAA33489.1       NQKYN------------
CAD36195.1       NQKYN------------
A34800           NQKYN------------
S06022           NQKYN------------
AAO17553.1       NQKYN------------
AAO17558.1       NQKYN------------
AAO17559.1       NQKYN------------
AAO17561.1       NQKYN------------
AAO17556.1       NQKYN------------
AAO17567.1       NQKYN------------
AAO17564.1       NQKYN------------
AAO17566.1       NQKYN------------
AAO17550.1       NHKYN------------
AAO17551.1       NHKYN------------
AAO17554.1       NQKYN------------
AAO17557.1       NQKYN------------
AAO17555.1       NQKYN------------
AAO17562.1       NQKYN------------
AAO17563.1       NQKYN------------
AAO17568.1       NQKYN------------
AAO17560.1       NQKYN------------
AAO17569.1       NQKYN------------
AAO17552.1       NHKYN------------
S42529           NQKYN------------
S56073           NQKYN------------
S42493           NQKYNE-----------
AAM53650.1       NQK--------------
OP2_MAIZE        NQKYN------------



AAB34363.1       -----------------
CAD36198.1       -----------------
AAL10017.1       NQKYN------------
AAL77201.1       NQKYN------------
NP_909959.1      NQKYN------------
T03605           NQKYN------------
BAA36492.1       NQKYN------------
T04477           NQKYN------------
JQ2147           NQKFNE-----------
JQ2148           NQKFNE-----------
JC5175           NQKFNE-----------
BAB39173.1       NQK--------------
CAA71795.1       S----------------
T06767           S----------------
AAD21199.1       TQHYLNVEAENSIL---
AAN61914.1       TQHYLNVEAENSIL---
AAK92213.1       TQHYLNVEAENSIL---
AAN03468.1       TQQYLSVEAENSVL---
CAA68078.1       TQHYLTVEAENSVL---
NP_195185.1      TQHYLTVEAENSVL---
D96784           TQHYVTIEAENDIL---
NP_177672.2      TQHYVTIEAENDIL---
CAC00658.1       TQQFVKVEAENSVL---
AAG17474.1       SQLYMKIQAENSVL---
NP_179408.1      SQLYMKIQAENSVL---
AAK92214.1       GRNYLTLDAENNVL---
BAB13719.1       GRNYLTLDAENNVL---
AAD55394.1       GRNFHTLDAENNVL---
BAA34938.1       ERNYRAMDAENNVL---
T02016           ERNYRAMDAENNVL---
T17108           -----------------
T17110           -----------------
AAK92215.1       TER--------------
CAC00657.1       -----------------
NP_191801.1      SKKYIEMESKNNVL---
AAM62538.1       LYHCQRTKMENDRL---
NP_566925.1      LYHCQRTKMENDRL---
T46042           -----------------
NP_176162.1      -----------------
NP_179870.1      -----------------
NP_195487.1      LHQLQRVNSDNNRL---
AAR87318.1       AR---------------
BAC79506.1       ARRALAVRGANARH---
AAG46064.1       -----------------
BAB59117.1       AGELSKVDGENAVL---
S35193           AGELSKVDGENAVL---
S58692           ERDL-------------
JQ0984           -----------------
OCS1_MAIZE       ASQYTRVEQENTVL---
CAE92374.1       TSQFVRVDQENTVL---
NP_918198.1      -----------------
AAK01953.1       SDSHDRVLQKNTRL---
AAK25822.1       SDSHDRVLQENTRL---
NP_172817.2      SES--------------
NP_178489.1      SE---------------
NP_189674.1      SESHDKVLQENAQL---
NP_197087.1      SDNNDLVIQENSSL---



AAO22653.1       LESQEKVIEENVQL---
NP_198696.1      LESQEKVIEENVQL---
NP_177054.1      RECYEKVIEENMKL---
BAD09328.1       LRGCADVRRENSRL---
BAD16405.1       ISKHARIVRENSQL---
BAB10103.1       LESNHQILQENSQL---
NP_200891.1      LESNHQILQENSQL---
NP_850791.1      LEYNHQILQENSQL---
T50499           LEYNHQILQENSQL---
NP_568508.2      TQTFNDASVENRVL---
NP_851088.1      TQTFNDASVENRVL---
CAC79656.1       TQTFNDASVENRVL---
AAG25729.1       -----------------
AAF67360.1      -----------------
AAL27150.1       SQKYNE-----------
T07154           SQKYNE-----------
CPR2_PETCR       SQRYN------------
S16321           SQRYN------------
CAA04640.1       NQQ--------------
T03991           NQQ--------------
BAB39174.1       NQQ--------------
CAA04641.1       NQQ--------------
T03990           NQQ--------------
BAB39175.1       SQQFN------------
CAC79658.1       NHKYD------------
NP_567003.2      NHKYD------------
AAK96836.1       -----------------
NP_192173.1      NHKYDE-----------
NP_849290.1      NHKYDE-----------
AAL87327.1       NHKYDE-----------
NP_568457.1      -----------------
AAF65459.1       HQKRLKELKEMVVPV--
T04353           HQKRLKELKEMVVPV--
NP_915651.1      -----------------
AAO72626.1       -----------------
AAM63460.1       RKE--------------
NP_199221.1      RKE--------------
NP_171893.1      TKE--------------
AAK19600.1       EKK--------------
NP_566870.1      EKK--------------
T48926           -----------------
AAM75354.1       -----------------
AAM75355.1       -----------------
G84778           ERK--------------
NP_565840.1      ERK--------------
T12621           ERK--------------
NP_915581.1      -----------------
AAK19601.1       -----------------
NP_191244.1      -----------------
NP_565948.1      -----------------
T02112           -----------------
CAD12766.1 -----------------
BAC42739.1       -----------------
T12622           -----------------
NP_915950.1      -----------------
T12585           -----------------
BAC79602.1       -----------------



BAC65865.1       K----------------
BAC65866.1       K----------------
BAC65867.1       K----------------
CAD29860.1       K----------------
CAD29861.1       K----------------
AAK39132.1       ME---------------
CAB85632.1       ME---------------
AAL86016.1       ME---------------
BAD09357.1       ME---------------
BAA83740.1       ME---------------
AAS20434.1       -----------------
NP_973981.1      MEMQKNQETEMRNL---
AAO06115.1       LK---------------
BAB02453.1  -----------------
NP_566629.1      -----------------
NP_564551.1      MK---------------
NP_567949.1      -----------------
NP_849490.1      ASSLSQLR---------
BAB61098.1       -----------------
BAC79182.1       -----------------
NP_199105.1      RKR--------------
AAL79735.1       -----------------
BAD08955.1       K----------------
AAA68429.1       KKDCKTMETENKQL---
S50821           KKDCKTMETENKQL---
A38486           KKDCKTMETENKQL---
BAA02303.2       KKDCKTMETENKKL---
EMP1_WHEAT       KKDCKTMETENKKL---
T05716           KEDCKTMEVENKQL---
S50822           KK---------------
BAC83673.1       KKACEDMEAENTRL---
BAD11353.1       KKACEDMEAENTRL---
CAB62402.1       KKACQDMEAENSRL---
CAE53907.1       KKACEDMEAQNAQL---
T06512           KKACEDMEAQNARL---
NP_182150.1      NEKSDKLRGANATL---
S20885           NEKSDKLRGANATL---
AAA90947.1       NEKSDKLRGANATL---
NP_850449.1      NEKSDKLRGANATL---
T07882           NEKSNNLRGANATL---
T07887           NEKSNNLRGANATL---
T09120           VENSQKLRLENAAL---
AAD42937.1       TENSEHLRHESALL---
NP_917345.1      TESSKKLRLENSAL---
T03373           TESSKKLRLENSAL---
T02084           TESSEKLRLENSAL---
T07150           TEGSEQMRMENSAL---
T07151           TEGSEQMRMENSAL---
T10985           TEGSEQMRMENSAL---
CAA42915.1       MENSEKLKLENAAL---
TAF1_TOBAC       MENSEKLKLENAAL---
S53020           MENSEKLKLENAAL---
S53021           TENSAKLKLENSAL---
CPR1_PETCR       TLTAEKLTNDNSRL---
S16322           TLTAEKLTNDNSRL---
NP_192021.1      NNESEKLRLENEAI---
T01728           NNESEKLRLENEAI---



AAM62869.1       NNESEKLRLENEAI---
S66310           NDESEKLRLENQAL---
T10472           NDESEKLRLENEAL---
T10244           NDESEKLR---------
A54415           QEKCDNLTSENTSL---
AAL77202.1       QEKCNSLTSENTTL---
NP_195391.1      SSECDKLKSENNSI---
NP_849510.1      SSECDKLKSENNSI---
S20883           SSECDKLKSENNSI---
AAB25116.1       SSECDKLKSE-------
AAK96765.1       SSECDKLKSENNSI---
S51307           SGECEKLKTENNTI---
S66312           SGECEKLKTQNSSI---
AAK14790.1       SEECEKLTSENNSI---
CAC00656.1       SEECEKVTSENNTI---
S42393           SEECEKLTSENNLI---
S42392           SEECEKLTSENNSI---
T07148           SEECKKLTSENDSI---
T11751           SEECEKLTSENSSI---
CPR3_PETCR       SEACAEVTSENHSI---
AAD42938.1       RSEYEQLLAQNAAL---
AAK39131.1       RSDYEQLLSENTAL---
T14909           RTEYEKIVAQNEVL---
T14911           RSEYEK-----------
AAK39130.1       RSEFEQLRSENASL---
T12092           KSE--------------
S42394           RSEHDQLASQNASL---
AAO06116.1       RKEYDELLSKNSSL---
T03241           RKEYDELLSKNSSL---
BAD07975.1       KKEYEALLSHNASL---
HBPA_WHEAT       KKEYEELLSKNTSL---
G84769           KSQCEELTTENTSL---
NP_850248.2      KSQCEELTTENTSL---
H86445           KSQYEELLAENSSL---
NP_174494.2      KSQYEELLAENSSL---
AAF79444.1       LKEFQSLETINKHL---
NP_173381.1      LKEFQSLETINKHL---
T03242           MQEYLSLKETNKQL---
T03245           MQEYLSLKETNKQL---
AAC04862.1       QRDTTGLTTENKEL---
BAA97100.1       QRDNSGLTNENKEL---
AAL87668.1       QRDTSGLTAENREL---
AAO72544.1       QRDTSGLTAENREL---
AAM62924.1       QRDTNGLGVENNEL---
NP_172097.1      QRDTNGLGVENNEL---
NP_180695.1      QRDTNGLTVENNEL---
T03580           QRDTSGLTTENSEL---
CAD41260.1       QRDTTGLTSENSDL---
AAR28765.1       QRDTTGLSAENAEL---
BAC84100.1       QRDTTGLSAENAEL---
NP_181594.1      QRDTTGLSSENTEL---
T52624           QRDTTGLSSENTEL---
D86203           QRDTNGLANENTEL---
NP_172170.1      QRDTNGLANENTEL---
CAD12036.1       QRDTNGLANENTEL---
NP_850168.1      QVSFDSL----------
AAF37279.4       QRGTSELNTENKHL---



NP_564486.1      QRGTSELNTENKHL---
AAM63070.1       QRGTSELNTENKHL---
AAL87314.1       QRDMMGLTNQNNEL---
NP_195601.1      QRDMMGLTNQNNEL---
NP_849520.1      QRDMMGLTNQNNEL---
BAA76425.1       QRDSVGLTNQNSEL---
NP_179719.1      QRDSMGLTNQNSEL---
NP_973502.1      QRDSMGLTNQNSEL---
NP_912474.1      QRDSAGLATQNNEL---
NP_922490.1      QRDSSGMATQNNEL---
BAD09726.1       QRDSTGLATQNNEL---
AAL78371.1       RR---------------
CAA05898.1       QKNFVEISSLNSEL---
S52203           QKNFVEISSLNSEL---
CAA52015.1       QKNFVEISSLNSEL---
CAD39525.2       QRNNNELVSQNNEL---
AAL69473.1       DHQ--------------
NP_850369.1      DHQ--------------
NP_191371.1      DHQ--------------
NP_913295.1      DHQRSLL----------
NP_178948.1      ENDKTMMMNEKKEI---
NP_178956.1      END--------------
NP_565355.1      EKDKTILMNEKKEI---
NP_850010.1      EKE--------------
NP_199756.1      KQRLDSVETENAGL---
AAM96961.1       MAENATLRQQL------
NP_565946.1      MAENATLRQQL------
T00759           MAENATLRQQL------
TGAB_TOBAC       IAENATLKTQ-------
NP_191225.1      VAENVTLRQQMGTR---
AAO00862.1       MAENVALRQQMAVA---
NP_187691.1      MAENVALRQQMAVA---
NP_913739.1      TAENAALKQQL------
AAO51139.1       KEENKALKKQLYSL---
NP_174998.1      VAENQSLR---------
AAO22523.1       QNENQML----------
NP_568246.1      QNENQMLRHILKNT---
CAB57979.1       QNENQMLRHILKNT---
T08591           QNENQMLRQILKNT---
T08592           QNENQMLRQILKNT---
BAC20318.1       QNENQMLRQILKNT---
T12093           QNENQMLRQILKNT---
BAD15505.1       QNENQMLRQILKNT---
NP_916476.1      QNENNTLRQILKNT---
NP_850604.1      TNENTMLRKMLINT---
NP_850605.1      TNENTMLRKMLINT---
BAB02051.1       TNENTMLQ---------
CAC88375.1       EAENNRLSQQVAQL---
EAA66464.1       EAENNRLSQQVAQL---
AAQ73495.1       EAENNRLNQQVAQL---
CAC88374.1       QKTNLILVEELNRFR--
XP_329046.1      -----------------
XP_391799.1      QEANAKLMSELEQIR--
EAA47880.1       QKLTQTMYQELQ-----
EAK84647.1       KAENTLLRQQREQ----
NP_034887.1      RLELDALRSKYEAL---
NP_663706.1      RLELDALRSKYEAL---



NP_002351.1      RLELDALRSKYEAL---
A49391           RLELDALRSKYEAL---
AAH60834.1       RLELDALRSKYEAL---
NP_990087.1      KLELDALRSKYEAL---
BAB41097.1       KLELDALRSKYEAL---
NP_002350.1      KLELDALRSKYEAL---
NP_034886.1      KLELDALRSKYEAL---
MAFG_CHICK       KMELDALRSKYEAL---
AAH67680.1       KVELDALRSKYEAL---
NP_034885.1      RLELDALRGKCEAL---
NP_036455.1      RLELDALRGKCEAL---
XP_345858.1      RLELDALRGKCEAL---
AAP36863.1       RLELDALRGKCEAL---
JC7112           RLELDALRGKCEAL---
NP_990088.1      RLELDTLRGKYEAL---
NP_956630.1      RRELEGLGARLAAL---
NP_611500.1      RREVSNWKNKYKAL---
XP_311544.1      QEENDSLRNKYEAL---
A56235           ARERDAYKLKCEKL---
CAA65360.1       ARERDAYKLKCEKL---
NP_005452.2      ARERDAYKVKCEKL---
NP_034788.1      ARERDAYKVKCEKL---
NP_062189.1      ARERDAYKVKCEKL---
AAD30106.1       ARERDAYKVKCEKL---
AAF08316.1       ARERDAYKIKCEKL---
AAC18821.1       ARERDAYKLKCEKL---
NP_571090.1      ARERDAYKLKCEKL---
AAH62823.1       VRERDAYKLKCERL---
NP_571917.1      VRERDAYKLKCERL---
AAA42377.1       VRERDAYKEKYEKL---
BAA05935.1       VRERDAYKEKYEKL---
TMAF_AVIS4       VRERDAYKEKYEKL---
BAA05936.1       VRERDAYKEKYEKL---
BAA05937.1       VRERDAYKEKYEKL---
MAF_MOUSE        VRERDAYKEKYEKL---
NP_005351.2      VRERDAYKEKYEKL---
NP_062191.1      VRERDAYKEKYEKL---
AAC27037.1       VRERDAYKEKYEKL---
AAH65941.1       VRERDAYKEKYEKL---
BAB21103.2       VRERDAYKEKYEKL---
AAC60377.1       AKERDLYKEKYEKL---
AAF71239.1       AKERDLYKEKYEKL---
AAN75524.1       AKERDLYKEKYEKL---
NP_990356.1      AKERDLYKEKYEKL---
NP_919331.1      AKERDLYKEKYEKL---
XP_345847.1      AKERDLYKEKYEKL---
NP_963883.1      AKERDLYKEKYEKL---
BAB21104.2       IKERDLYKEKYEKL---
JC7572           IKERDLYKEKYEKL---
AAF08317.2       TRERDGWRARYEKL---
NP_006168.1      ARERDLYKARCDRL---
XP_224189.1      ARERDLYKARCDRL---
NP_032762.1      ARERDLYKARCDRL---
AAP36333.1       ARERDLYKARCDRL---
BAC31838.1       ARERDLYRARCDRL---
AAQ72813.1       EKERDDYKAKFERL---
XP_319177.1      KQERDELIQTLQMH---



EAA50999.1       RLTLQQMHTERSQM---
EAA64243.1       R----------------
XP_324679.1      QRDMDQLLREKQSY---
XP_380691.1      RGKLEQM----------
A84544           -----------------
NP_179268.2      -----------------
NP_567974.1      ATLEAEVSRLKCLLVDL
T05774           ATLEAEVSRLKCLLVDL
AAM63358.1       ATLEAEVSRLKCLLVDL
NP_190764.2      EMVETELIRLRALLVEM
NP_850680.1      EMVETELIRLRALLVEM
T49075           EMVETELIRLRALLVEM
NP_915829.1      -----------------
AAP06202.1       KHIEHQLRRI-------
AAB31250.2       -----------------
T07033           -----------------
TGAA_TOBAC       -----------------
AAB31251.2       -----------------
S49583           -----------------
AAK71287.1       -----------------
S17715           -----------------
AAK84888.1       -----------------
T08813     -----------------
JQ1678           -----------------
NP_201324.1      -----------------
AAM64610.1       -----------------
NP_196565.1      -----------------
S48121           -----------------
CAD41728.3       -----------------
AAF17682.1       -----------------
NP_565162.1      -----------------
AAM64781.1       -----------------
NP_564156.1      -----------------
AAK84889.1       -----------------
AAK84890.1       -----------------
JC1230           -----------------
AAF06696.1       -----------------
BAA06486.1       -----------------
HBPB_WHEAT       -----------------
NP_974293.1      -----------------
S48122           -----------------
NP_566415.3 -----------------
NP_196312.1      -----------------
NP_196313.1      -----------------
BAB03134.1       -----------------
BAB72063.1       -----------------
AAC37470.1       -----------------
TG21_TOBAC       -----------------
AAF22906.1      -----------------
NP_563810.2      -----------------
BAB11142.1       -----------------
NP_850784.1      -----------------
CAC40649.1       -----------------
BAB72064.1       -----------------
NP_915902.1      -----------------
HBB2_WHEAT       -----------------
S33222           -----------------



S33223           -----------------
BAB72062.1       -----------------
NP_910392.1      -----------------
BAB72061.1       -----------------
BAD03039.1       -----------------
AAD19660.1       -----------------
NP_177031.1      -----------------
AAO45628.1       -----------------
T01415           -----------------
AAA87944.1       TREVETTRRALIDR---
NP_077048.1      TREVETTRRALIDR---
AAB27103.1       TREVEATRRALIDR---
CAA63088.1       TREVEATRRALIDR---
JC1169           TREVEATRRALIDR---
NP_004074.2      TREVEATRRALIDR---
AAP36688.1       TREVEATRRALIDR---
GA15_MOUSE       TREVETTRRALIDR---
NP_031863.2      TREVETTRRALIDR---
GA15_CRILO       TREVEATR---------
AAR97288.1       KK---------------
CAE57240.1       KQRLAYYEPETPTY---
NP_510094.1      KQRL-------------
EAA38700.1       QK---------------
JC7300           REKTHGLVVENQEL---
NP_038870.2      REKTHGLVVENQEL---
AAH08153.1       REKTHGLVVENQEL---
AAL60202.1       REKTHGLVVENQEL---
BAB82982.1       REKTHGLVVENQEL---
XBP1_HUMAN       REKTHGLVVENQEL---
AAH15709.1       REKTHGLVVENQEL---
NP_005071.2      REKTHGLVVENQEL---
XP_214067.1      REKTHGLVIENQEL---
AAH43852.1       REKSHGLLTENQEL---
AAK48906.1       REKSHGLLTENQEL---
AAH67321.1       REKSHSLLTENQEL---
AAL05527.1       RDKTSDLLSENEEL---
AAL69332.1       RDKTSDLLSENEEL---
NP_571949.1      RDKTSDLLSENEEL---
AAL75953.1       RDKTSDLLSENEEL---
NP_524722.2      QAINESLLAKNHKL---
NP_726032.2      QAINESLLAKNHKL---
XP_310116.1      DTEKSSMYDKYLDL---
NP_871653.1      RRQNKNL----------
T24253           RRQNKNL----------
NP_497840.2      RRQNKNL----------
CAE72866.1       RRQNEKFQSRQQQQ---
A44083           RTECTSLRVQLACH---
NP_057830.1      RTECTSLRVQLACH---
AAG14255.1       RTECTSLRVQLACH---
AAS78588.1       RTECTSLRVQLACH---
AAR13326.1       RTECTSLRVQLARH---
AAR13328.1       RTECTSLRVQLARH---
AAR13330.1       RTECTSLRVQLARH---
AAR13331.1       RTECTSLRVQLARH---
BAA93716.1       RTECTSLRVQLACH---
BAC02923.1       RTECTSLRVQLACH---
BAC02924.1       RTECTSLRVQLACH---



AAC54628.1       RTECTSLRAQLACH---
BAC57989.1       RTECTSLRAQLACH---
AAP06937.1       RTECTSLRAQLACH---
AAG29915.1       RTECTSLRVQLACH---
AAM00002.1       RTECTSLRVQLACH---
AAR13320.1       RTECTSLRVQLACH---
AAP06939.1       RTECTSLRVQLACH---
AAP06940.1       RTECTSLRVQLACH---
AAP06941.1       RTECTSLRVQLACH---
AAP06942.1       RTECTSLRVQLACH---
AAP06943.1       RTECTSLRVQLACH---
AAP06944.1       RTECTSLRVQLACH---
AAL99997.1       RTECTSLRAQLACH---
AAM00005.1       RTECTSLRAQLACH---
AAG27971.1       RTECTSLRVQLACH---
BAC57991.1       RTECTSLRVQLACH---
AAL99996.1       RTECTSLRAQLACH---
AAR13322.1       RTECTSLRAQLACH---
AAL99998.1       RTECTSLRAQLACH---
AAL99999.1       RTECTSLRAQLACH---
AAM00001.1       RTECTSLRAQLACH---
AAM00003.1       RTECTSLRAQLACH---
AAM00004.1       RTECTSLRAQLACH---
AAR13321.1       RTECTSLRVQLARH---
AAR13324.1       RTECTSLRVQLARH---
AAS78589.1       RTECTSLRVQLACH---
AAP06945.1       -----------------
AAP06946.1       -----------------
AAC54629.1       -----------------
BAB32053.1       KEELRHLSEVLKEH---
NP_068637.1      KEELRHLTEALKEH---
NP_061134.1      TEELKHLTEALKEH---
XP_355268.1      -----------------
NP_006390.1      TEELKYFTSVLNSH---
NP_058047.1      TEELKYFTSVLSSH---
NP_083243.1      QTEL-------------
NP_612465.3      QAEL-------------
AAA53043.1       AKEIQYLKDLIEEV---
XP_139474.1      AKEIQYLKDLIEEV---
ATF4_MOUSE       AKEIQYLKDLIEEV---
BAA25314.1       AKEIQYLKDLIEEV---
BAC25014.1       AKEIQYLKDLIEEV---
NP_033846.1      AKEIQYLKDLIEEV---
NP_077379.1      AKEIQYLKDLIEEV---
AAP36818.1       AKEIQYLKDLIEEV---
ATF4_HUMAN       AKEIQYLKDLIEEV---
NP_877962.1      AKEIQYLKDLIEEV---
XP_290732.2      AKEIQYLKDLIEEE---
1CI6A            AKEIQYLKDLIEEV---
NP_990211.1      SKEIQYLKDLIEEV---
AAH59971.1       TKEIQYLKDLIAEV---
AAH67714.1       SREIQYLRDLLEEM---
AAS57931.1       SREIKYLKDLMEEV---
AAD28370.1       EREIQYVKDLLIEV---
AAH05174.1       EREIQYVKDLLIEV---
AAP36242.1       EREIQYVKDLLIEV---
NP_036200.2      EREIQYVKDLLIEV---



AAK00584.1       EREIQYVKDLLIEV---
AAM92263.1       EREIQYVKDLLIEV---
BAA25313.1       EREIQYVKDLLIEV---
NP_109618.1      EREIQYVKDLLIEV---
NP_758839.2      EREIQYVKDLLIEV---
AAA92437.1       QREIKYMKNLMEDV---
BAC21159.1       QREIKYMKNLMEDV---
AAG45935.1       QREIRYLKALMRDL---
XP_319661.1      GREISCIKKLMREF---
AAF71698.1       HNEMRYLRQLIREF---
NP_524897.1      HNEMRYLRQLIREF---
NP_724333.1      HNEMRYLRQLIREF---
NP_506515.1      KREINSMKKELRKM---
NP_872160.1      KREINSMKKELRKM---
CAE61002.1       KREINLLKKDLRRL---
CAE63232.1       EREVRYFKKFMQEM---
NP_510456.1      EREIRYFKKFMTEM---
CAE73317.1       EREISQLKQ--------
NP_496919.1      EREIDRLKQ--------
CAE58480.1       EKEVAEARQAFLQK---
NP_500318.1      EKEVAEMRQAFLAK---
AAM00250.1       EGETEVLRSMVKDK---
CAC14775.1       ETEAGVLRGLVGK----
EAA46874.1       DEEIRILREML------
XP_328761.1      DAEVGMLREMLAMA---
EAA54005.1       EAETATLRDLLVMA---
NP_726489.1      EKELQQHRS--------
CAE64642.1       LSQVEEQMRMLEMM---
NP_506292.1      LSQVEEQMRMLENI---
1CI6B            SRELSTLRNLFKQL---
AAQ72476.1       SRELSTLRNLFKQL---
AAA09274.1       SRELSTLRNLFKQL---
NP_034013.1      SRELSTLRNLFKQL---
AAA40972.1       SRELSTLRNLFKQL---
CEBB_RAT         SRELSTLRNLFKQL---
BAA25315.1       SRELSTLRNLFKQL---
NP_077039.2      SRELSTLRNLFKQL---
CAA43179.1       SRELSTLRNLFKQL---
1HJB             SRELSTLRNLFKQL---
S12788           SRELSTLRNLFKQL---
1IO4             SRELSTLRNLFKQL---
AAH05132.2       SRELSTLRNLFKQL---
NP_005185.2      SRELSTLRNLFKQL---
1H89             SRELSTLRNLFKQL---
NP_990584.1      SRELSTLRNLFKQL---
BAB40971.1       SRELSTLRNLFKQL---
AAD19576.1       SRELSTLRNLFK-----
BAA09637.1       SRE--------------
S66246           SRE--------------
NP_789745.1      SREVSTLRNLFKTL---
CAA76309.1       SRELGTLRNLFKQV---
AAH62523.1       SRELATLRNLLSAT---
NP_571959.2      SRELATLRNLLSAT---
AAL54865.1       SRELATLRNLLSAT---
AAN41660.1       SRELATLRNLLSAT---
AAS93421.1       SRELSTLRNLLSAT---
CAA72289.1       SRELDTLRGIFRQL---



XP_133376.1      SRELDTLRGIFRQL---
NP_036656.1      SRELDTLRGIFRQL---
JC4311           SRELDTLRGIFRQL---
NP_031704.1      SRELDTLRGIFRQL---
CEBA_BOVIN       SRELDTLRGIFRQL---
CEBA_HUMAN       SRELDTLRGIFRQL---
CEBA_MOUSE       SRELDTLRGIFRQL---
NP_004355.2      SRELDTLRGIFRQL---
AAD19575.1       SRELDTLRGIFRQL---
AAH63874.1       SRELDTLRGIFRQL---
1NWQ             SRELDTLRG--------
AAR24284.1       SRELDTLRGTFRQL---
S26295           SRELETLRGIFRQL---
CAA60698.1       SRELDTLRGIFRQL---
S54834           SRELDTLRGIFRQL---
A56554           SRELETLRGIFRQL---
I51171           SRELETLRGIFRQL---
NP_571960.1      TRELETLRGIFRQL---
A37280           TQELDTLRNLFRQI---
NP_058791.1      TQELDTLRNLFRQI---
XP_139135.2      TQELDTLRNLFRQI---
AAC50709.1       TQELDTLRNLFRQI---
NP_001796.2      TQELDTLRNLFRQI---
CEBE_HUMAN       TQELDTLRNLFRQI---
CAA10944.1       TQELDTLRNLFRQI---
AAC51130.1       TQELDTLRNLFRQI---
CEBD_HUMAN       TRDLAGLRQFFKQL---
NP_005186.2      TRDLAGLRQFFKQL---
AAA59927.1       TRDLAGLRQFFKQL---
CEBD_MOUSE       TRDLAGLRQFFKKL---
NP_031705.2      TRDLAGLRQFFKKL---
NP_037286.1      TRDLASLRQFFKEL---
JC7264           TRDLAGLRRFFKQL---
NP_776692.1      TRDLAGLRRFFKQL---
AAH45282.1       TRELSSLRNFFKQM---
AAH56512.1       TRELSSLRNFFKQM---
AAH62522.1       TRELSSLRNFFKQM---
NP_571962.1      TRELSSLRNFFKQM---
BAC92757.1       TRDLSSLRHFFKQL---
BAC92758.1       TRDLSSLRHYFKQL---
I51172           TRDLTSLRHFFKQL---
BAB40972.1       TQELGTFKHILSQR---
NP_571912.1      LHEVEALRHYLSQR---
A43481           TNELQLHKQIYMQL---
NP_523843.1      TNELQLHKQIYMQL---
CEB_DROME        TNELQLHKQIYMQL---
CEB_DROVI        TNELSLHKQIYMQL---
XP_309553.1      NNEIALYKQLYMHL---
S26300           TKELSVLKDLFLEH---
XP_341843.1      TKELSVLKDLFLEH---
CEBG_MOUSE       TKELSVLKDLFLEH---
CEBG_RAT         TKELSVLKDLFLEH---
NP_001797.1      TKELSVLKDLFLEH---
A36673           TKELSVLKDLFLEH---
AAC60217.1       TKELSVLKDLFLEH---
I50223           TKELSVLKDLFLEH---
NP_571961.1      SKELSVLKDLFLEH---



XP_315443.1      KKELKFLKELFITQ---
A53066           SKELNVLKGLFLNV---
AAG61258.1       SKELNVLKGLFLNV---
BAD16556.1       TKELTVLKGLFLNV---
NP_871835.1      QKELSFLKEMFMAY---
T15174           QKELSFLKEMFMAY---
CAE67150.1       QKELSFLKEMFMAY---
AAB06796.1       TKEITLLKELLLAK---
NP_497269.1      ETQVEDYKRLVMMF---
T16528           ETQVEDYKRLVMMF---
CAE69150.1       EAQVEDYKRLVMMF---
CAE58077.1       EAQVDDYKRMVMMF---
NP_648434.1      EKHISTLRDLI------
A41524           RKEVGRCKNIVSKY---
NP_990713.1      RKEVGRCKNIVSKY---
TEF_PHOSU -----------------
CAD97856.1       RKEVGKCKTIVSKY---
NP_003207.1      RKEVGKCKTIVSKY---
NP_059072.1      RKEVGKCKTIVSKY---
NP_062067.1      RKEVGKCKTIVSKY---
CAB62497.1       RKEVGKCKTIVSKY---
AAA81373.1       RKEVGKCKTIVSKY---
AAS45600.1       RKEVGKCKTIVSKY---
NP_705617.1      RKEVGKCKTIVSKY---
TEF_HUMAN        RKEVGKCKTIVSKY---
AAH54981.1       RKELGKCRNIISKY---
AAA58445.1       RKELGKCKNILAKY---
AAH57693.1       RKELGKCKNILAKY---
BAC37522.1       RKELGKCKNILAKY---
XP_343957.1      RKELGKCKNILAKY---
HLF_RAT          RKELGKCKNILAKY---
NP_002117.1      RKELGKCKNILAKY---
NP_766151.1      RKELGKCKNILAKY---
AAC00211.1       RKDFGRCKNTVARY---
NP_571475.1      RKDFGRCKNTVARY---
NP_001343.2      RQELSHYRAVLSRY---
NP_058670.1      RQELSHYRAVLSRY---
NP_036675.1      RQELSHYRAVLSRY---
AAH18323.1       RQELSHYRAVLSRY---
A55558           RQELSHYRAVLSRY---
AAR99621.1       RQELSHYRAVLSRY---
AAR99622.1       RQELSHYRAVLSRY---
BAA05833.1       RQELSHYRAVLSRY---
AAP36478.1       RQELSHYRAVLSRY---
AAF04508.1       KQENMDLRARLSKF---
AAF04509.1       KQENMDLRARLSKF---
NP_524832.2      KQENMDLRARLSKF---
AAF15511.1       KQENMDLRARLSKF---
AAO25043.1       KQENMDLRARLSKF---
AAS93764.1       KQENMDLRARLSKF---
NP_729297.1      KQENMDLRARLSKF---
NP_729298.1      KQENMDLRARLSKF---
NP_729301.1      KQENMDLRARLSKF---
NP_729302.1      KQENMDLRARLSKF---
NP_729303.1      KQENMDLRARLSKF---
XP_316411.1      KQENMELRARLSKY---
BAC06840.1       KLENTQLSTRLEKY---



AAQ22473.1       KVQLAAFTS--------
NP_525049.1      KVQLAAFTS--------
S17370           KVQLAAFTS--------
NP_572367.1      EVQLAAITS--------
XP_321187.1      RKQL-------------
CAE55183.1       KKELEKLQ---------
NP_504576.1      RAETDKLRALILTT---
T31706           RAETDKLRALILTT---
CAE64514.1       RAETDKLRTLILTT---
CAE72616.1       QQEAAKLR---------
NP_493610.1      EQEAAQLR---------
NP_611101.1      RDELQTVRQLLGAT---
AAC59867.2       R----------------
AAC59875.1       R----------------
AAH08197.1       K----------------
CAA45597.1       K----------------
NP_989949.1      K----------------
NP_446179.1      K----------------
NP_059069.1      K----------------
NP_005375.1      K----------------
AAH60943.1       K----------------
XP_372707.1      K----------------
AAM29449.1       RDKFN------------
NP_723075.1      RDKFN------------
CAA72535.1       RDKFN------------
NP_477191.1      RDKFN------------
XP_317705.1      KSKYN------------
CAE68044.1       YQENMMMKNQLVQH---
NP_502961.1      QLQNESMRQHL------
AAC49425.1       NKENEFWKAKLNDI---
NP_012282.1      NKENEFWKAKLNDI---
XP_386827.1      TQQRDFYRDDRNRL---
AAD38380.1       ELENQWLKNLITEK---
EAA62399.1       EMENRWLKNLLTEK---
CYS3_NEUCR       ETENKWLKGLVTEK---
XP_385347.1      ETENKWLKNLLVDK---
NP_594523.1      EMENNWLKGLIRPT---
EAL01493.1       ELENRCLKNIIFQQ---
EAK98059.1       EMENKLLRNLIIEK---
1DGC             KK---------------
1YSAD            KKLVGE-----------
1LD4             KK---------------
1YSAC            KK---------------
2DGC             KK---------------
NP_010907.1      KK---------------
CAE52206.1       KK---------------
CAE52208.1       KK---------------
CAE52210.1       KK---------------
CAE52217.1       KK---------------
CAE52220.1       KK---------------
NP_984085.1      R----------------
AAF18140.1       QE---------------
EAK95477.1       QE---------------
BAC55240.1       K----------------
A30208           -----------------
XP_323369.1      -----------------
EAA48944.1       -----------------



XP_389462.1      -----------------
EAK83968.1       EKERNDALALLS-----
AAL09315.1       -----------------
EAA59883.1       -----------------
CPC1_CRYPA       -----------------
NP_498426.1      KCELAQMQITIRDM---
XP_310558.1      QQDCQRWRKAVMKL---


