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Figure 7. A.  Genetic mapping of lufenuron resistance in the NB16 strain using markers

spanning chromosome III. NB16 is crossed to ru h st ry e and the F1 males test-crossed to

ru h st ry e females and reared in the presence or absence of lufenuron. The percentage of

flies emerging with each marker is shown, with physical location of markers shown. Low

numbers of lufenuron resistant flies emerging carrying the e marker indicates that the

lufenuron resistance maps in this region. B. Further genetic mapping using the red e

strain.  A higher proportion of lufenuron resistant recombinants carry the red marker than

the e marker, indicating that the lufenuron resistance locus maps closer to e than red.


