CLUSTAL W (1.83)

7297444
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Hs6631088
CE14120
CE16926
CE29071
CE01542
CE12084
CE28943
CE21136
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CE18808
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CE20124
CE20125
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Hs4506755
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Hs11415052
7290245
Hs4507673
Hs4507675
7296444
Hs14149746
Hs5032173
7299588
Hs22052265
Hs20070199
CE05957
7301986
CE18491
Hs4507537
7297033
Hs7657395

multiple sequence alignment

CAICGDRATGKHYGASSCDGCKGFFRRSVR-K-NHQYTCRF - - - - - ARNCVVDKDK -
CAICGDRATGKHYGASSCDGCKGFFRRSVR -K-NHQYTCRF - - - - - ARNCVVDKDK -
CAICGDRATGKHYGASSCDGCKGFFRRSVR -K-NHMYSCRF - - - - - SRQCVVDKDK -
CAICGDRATGKHYGASSCDGCKGFFRRSVR -K-NHMYSCRF - - - - - SRQCVVDKDK -
CAICGDRATGKHYGASTCDGCKGFFRRSIR-K-SHIYSCRF----- SRQCVVDKDK -
CHICNDKSTGKHYGAISCDGCKGFFRRSIR-K-RYHYQCRF - --- - EQNCDVTKNK -
CAICGDRATGKHYGAMSCDGCKGFFRRTIR-K-RHSYVCRF - - - - - GEKCQVDKAK -
CHICSDVATGRHYGATIACNGCKGFFRRTVR-R-NYEYHCRF - - - - - ESKCEIDKHN-
CLICGEPSTGKHYGIVACLGCKTFFRRAVV-Q-RODTECKR- - - - - EKPCDVTTMA -
CAVCGDKSTGTHYGVISCNGCKGFFRRTVL -R-DQKFTCRF - - - - - NKRCVIDKNEF -
CAVCGDKSTGTHYGVISCNGCKGFFRRTVL -R-DQKFTCRF - - - - - NKRCVIDKNEF -
CVVCGDKAIGKHYGAVACNGCKGFFRRSVW-Q-NLQYTCRF - - - - - NKQCNIDKDH -
CAVCGDGIAKLHYGVLACYGCKGFFRRTLT -G-KYRYACRF - - - - - SNNCIVDKFQ-
CAVCGDTPAKIHYGVLACFGCKGFFRRAVKDG - RNKYVCRF - - - - - EKNCEVTKFE -
CKVCGDGNAKTHYGVVTCFGCKGFFRRTLK-R-PSEYTCRH- - - - - NGHCVVDRHE -
CSVCCDEASGRHYGVVACFGCKGFFRRTVRAG-KN-YVCRY - - - - - SKKCRIDKAG-
CLVCSDISTGYHYGVPSCNGCKTFFRRTIM-K-NQTFSCQF - - - - - QGKCPVDKSTI -
CLVCQDFASGYHYGVPSCVGCKTFFRRTIM-K-KQKYICQF--- - - EGNCPVDKTTI -
CLVCQDFSSGYHYGIPSCNGCKTFFRRTVM-K-KQKFVCQF - - - - - DONCPVDKST -
CLVCNDLSSGYHYGVPSCNGCKTFFRRTIM-K-KQLFVCQH- - - - - EKNCPVDKST -
CAVCSDLATGYHYGVASCNGCKTFFRRTIV-S-EQTFICQY---- - NGNCDVNKNT -
CAVCDDIATGKHYSVASCNGCKTFFRRALV -N-NREFVCQG- - - - - NKDCPVNKGV -
CAVCDDIATGKHYSVASCNGCKTFFRRALV -N-NREFVCQG- - - - - NKDCPVNKGV -
CVVCSDFASGIHYSVASCNGCKTFFRRALV -N-KQTFTCQF - - - - - SGDCVVGKSV -
CSVCGDRPTGYHYDVLSCNGCKTFFRRTITI -N- SRNFICTK- - - - - GGNCQFTKDF -
CVVCGDAADGFHYGVRSCRGCNAFFRRAVT -F-NMSFTCRR- - - - - GGRCPVDKNA -
CLVCGDPNIQRHYGTVSCNGCKGFFRRSIW-E-KRTYKCSF--- - - HNQCSIEHKY -
CLVCGDPHGKRHYGAMSCNGCKGFFRRSIW-E-KRTYKCSF-- - - - NNECIIEFKY -
CRVCGDSRAGRHYGTIACNGCKGFFRRSIW-E-QRDYVCREF - - - - - GGKCLVVQEY -
CLVCGDDKASRHYGTVACNGCKGFFRRSVW-E-KRTYFCIA----- NEDCEVLQQF -
CAVCGDVALGKHYGVNACNGCKGFFRRSIW-K-NRTYACRH- - - - - GGKCLVAKEQ -
CAVCGDVALGKHYGVNACNGCKGFFRRSIW-K-NRTYACRH- - - - - GGKCLVAKEQ -
CAVCGDTALGKHYGVTACNGCKGFFRRSIW-K-NRTYACRY- - - - - QGKCGVAKEQ -
CDVCGDVAFGKHYGINACNGCKGFFRRSVW-S-RRQYSCRF - - - - - GGDCPVVKEH -
CVVCGDQAFGKHYGVNACNGCKGFFRRSVW-H-NRQYLCRF - - - - - EGRCATIAKEH-
CSVCGDVASGIHYSVAACNGCKTFFRRVVL-E-NRTYSCKN- - - - - NGDCIIDKSM-
CAICGDRSSGKHYGVYSCEGCKGFFKRTVRKD -LTYT-CR- - - - - DNKDCLIDKRQ-
CAICGDRSSGKHYGVYSCEGCKGFFKRTIRKD-LIYT-CR--- - - DNKDCLIDKRQ-
CAICGDRSSGKHYGVYSCEGCKGFFKRTIRKD-LTYS-CR--- - - DNKDCTVDKROQ -
CSICGDRASGKHYGVYSCEGCKGFFKRTVRKD-LTYA-CR--- - - ENRNCIIDKRQ-
CVVCGDKASGRHYGAVTCEGCKGFFKRSIRKN-LVYS-CR-- - - - GSKDCIINKHH-
CVVCGDKASGRHYGAVSCEGCKGFFKRSVRKN-LTYS-CR-- - - - SSQODCIINKHH-
CLVCGDRASGRHYGAISCEGCKGFFKRSIRKQ-LGYQ-CR--- - - GAMNCEVTKHH -
CVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRN-LSYT-CR- - - - - ANRNCPIDQHH -
CVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRN-LTYT-CR-- - - - ANRNCPIDQHH-
CVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRN-LTYS-CR-- - - - GSRNCPIDQHH -
CVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRN-LTYT-CR- - - - - ANRNCPIDQHH -
CVVCGDKSSGKHYGVFTCEGCKSFFKRSIRRN-LSYT-CR-- - - - SNRDCQIDQHH -
CVVCGDKSSGKHYGQFSCEGCKSFFKRSIRRS -LSYT-CR-- - - - ATKNCAIDVQH-

CKVCRDHSSGKHYGIYACDGCAGFFKRSIRRS-RQYV-CK- - - SQKQGLCVVDKTH -
CRVCEDHSSGKHYSIFSCDGCAGFFKRSIRRH-RQYV-CKNKGSPSEGQCKVDKTH -
CKVCGDRSSGKHYGVYACDGCSGFFKRSIRRN-RTYV-CK- - - SGNQGGCPVDKTH -
CKVCGDRSSGKHYGIYSCDGCSGFFKRSIHRN-RIYT - CKAT - GDLKGRCPVDKTH -
CRVCGDSSSGKHYGIYACNGCSGFFKRSVRRR-LIYR-CQ- - - -VGAGMCPVDKAH -



Hs7706515 CRVCGDSSSGKHYGIYACNGCSGFFKRSVRRR-LIYR-CQ- - - -VGAGMCPVDKAH- - - -

CE28464 CAVCGDVSSGKHYGILACNGCSGFFKRSVRRR-LIYR-CQ- - - -AGTGNCVVDKAH- - - -
7303078 CVVCGDTSSGKHYGILACNGCSGFFKRSVRRK-LIYR-CQ- - - -AGTGRCVVDKAH- - - -
7298928 CAVCGDQSSGKHYGVSCCDGCSCFFKRSVRRG-SSYA-CI- - - -ALVGNCVVDKAR- - - -
CE26181 CEICGDKSYGRHYGVWACDGCSCFFKRSVRKN-IIYT-CI- ---AGNWKCVVDKGR- - - -
CE16040 CAVCGDTSNGNHYGVPTCFGCSGFFRRTVRNK - LVHG-CW- - - -NGDGNCVIDKAN- - - -
CE03323 CKVCGDKASGYHYGVTSCEGCKGFFRRSIQRK-IDYR-CL--- - - KQQVCEIKRES- - - -
CE24972 CKVCGDKASGYHYGVTSCEGCKGFFRRSIQRK-IDYR-CL-- - - - KQQVCEIKRES- - - -
7296404 CKVCGDKASGYHYGVTSCEGCKGFFRRSIQKQ-IEYR-CL-- - - - RDGKCLVIRLN- - - -
7303778 CKVCGDKSSGVHYGVITCEGCKGFFRRSQSSV-VNYQ-CP--- - - RNKQCVVDRVN- - - -
CE24775 CKVCGDKSSGVHYGVITCEGCKGFFRRSQSSI -VNYQ-CP--- - - RQKNCVVDRVN- - - -
Hs19743901 CKICGDKSSGIHYGVITCEGCKGFFRRSQQSN-ATYS-CP---- - ROKNCLIDRTS- - - -
Hs4506577 CKICGDKSSGIHYGVITCEGCKGFFRRSQQSN-ATYS-CP----- ROKNCLIDRTS- - - -
Hs19743903 CKICGDKSSGIHYGVITCEGCKGFFRRSQQSN-ATYS-CP----- ROKNCLIDRTS- - - -
Hs19743905 CKICGDKSSGIHYGVITCEGCKGFFRRSQQSN-ATYS-CP---- - ROKNCLIDRTS- - - -
Hs19743907 CKICGDKSSGIHYGVITCEGCKGFFRRSQONN-ASYS-CP---- - RORNCLIDRTN- - - -
Hs19743909 CKICGDKSSGIHYGVITCEGCKGFFRRSQRCN-AAYS-CT---- - RQONCPIDRTS- - - -
CE26023 CQVCSDKASGFHYGVFACEGCKGFFRRSIQQK-ITYRACT - - - - - RAEDCLILRNN- - - -
Hs13430848 CKVCGDVASGFHYGVHACEGCKGFFRRSIQON-IQYKRCL- - - - - KNENCSIVRIN- - - -
Hs20336229 CRVCGDKASGFHYGVHACEGCKGFFRRTIRLK-LIYDRCD- - - - - LN- -CRIHKKS- - - -
Hs20336231 CRVCGDKASGFHYGVHACEGCKGFFRRTIRLK-LIYDRCD- - - - - LN- -CRIHKKS- - - -
Hs5453940 CRVCGDKASGFHYGVHACEGCKGFFRRTIRMK - LEYEKCE- - - - - RS- -CKIQKKN- - - -
Hs7549811 CRICGDKASGYHYGVHACEGCKGFFRRTIRLK-LVYDKCD- - - - - RS- -CKIQKKN----
Hs14916494 CFVCQDKSSGYHYGVSACEGCKGFFRRSIQKN-MIYT-CH-- - - - RDKNCVINKVT- - - -
Hs4506419 CFVCQDKSSGYHYGVSACEGCKGFFRRSIQKN-MVYT-CH- - - - - RDKNCIINKVT- - - -
Hs4506423 CFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKN-MVYT-CH- - - - - RDKNCIINKVT- - - -
CE08543 CMVCGDNSTGYHYGVQSCEGCKGFFRRSVHKN - TAYV-CT- - - - - KGENCTFSYENCAAN
Hs20070193 CPVCGDKVSGYHYGLLTCESCKGFFKRTVQONN-KHYT-CT- - - - - ESQSCKIDKTQ- - - -
Hs4504343 CPVCGDKVSGYHYGLLTCESCKGFFKRTVQNN-KRYT-CI----- ENQNCQIDKTQ- - - -
7293866 CPVCGDKVSGYHYGLLTCESCKGFFKRTVQONK -KVYT-CV- - - - - AERSCHIDKTOQ- - - -
CE03191 CPVCGDRVSGYHYGLLTCESCKGFFKRTVQONK - KQYQ-CS--- - - AEANCHVDRTC- - - -
7298773 CPICGDKISGFHYGIFSCESCKGFFKRTVQONR -KNYV-CV--- - - RGGPCQVSIST- - - -
Hs15451846 CLICGDRATGLHYGIISCEGCKGFFKRSICNK-RVYR-CS----- RDKNCVMSRKQ- - - -
Hs15451850 CLICGDRATGLHYGIISCEGCKGFFKRSICNK-RVYR-CS----- RDKNCVMSRKQ- - - -
Hs15451848 CLICGDRATGLHYGIISCEGCKGFFKRSICNK-RVYR-CS----- RDKNCVMSRKQ- - - -
CE27779 CSVCGDKSTGLHYGAATCEGCKGFFKRSVQONK-KVYH-CS- - - - - ODNCCEIDKQN- - - -
Hs11276071 CAVCGDNAACQHYGVRTCEGCKGFFKRTVQKN-AKYV-CL- - - - - ANKNCPVDKRR- - - -
Hs5453822 CAVCGDNAACQHYGVRTCEGCKGFFKRTVQKN-AKYV-CL- - - - - ANKNCPVDKRR - - - -
7298701 CAVCGDTAACQHYGVRTCEGCKGFFKRTVQKG-SKYV-CL- - - - - ADKNCPVDKRR - - - -
Hs21361342 CAVCGDNASCQHYGVRTCEGCKGFFKRTVQKN-AKYI-CL---- - ANKDCPVDKRR- - - -
HsM4504441 CAVCGDNASCQHYGVRTCEGCKGFFKRTVQKN-AKYI-CL---- - ANKDCPVDKRR- - - -
CE24859 CAVCNDRAVCLHYGARTCEGCKGFFKRTVQKN-SKYT-CA- - - - - GNKTCPIDKRY- - - -
Hs22035687 CLVCGDIASGYHYGVASCEACKAFFKRTIQGN-IEYS-CP----- ATNECEITKRR- - - -
HsM4758308 CLVCGDIASGYHYGVASCEACKAFFKRTIQGN-IEYS-CP----- ATNECEITKRR- - - -
Hs14741342 CLVCGDIASGYHYGVASCEACKAFFKRTIQGN-IEYS-CP---- - ATNECEITKRR- - - -
Hs18860920 CLVCGDVASGYHYGVASCEACKAFFKRTIQGS-IEYS-CP----- ASNECEITKRR- - - -
7295148 CLVCGDVASGFHYGVASCEACKAFFKRTIQGN-IEYT-CP--- - - ANNECEINKRR- - - -
Hs22049513 CLVCGDIASGYHYGVASCEACKAFFKRTIQGN-IEYS-CP----- ATNECEITKRR- - - -
Hs10835013 CAVCSDYASGYHYGVWSCEGCKAFFKRSIQGH-NDYI-CP----- ATNQCTIDKNR- - - -
Hs4503603 CAVCNDYASGYHYGVWSCEGCKAFFKRSIQGH-NDYM-CP- - - - - ATNQCTIDKNR- - - -
Hs21322252 CLICGDEASGCHYGALTCGSCKVFFKRAAEGK-QKYL-CA---- - SRNDCTIDKFR- - - -
HsM4557331 CLICGDEASGCHYGALTCGSCKVFFKRAAEGK-QKYL-CA---- - SRNDCTIDKFR- - - -
Hs4504133 CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQ -HNYL-CA- - - - - GRNDCIIDKIR----
Hs4505199 CLVCGDEASGCHYGVVTCGSCKVFFKRAVEGQ -HNYL-CA- - - - - GRNDCIIDKIR----
Hs4505767 CLICGDEASGCHYGVLTCGSCKVFFKRAMEGQ-HNYL-CA--- - - GRNDCIVDKIR- - - -
7301249 CAVCGDKALGYNFNAVTCESCKAFFRRNALA - - KKQFTCPFN- - - - - ONCDITVVT- - - -

CE18456 CRVCGDKAFSYNFNVITCESCKAFFRRNANK - -EKETRCPFN- - - - - EQCEINMVS- - - -



CE20746 CTVCSDRANGYNFGVLTCESCKAFFRRNASK - -HKEIKCPFS- - - - - DSCQITSAS- - - -

Hs11863132 CRVCGDKATGYHFNVMTCEGCKGFFRRAMKR - -NARLRCPFRK- - - -GACEITRKT- - - -
Hs11863134 CRVCGDKATGYHFNVMTCEGCKGFFRRAMKR - -NARLRCPFRK - - - -GACEITRKT- - - -
Hs14702164 CRVCGDKATGYHFNVMTCEGCKGFFRRAMKR - -NARLRCPFRK- - - -GACEITRKT- - - -
Hs4507883 CGVCGDRATGFHFNAMTCEGCKGFFRRSMKR - - KALFTCPFN- - - - - GDCRITKDN- - - -
Hs4826661 CVVCGDQATGYHFNALTCEGCKGFFRRTVSK- - SIGPTCPFA- - - - - GSCEVSKTQ- - - -
Hs10835123 CVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPSYSCKYE- - - - - GKCVIDKVT- - - -
Hs20127452 CVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYSCKYD- - - - - SCCVIDKIT- - - -
7302184 CLVCGDRASGYHYNALTCEGCKGFFRRSVTKS - -AVYCCKFG- - - - - RACEMDMYM- - - -
Hs4826980 CVVCGDRASGYHYNALTCEGCKGFFRRSITKN- - AVYKCKNG- - - - - GNCVMDMYM- - - -
Hs11321630 CRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGG- - - - - GTCQMDAFM- - - -
Hs14786961 CRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGG- - - - - GTCQMDAFM- - - -
Hs5031893 CSVCGDKASGFHYNVLSCEGCKGFFRRSVIKG- -AHYICHSG--- - - GHCPMDTYM- - - -
CE17475 CRVCDDSNGQPHYGTICCPSCKGFFRRVYMSD - -KKFECYR- - - - - GNMCVIQKGT - - - -
CE26822 CSICREPGDGFHFGAEACRACAAFFRRSVSQSK-TYLCQGN- - - - - - NDCDVTVN- - - - -
CE28079 CAICQESAEGFHFGAEACRACAAFFRRTVSNRK-TYSCQGN- - - - - - NDCDVTIN- - - - -
CE29473 CSICQESGDGFHFGAEACRACAAFFRRSISENK-LYTCSGN- - - - - - NDCDVTVN- - - - -
CE26532 CSICREDGDGYHFGAEACRACAAFFRRSVSLDK-TYLCRGN- - -- - - NDCEITAN- - - - -
CE06214 CAVCNEVGDGLHFGAEACRACTAFFRRSVALSK-KYECRAG------ RNCEVSSN- - - - -
CE22324 CSICGEVGNGVHFGAEACRACAAFFRRSVALNK-LYRCRGD---- - - GNCDILST- - - - -
CE27061 CSVCGEAGDGAHFGAEACRACAAFFRRSVALNK-AYVCRAM- - - - - - GTCVIQKN- - - - -
CE27770 CLICCEVADGHHFGAAACRACAAFFRRTVQLNK-VHDCPKN- - - - - - GQCFILSN- - - - -
CE06213 CAICGDVGDGHHFGLDACRACAAFFRRTVALGK-KFECRQQ------ GACKINTI-----
CE17496 CLICGDSADSLHFGALSCRACAAFFRRKVAGRRNIFR-RCD------ RQCKVDTG- - - - -
CE24323 CRVCGECADAVHFGALSCRACAAFFRRKVAAGKPLSSSRCS------ GSCKLENQV- - - -
CE16588 CKVCGDTGNGMHFGAFTCRACAAFFRRAASRKFLR-------------- KCENHLI- - - -
CE17011 CRICFEKGHGYHFGVFSCRACAAFFRRCHFLKENRRRCRLS - - - - - - KGKCGPNKN- - - -
CE17824 CEVCGDKTSGRHFGVMSCRACAAFFRRAATWNLEKRICPN-------- GTCHTSVN- - - -
CE16602 CKICCEPAHGVHFGVASCRACAAFFRRTTVLGKKYTCRQKN- - -- - - - EKCTTNNE- - - -
* ok s - * Kk kkok
7297444 ---RNQC------------------ RYCRLRKCFKAGMKKEAVQNERDRISCRRTSNDDP
7297445 ---RNQC------------------ RYCRLRKCFKAGMKKEAVQNERDRISCRRTSNDDP
Hs21361185 ---RNQC------------------ RYCRLKKCFRAGMKKEAVQONERDRISTRRSSYEDS
HsM4504443 ---RNQC------------------ RYCRLKKCFRAGMKKEAVQNERDRISTRRSSYEDS
Hs6631088 ---RNQC------------------ RYCRLRKCFRAGMKKEAVQNERDRISTRRSTFDGS
CE14120 ---RNAC------------------ RACRLQKCVKAGMKSNAIQNERDAIGKRKKTTGAE
CE16926 ---RNSC------------------ RKCRFDVCLRKGMRRDAVQTERDRIRPANPLSNGS
CE29071 ---RAVC------------------ RYCRFMKCISSGMRDDQVQSERDVIGKREKKDNMK
CE01542 ---RRKAC------------------ RACRYRKCLESGMSKEALQPRRDLIGCRRIRSRPS
CE12084 ---RCAC------------------ RYCRFQKCVQVGMKREAIQFERDPVGSPTSGASLN
CE28943 ---RCAC------------------ RYCRFQKCVQVGMKREAIQFERDPVGSPTSGASLN
CE21136 ---RNAC------------------ RYCRFQKCLADGMKPEAIQNERDRIGSTKRRKRSG
CE17474 ---RNSC------------------ RYCRFQRCIQAGMDPKAVRPDRDQTGKQKVPRIKK
CE28032 ---RNAC------------------ RYCRFRKCLLVGMNPDYVRPDREKSKKGKTVLSKK
CE28062 - - -RNSCRFFSNFLFLKNFLIPKTSRFCRFKKCIEVGMDPKAVRPDRDATGRHYQG- - - -
CE18798 ---RNVC------------------ RSCRFQKCLEVGMEPDAIRPDRDKTGRQKNPRRNT
CE00815 ---RCAC------------------ RHCRFEKCLQVGMDRNAIQQONRDPIGYTKRTRRYP
CE29114 ---RCAC------------------ RYCRFEKCLSVGMDRNALQQONRDPIGYTKRTRR - -
CE18808 ---RCAC------------------ RFCRFEKCLKVGMDKTSLQASRDPIGYTKRNKKTL
CE27766 ---RCAC------------------ RFCRFEKCIQVGMDKSALQASRDRIGYTKRTRKPK
CE28757 ---RCAC------------------ RHCRFNKCLLVGMDAKAIQNDRDRIGPTKKIKMSS
CE27727 ---RCAC------------------ RYCRLQKCLAVGMDKNSIQNDRDRIGYTKRKRRHD
CE28413 ---RCAC------------------ RYCRLQKCLAVGMDKN- - - - - CKFLVYFEI-----
CE28074 ---RCVC------------------ RSCRLKKCFDMGMDPKAIQHDRDKIRYTKALKKKR
CE17465 ---RCAC------------------ RACRFEKCVRVGMNPSAIQFPSSKN - HNEADDMDS

CEO6166 ---RCAC------------------ RACRLAKCYAVGMDKKAVQPKREVHTSNGSFDQND



CE09369
CE28893
CE27764
CE28894
CE20124
CE20125
CE27988
CE24934
CE27305
CE02111
Hs4506755
Hs5902068
Hs11415052
7290245
Hs4507673
Hs4507675
7296444
Hs14149746
Hs5032173
7299588
Hs22052265
Hs20070199
CE05957
7301986
CE18491
Hs4507537
7297033
Hs7657395
Hs7706515
CE28464
7303078
7298928
CE26181
CE16040
CE03323
CE24972
7296404
7303778
CE24775
Hs19743901
Hs4506577
Hs19743903
Hs19743905
Hs19743907
Hs19743909
CE26023
Hs13430848
Hs20336229
Hs20336231
Hs5453940
Hs7549811
Hs14916494
Hs4506419
Hs4506423
CE08543
Hs20070193
Hs4504343

---RNRC------------------ RACRLEKCFRAGMDASAIRNKRAKR -KSQPESPCT
---RNRC------------------ RACRLKRCLHVGMDANAVRSERTRKIKTEIDGDVK
---RNRC------------------ RACRLRKCFTVGMDARAVQSERDKHKKNPKDSNNE
---RNRC------------------ RACRFNKCVMVGMDARAVQSERE - IRPNETAKKPK
---RNAC------------------ RSCRLTRCLDVGMNPRAVQGDTVEDPEWDEEAMPE
---RNAC------------------ RSCRLTRCLDVGMNPRAVQGDTVEDPEWDEEAMPE
---RNAC------------------ RSCRLKECIKVGMNPRAVQGD - - IDTASTSSASPN
---RNVC------------------ RSCRLKKCFEVGMNPDSVQNER - DRNAKNGGMGGP
---RNVC------------------ RACRLKQCFVAGMNPRAVQSER - VEREQNGSPN-Q
---RCSC-----------------~- RHCRYKKCIIAGMDRGELSMERRRKRKKLNGLEGS
---RNRCQ------------------ YCRYQKCLAMGMKREAVQEERQRGKDRNENEVES
---RNRCQ------------------ YCRYQKCLVMGMKREAVQEERQRSRERAESEAEC
---RNRCQ------------------ YCRYQKCLATGMKREAVQEERQRGKDK - DGDGEG
---RNRCQ------------------ YCRYQKCLTCGMKREAVQEERQRGARNAAGRLSA
---RNRCQ------------------ YCRLORCIAFGMKQDSVQCERKPIEVSREKSSNC
---RNRCQ------------------ FCRLKKCLEMGMKMESVQSERKPFDVQREKPSNC
---RNRCQ------------------ FCRLQKCLASGMR - - TVQHERKPIVDRKEGIIAA
---RNQCQ------------------ YCRLKKCLKVGMRREAVQRGRMPPTQP - - - -THG
---RNQCQ------------------ YCRLKKCLKVGMRREAVQRGRMPPTQP - - - -NPG
---RNQCQ------------------ YCRLKKCLKMGMRREAVQRGRVPPTQPGLAGMHG
---RNQCQ------------------ YCRLKKCLKRFSEEECLQ----P--SP----IQA
---RNQCQ------------------ YCRLKKCFRVGMRKEAVQRGRIPHSLP---- - - G
---RNQCQ------------------ YCRLTKCIRMGMRKEGRRSNETQTAVSAVQRGRL
---RNQCR------------------ ACRLRKCFEVGMNKDAVQHERGPRNSTLRR- - -H
---RNQCR------------------ ACRLRKCLEIGMNKDAVQHERGPRNSSLRR- - -Q
---RNQCR------------------ ACRLKKCLEVNMNKDAVQHERGPRTSTIRK---0Q
---RNQCR------------------ ACRLAKCFQSAMNKDAVQHERGPRKPKLHP - - -Q
---RNQCQ------------------ ACRLKKCLQAGMNQDAVONERQPRSTAQVH- -LD
---RNQCQ------------------ ACRLKKCLQAGMNQDAVONERQPRSTAQVH- -LD
---RNQCQ------------------ ACRLKKCLNKGMNKDAVONERQPRNTATIRPALD
---RNQCQ------------------ ACRLKKCLQMGMNKDDDSIDVTNDNEEPHA- -VS
---RNWCP------------------ SCRFQRCLAVGMNAAAVQEERGPRNQQVALY - -R
---RNWCP------------------ ACRLAKCTRLKMNRLGPAFFSSTHGEKAKIW- -G
---RNRCK------------------ SCRIKKCFKKGMNKNAVQPERTSHSYTVEY - -VE
---RNRCQ------------------ YCRFKKCLDSGMSKDSVRQMKFRNAMR - - DDKSP
---RNRCQ------------------ YCRFKKCLDSGMSKDSVRQMKFRNAMR - - DDKSP
---RNRCQ------------------ YCRFKKCLSAGMSRDSVRYGRVPKRSRELNGAAA
---RNRCQ------------------ YCRLOQKCLKLGMSRDAVKFGRMSKKQREKVEDEV
---RNRCQ------------------ YCRLKKCIELGMSRDAVKFGRMSKKQREKVEDEV
---RNRCQ------------------ HCRLQKCLAVGMSRDAVKFGRMSKKQRDSLYAEV
---RNRCQ------------------ HCRLQKCLAVGMSRDAVKFGRMSKKQRDSLYAEV
---RNRCQ------------------ HCRLQKCLAVGMSRDAVKFGRMSKKQRDSLYAEV
---RNRCQ------------------ HCRLQKCLAVGMSRDAVKFGRMSKKQRDSLYAEV
---RNRCQ------------------ HCRLQKCLALGMSRDAVKFGRMSKKQRDSLYAEV
---RNRCQ------------------ HCRLQKCLALGMSRDAVKFGRMSKKQRDSLHAEV
---RNRCQ------------------ CCRLKKCLAVGMSRDAVRFGRVPKREKARMFEEM
---RNRCQ------------------ QCRFKKCLSVGMSRDAVRFGRIPKREKQRMLAEM
---RNKCQ------------------ YCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAET
---RNKCQ------------------ YCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAET
---RNKCQ------------------ YCRFQKCLALGMSHNAIRFGRMPEAEKRKLVAGL
---RNKCQ------------------ YCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAET
---RNRCQ------------------ YCRLOQKCFEVGMSKESVRNDRNKKKKETSKQECT
---RNRCQ------------------ YCRLOQKCFEVGMSKESVRNDRNKKKKEVPKPECS
---RNRCQ------------------ YCRLOQKCFEVGMSKEAVRNDRNKKKKEVKEEGSP
RGVRTRCQ------------------ ACRFAKCLAVGMNRDNVRVNKETDKDVKPSVASP
---RKRCP------------------ FCRFQKCLTVGMRLEAVRADRMRGGRN - - KFGPM

---RKRCP------------------ YCRFQKCLSVGMKLEAVRADRMRGGRN - - KFGPM



7293866
CE03191
7298773
Hs15451846
Hs15451850
Hs15451848
CE27779
Hs11276071
Hs5453822
7298701
Hs21361342
HsM4504441
CE24859
Hs22035687
HsM4758308
Hs14741342
Hs18860920
7295148
Hs22049513
Hs10835013
Hs4503603
Hs21322252
HsM4557331
Hs4504133
Hs4505199
Hs4505767
7301249
CE18456
CE20746
Hs11863132
Hs11863134
Hs14702164
Hs4507883
Hs4826661
Hs10835123
Hs20127452
7302184
Hs4826980
Hs11321630
Hs14786961
Hs5031893
CE17475
CE26822
CE28079
CE29473
CE26532
CE06214
CE22324
CE27061
CE27770
CE06213
CE17496
CE24323
CE16588
CE17011
CE17824
CE16602

---RKRCP------------------ YCRFQKCLEVGMKLEAVRADRMRGGRN - - KFGPM
---RKRCP------------------ SCRFQKCLTMGMKMEAVRADRMRGGRN - - KFGSF
---RKKCP------------------ ACRFEKCLQKGMKLEATIREDRTRGGRS - -TYQCS
---RNRCQ------------------ YCRLLKCLOMGMNRKAIREDGMPGGRN -KSIGPV
---RNRCQ------------------ YCRLLKCLOMGMNRKAIREDGMPGGRN - KSIGPV
---RNRCQ------------------ YCRLLKCLOMGMNRKTIREDGMPGGRN - KSIGPV
---RNRCQ------------------ SCRFRKCISKGMLTEAVREDRMPGGRNGNSIYSN
---RNRCQ------------------ YCRFQKCLSVGMVKEVVRTDSLKGRRG- -RLPSK
---RNRCQ------------------ YCRFQKCLAVGMVKEVVRTDSLKGRRG- -RLPSK
---RNRCQ------------------ FCRFQKCLVVGMVKEVVRTDSLKGRRG- -RLPSK
---RNRCQ------------------ FCRFQKCLAVGMVKEVVRTDSLKGRRG- -RLPSK
---RNRCQ------------------ FCRFQKCLAVGMVKEVVRTDSLKGRRG- -RLPSK
---RSRCQ------------------ YCRYQKCLEVGMVKEIVRHGSLSGRRG- -RLSSK
---RKSCQ------------------ ACRFMKCLKVGMLKEGVRLDRVRGGRQ - - KYKRR
---RKSCQ------------------ ACRFMKCLKVGMLKEGVRLDRVRGGROQ - - KYKRR
---RKSCQ------------------ ACRFMKCLKVGMLKEGVRLDRVRGGRQ - - KYKRR
---RKACQ------------------ ACRFTKCLRVGMLKEGVRLDRVRGGRQ - - KYKRR
---RKACQ------------------ ACRFQKCLLMGMLKEGVRLDRVRGGRQ - - KYRRN
---RKSCQ------------------ ACRFMKCLKVGMLKEELCCLIWQPPAT - -RGSRV
---RKSCQ------------------ ACRLRKCYEVGMVKCGSRRERCGYRLV - -RRQRS
---RKSCQ------------------ ACRLRKCYEVGMMKGGIRKDRRGGRML - - KHKRQ
---RRKNCP------------------ SCRLRKCYEAGMTLGARKLKKLGNLKL - - QEEGE
---RKNCP------------------ SCRLRKCYEAGMTLGARKLKKLGNLKL - - QEEGE
---RKNCP------------------ ACRYRKCLQAGMNLEARKTKK - -KIKG- -IQQAT
---RRKNCP------------------ ACRLQKCLQAGMNLGARKSKKLGKLKG- - THEEQ
---RRKNCP------------------ ACRLRKCCQAGMVLGGRKFKKFNKVRV - -VR - AL
---RRFCQ------------------ KCRLRKCLDIGMKSENIMSEEDKL - IKRRKIETN
---RRFCQ------------------ RCRLTKCFAVSLAEKSHRLEELFVGMKKEWIMSE
---RKFCQ------------------ ACRLNKCFAVGMNSEWLNDLKPKSSIVSGKFKRK
---RRQCQ------------------ ACRLRKCLESGMKKEMIMSDEAVE - ERRALTIKRK
---RRQCQ------------------ ACRLRKCLESGMKKEMIMSDEAVE - ERRALTIKRK
---RRQCQ------------------ ACRLRKCLESGMKKEMIMSDEAVE - ERRALTIKRK
---RRHCQ------------------ ACRLKRCVDIGMMKEFILTDEEVQ-RKREMILKR
---RRHCP------------------ ACRLQKCLDAGMRKDMILSAEALA - LRRAKQAQR
---RNQCQ------------------ ECRFKKCIYVGMATDLVLDDSKRL - AKRKLIEEN
---RNQCQ------------------ LCRFKKCIAVGMAMDLVLDDSKRV - AKRKLIEQN
---RRKCQ------------------ ECRLKKCLAVGMRPECVVPENQCAMKRREKKAQK
---RRKCQ------------------ ECRLRKCKEMGMLAECLLTEIQCKSKRLRKNVKQ
---RRKCQ------------------ QCRLRKCKEAGMREQCVLSEEQIRKKKIRKQQQQ
---RRKCQ------------------ QCRLRKCKEAGMREQCVLSEEQIRKKKIRKQQQ -
---RRKCQ------------------ ECRLRKCRQAGMREECVLSEEQIRLKKLKRQEEE
---RNICR------------------ ACRYKKCLQVGMNVKGSTTRHNLRINIYVQTSAE
--IRCMCR------------------ ACRYVKCIEVGMNPVGVQQKP -RLPKNRKEVSID
--IRCMCR------------------ ACRYIKCIEVGMNPAGVQQRL -PPSKTLVEVSMD
--IRCMCR------------------ ACRLTKCIEVGMNPVGVRQKPGSFRKSKELISPS
--IRCMCR------------------ SCRFAKCLEVGMNPAGVQQORRDTIGK- -REIKPD
--IRCMCR------------------ SCRYDKCIEVGMNPECVQNRR - ENDTPKADLQFD
--IRCMCR------------------ ACRFAKCMAVGMKREAVQKYRDAYGK- -RGSDVE
--VRCMCR------------------ ACRFTKCIAVGMRKSAVQRHRELFAS- -QETSSE
--VRNMCR------------------ ACRYEKCLEVGMQRSSVQQKRDQLGR - - -RDGLP
--IRSICK------------------ SCRLNKCLNLGMKRSCVQPRRDKPQKEEKLILPS
--MRKLCA------------------ SCRYDKCLKVGMRESAVLSRLAKKNQONYKKSIVG
--LRRLCA------------------ KCRYEKCVQVGMRTSAVLSRLAVKSEPEFESLLD
--FALKCK------------------ NCRLOQRCYEAGMSSENFQFCRDLIGAKGAIPKLK
--GKWFCK------------------ TCRLERCFRLGMTPSNIQYDRDAY - - KSSVKKIK
--GKFNCK------------------ QCRLKKCLDVGMDTRSESKVQCLKITIRLISGFQ

--DRFNCR------------------ YCRYQKCLSNGMTPESTDVKYNYDAAVHYNKKPS



7297444 DPGNGLSVISLVKA----------

7297445 DPGNGLSVISLVKA----------
Hs21361185 - - -SLPSINALLQAEVL-------
HsM4504443 - - -SLPSINALLQAEVL-------
Hs6631088 - - -NIPSINTLAQAEVR- - -----
CE14120 - - -KEDLIDQLVAAETL- - - - - - -
CE16926 - - -NGGIVPDDPLLDTL- - - - - - -
CE29071 TYCQDPTPRTSPEL----------
CE01542 - - -CSTSTPTPPRPQVE- - - - - - -
CE12084 - -GTPFKKDRSPGYEN-- - - - - - -
CE28943 - -GTPFKKDRSPGYEN----- - - -
CE21136 - - ANSENNSDSEGTPS--------
CE17474 K-QIDEELLNHMMRL- - - - - - - - -
CE28032 K-SVSRSLSYRLAD----------
CE28062 e e e e e e e e e e e e oo oo
CE18798 EGSIKKVSVGSILG----------
CE00815 PIKKVEASDECSPA----------
CE29114 PKKELKTTSDCSSDEG----- - - -
CE18808 RHPMNELSGDESNS----------
CE27766 TKDVSFSSSSEMSP----------
CE28757 GSDDEQATTPHRLQ- - --------
CE27727 DNDMEGGVHHSEHI - -------- -
CE28413 - cMEQGS-- - mmmmm -
CE28074 EEEKREEMHTMLID- ---------
CE17465 CDEDSNIQDDKSLAL---------
CE06166 PDYDLRLGGTRTSP----------
CE09369 EEIENRALSWQTEAT - --------
CE28893 LEIKEEPADSEDAD----------
CE27764 GSTSPQYPTASTPI----------
CE28894 GSLKGKRSSLQTSNS---------
CE20124 TLSISTQTDALKVK----------
CE20125 TLSISTQTDALKVK----------
CE27988 LVSVEMHPYTKEVECQ- - --- - - -
CE24934 MSSPTQSSLCKELTI---------
CE27305 IEEDDYKDLSSPDTCS--------
CE02111 EESWETEDALINLL----------
Hs4506755 TSSANEDMP - VERIL---------
Hs5902068 ATSGHEDMP -VERIL---------
Hs11415052 AGGAPEEMP -VDRILE--------
7290245 SGGGSSGPGSVGEGS----------
Hs4507673 AASTEKIYIRKDLR----------
Hs4507675 AASTEKIYIRKDLR----------
7296444 AGSSSTSGGGNGSSTY--------
Hs14149746 QFALTNGDPLNCHSYLSG- - - - - -
Hs5032173 QYALTNGDPLNGHCYLSG- - - - - -
7299588 QYQIANGDPMG- - - -IAG--- - - -
Hs22052265 STHSPTGTPSNGHCYLSGYISLLL
Hs20070199 AVAASSGSPPG- - SALAAVASG- -
CE05957 PVTMPSLFPPN- -MFL----- - - -
7301986 MAMYKDAMMGAGEMP - - - - - - - - -
CE18491 OMMFDHGSSPNS------------
Hs4507537 VALYFRGHKEENGAA-------- -
7297033 LHHHHHHAAAAAA-----------
Hs7657395 SMESNTESRPESLVA---------

Hs7706515 SMESNTESRPESLVA- - ----- - -



CE28464
7303078
7298928
CE26181
CE16040
CE03323
CE24972
7296404
7303778
CE24775
Hs19743901
Hs4506577
Hs19743903
Hs19743905
Hs19743907
Hs19743909
CE26023
Hs13430848
Hs20336229
Hs20336231
Hs5453940
Hs7549811
Hs14916494
Hs4506419
Hs4506423
CE08543
Hs20070193
Hs4504343
7293866
CE03191
7298773
Hs15451846
Hs15451850
Hs15451848
CE27779
Hs11276071
Hs5453822
7298701
Hs21361342
HsM4504441
CE24859
Hs22035687
HsM4758308
Hs14741342
Hs18860920
7295148
Hs22049513
Hs10835013
Hs4503603
Hs21322252
HsM4557331
Hs4504133
Hs4505199
Hs4505767
7301249
CE18456
CE20746

-MDPQNFFR-EYAGA---------
RSDSS-FIMPQFMSPN--------
TGRRQAPPSQAAPSP---------
PTNIRPPTSYGFRAP---------
LPSFREYSKGLLPTH---------
DSVFVPEISTLERQEE--------
DSVFVPEISTLERQEE--------
SSAAAGAPASLNVD----------
RFHRAQMRAQSDAA----------
RMHKELAANGLGYQ----------
QKHRMQQQQRDHQQ - - --------
QKHRMQQQQRDHQQ- - --------
QKHRMQQQQRDHQQ----------
QKHRMQQQQRDHQQ - ---------
QKHQORLOEQRQQQ - - - -------
QKQLOQRQQQQQEP - ---------

QKTNVQSQRDQTIA

QSAMNLAN-NQLSS----------
SS-DIDQLNPESADLR--------
SS-DIDQLNPESADLR--------
TANEGSQYNPQVADL - - - - -~ - - -
LTCEHDIEDSETADL - --------
ESYEMTAELDDLTE----------
ESYTLTPEVGELIE----------
DSYELSPQLEELIT----------

NFEMTSQ- - - - - -

YKRD - - RALKQQKKAQIR- - - - - -
YKRD- - RALKQQKKALIR- - - - - -
YKRD- - RARKLQVMRQRQ- - - - - -
YKKD - - RAHRMQRNAMRV - - - - - -
YTLP - -NSMLSPLLSPDQ- - - - - -
QISE- -EEIERIMSGQE- - - - - - -
QISE- -EETERIMSGQE- - - - - - -
QISE- -EETERIMSGQE- - - - - - -
YKQR- -RSIIRKTKDY--- - - - - -
PKSPLQQEPSQPSPPS--------
PKSP- -QEPSPPSPPVSL- - - - - -
PKSP- - -QESPPSPPISLI--- - -
PKQP - - PDASPANLLTSL- - - - - -
PKQP - - PDASPANLLTSL- - - - - -
TKLA- -RSEDQPSPPLPL- - - - - -
LDSESSPYLSLQISPP--------
LDSENSPYLSLQISPP--------
IDAENSPYLNPQLVQP- - - - - - - -
PEVDPLPFPGPFPAGP- - - - - - - -
PVSNSYQTMQLLYQSN- - - - - - - -

LVQTEVC- - - - - -

ADEQLHCAGKAKRSGG--------
RDDG - EGRGEVGSAGDM- - - - - - -
AS-STTSPTEETTQKLT - - - - - - -
AS-STTSPTEETTQKLT - - - - - - -
TGVSQETSENPGNKTIVP- - - - - -
P--QQQQPPPPPPPPQSP- - - - - -
DAVALPQPVGVPNESQA- - - - - - -
RAKRRLMENGTDACD- - - - - - - - -
EARLEKKQRVEENR- - - - - - - - - -
KPDMKNNLKVEVDD- - - - - - - - - -



Hs11863132
Hs11863134
Hs14702164
Hs4507883
Hs4826661
Hs10835123
Hs20127452
7302184
Hs4826980
Hs11321630
Hs14786961
Hs5031893
CE17475
CE26822
CE28079
CE29473
CE26532
CE06214
CE22324
CE27061
CE27770
CE06213
CE17496
CE24323
CE16588
CE17011
CE17824
CE16602

KSERTGTQPLGVQG----------
KSERTGTQPLGVQG----------
KSERTGTQPLGVQG----------
KEEEALKDSLRPKLS---------
RAQQTPVQLSKEQEE---------
REKRRREELQKSI-----------
RERRRKEEMIRSL-----------
EKDKMTTSPSSQHG----------
HADQTVNEDSEGRD----------
ESQSQSQSPVGP------------
ESQSQSQSPVGPQ-----------
QAHATSLPPRRSSP----------
KRQTKRRMITQKGT----------
LLSSPRTSNSLMLEL - --------
L---PTVSNPSILSFPSP------
SSNHDEFSRMPILS----------
STDLMQLLGSVGDGYP--------
TSKTEIRRPIPNFNI---------
SPGSSSVS- - LPNQGDGF - - - - - -
SSSNPRISPTLSWPMD- - - - - - - -
TNREEPVLDTMRRAYEK- - - - - - -
MNVSPADIEVSCIE----------
SPD-AYEPSTSTSDS---------
QIKLAYERLQMA- - ----------
VPKSFEQTVGRPYFVLQCDP- - - -
DSAENITEPKRDAT----------
TDRDLISCSAISQS----------
PKMKIDAHEPPSD-----------



