
 

 

Supplementary Fig. 1. Structures of the MYG chromophores 

A. Orthogonal views of the MYG chromophores from the four asFP595 crystal structures 

(asFP595 (not irradiated), asFP595-A143S (not irradiated), asFP595-A143Sh*ν, asFP595-

S158V (not irradiated)) after least-squares superpositioning of all Cα atoms of the protein 

molecules. Atoms are color-coded by atom type (carbon wt – cyan, carbon A143S – salmon, 

carbon S158V – beige, oxygen – red, nitrogen – blue). 

B. Difference Fourier maps generated with phases calculated from the final model of the 

asFP595 (not irradiated) structure and with structure factor differences F(A143S)-F(wt) (left 

panel, contoured at 2.5σ), F(A143Sh*ν)-F(wt) (middle panel, contoured at 3σ) and 

F(A143Sh*ν)-F(A143S) (right panel, contoured at 3σ). The depicted chromophores of the cis- 

and trans-conformantion are intended to aid orientation. The maps show positive differences 

for features, which are present at a higher level in A143S compared to asFP595 (not 

irradiated), (left), in A143Sh*ν compared to asFP595 (not irradiated), and in A143Sh*ν 

compared to A143S (right). These data show the increasing fractions of the chromophores, 
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