Nit1C ORF 3
COG2516: Biotin synthase-related enzyme
PF04055 Radical SAM superfamily

Burkholderia fungorum 22985082

Klebsiella pneumoniae 38016629
Synechocystis sp. PCC 6803 16331917
Synechococcus sp. WH 8102 33865958

98

Photorhabdus luminescens 37525197
Sulfolobus tokodaii 15921457

_55|— Rhodopseudomonas palustris 22964544

Photorhabdus luminescens 37524927
Methanosarcina acetivorans str. C2A 20089328

100
Methanosarcina mazei Goe1 21227728

Methanosarcina barkeri 23052475

| |
50

Ln Likelihood = -7127.8

Nit1C ORF 5
COG2144, PF00586 (AIRS)
AIR synthase , selenophosphate synthase

Burkholderia fungorum 22985080
Synechocystis sp. PCC 6803 16331915
Klebsiella pneumoniae 38016631
Synechococcus sp. WH 8102 33865956
Photorhabdus luminescens 37525195
Methanothermobacter thermautotrophicus 15679852
Methanococcus jannaschii 15668821
Methanosarcina acetivorans str. C2A 20092984
Methanosarcina mazei Goe121226863
I_ Methanothermobacter thermautotrophicus 15679395
Nostoc sp. PCC 7120 17232553
Geobacter metallireducens 23055955
Magnetococcus sp. MC-1 22999148
Vibrio vulnificus CMCP6 27363792
Buchnera aphidicola str. APS 15617058
Neisseria meningitidis Z2491 15794978
Burkholderia fungorum 22986013
Ralstonia metallidurans 22979742
Ralstonia solanacearum 17547487
Methanopyrus kandleri 20093935
Archaeoglobus fulgidus 11499524
Thermoplasma acidophilum 16082093
Pyrococcus abyssi 14521941
Streptomyces avermitilis 29830681

100

Prochlorococcus marinus 33860563
Mesorhizobium loti 13470370
Agrobacterium tumefaciens 15889151
Brucella suis 23501724

e |
50

Ln Likelihood = -9914.1

Nit1C ORF 4
COG0454: Histone acetyltransferase HPA2 and related
PF00583 Acetyltransferase (GNAT) family

Synechocystis sp. PCC 6803 16331916
Synechococcus sp. WH 8102 33865957

100 Burkholderia fungorum 22985081

Klebsiella pneumoniae 38639532
Photorhabdus luminescens 37525196
Rhodobacter sphaeroides 22958236
Enterococcus faecalis 15644467
Thermotoga maritima 29375295

79

—
20
Ln Likelihood = -2200.884

Nit1C ORF 7
COG 2072, PF00070
pyridine nucleotide-disulphide oxidoreductase

Burkholderia fungorum 22985077

100 Synechocystis sp. PCC 6803 16331920
Klebsiella pneumoniae 38016633
Synechococcus sp. WH 8102 33865961
Bordetella pertussis 33591851

Pseudomonas putida 26990285
79 Pseudomonas aeruginosa 15600586

Burkholderia fungorum 22984157
Pseudomonas fluorescens 23062537
82 Bacillus subtilis 16079717

99 Bacillus halodurans 15616239

100

100

Bacillus anthracis 21401382
Bacillus cereus 30021550
Thermobifida fusca 23017007
Streptomyces coelicolor 21225130

Streptomyces coelicolor 21222110
Corynebacterium glutamicum 23308851
Pseudomonas putida 26988653

Thermosynechococcus elongatus 22299226

Nitrosomonas europaea 30249893
_:treptomyces coelicolor 21222805
Mesorhizobium loti 13476572
Arabidopsis thaliana 15240026
Oryza sativa 6979339

Ln Likelihood = -5294.59

Photorhabddus luminescens 37525193



