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Supplemental Figure 2 (continued)
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Figure S2. Alignment of TOM-1 to human and rat Tomosyn. Sequences of human and mouse

tomosyn were downloaded from Ensembl (www.ensembl.org/), accession numbers

ENSP00000179882 and ENSRNOP00000018806 respectively. The multiple sequence alignment

was performed using T-Coffee (http://www.ch.embnet.org/software/TCoffee.html). Alignment

output was produced using GeneDoc (www.psc.edu/biomed/genedoc).
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