Supplementary Table 1. Cloning verification of miRNA and candidate miRNA families in rice

Family Os-loci miRNA Cloned Sequence: 5°-3°(Cloned Times) Satisfied Criteria*

Newly identified families

OsMIR528 1 OsmiR528 UGGAAGGGGCAUGCAGAGGAG(1) A+B+C
OsMIR529 2 OsmiR529a,b CUGUACCCUcCUcCUcCuUucuuUC(1) A+B+C
OsMIR530 1 OsmiR530 AGGUGCAGAGGCAGAUGCAAC(2) A+B+C
Candidate 1 3 UCCAUUGUCGUCUAGUCCGG(3) B+C
Candidate 2 1 ACCGAAGAAGCCUGUGCUCAA(1) B+C
Candidate 3 11 CACCCUAUCGAACAACCGUGG(1) B+C
Candidate 4 1 GGCCGGAUGGUGAGCUUGAUGG(1) B+C
Candidate 5 3 AUGUAACUACAAUGUAACUAC(1) B+C
Candidate 6 2 UACUAUGGCCUACAUGUCAGUGA(1) B+C
Candidate 7 2 UGGUGUGAACUAAACAGGGCCUAA(1) B+C
Candidate 8 6 AACUUGUGUCACUGACAUGUGGAC(1) B+C
Candidate 9 1 UAGAGGUAGAAUUGAUCUCC(4) B+C

Previous predicted and identified families

OsMIR156'2 12 OsmiR156a-j UGACAGAAGAGAGUGAGCAC(1) A+B+C+D
OsMIR166'2 12 OsmiR166a-f UCGGACCAGGCUUCAUUCCCC(1) A+B+C+D
OsMIR167%2 10 OsmiR167a,b,c  UGAAGCUGCCAGCAUGAUCUA(1) A+B+C+D

OsmiR167d-h,j UGAAGCUGCCAGCAUGAUCUGA(1)

OsMIR168? 2 OsmiR168a UCGCUUGGUGCAGAUCGGGAC(25) A+B+C+D
OsmiR168* CCCGCCUUGCACCAAGUGAAU(2)
OsMIR171%23 7 OsmiR171a-f UGAUUGAGCCGUGCCAAUAUC(2) B+C+D
OsMIR319? 3 OsmiR319a,b UUGGACUGAAGGGUGCUCCC(1) A+B+C+D
OsMIR393%3 1 OsmiR393 UCCAAAGGGAUCGCAUUGAUC(2) B+C+D
OsMIR396> 5 OsmiR396d,e UCCACAGGCUUUCUUGAACUG(2) A+B+C+D
OsMIR397% 2 OsmiR397a,b UUGAGUGCAGCGUUGAUGAAC(1) B+C+D
Notes:

1:Reinhart et al., 2002; 2: Jones-Rhoades and Bartel, 2004; 3: Sunkar and Zhu ,2004; 4. Ambros et al., 2003.

Satisfied Criteria are as following:

A. Detection of a distinct ~22-nt RNA transcript by Northern blot.

B. Identification of the ~22-nt sequence in a size-fractionated cDNAs library.

C. Prediction of a potential fold-back precursor structure that contains the ~22-nt miRNA sequence within one arm of the
hairpin.

D. Phylogenetic conservation between species.

E. Detection of increased precursor accumulation in organisms with reduced Dicer function.



Supplementary table 2. Predicted targets of cloned OsmiRNAs

miRNA Gene Target Proteins Target Genes(Mismatches Between miRNA and Target Gene)

OsMIR156 (SBP)-like Proteins AK109469(1), AK107191(1), AKO73179(1), AK068749(1),
AK068702(1), AK063561(1),AK062581(1),

OsMIR166 Hox Proteins AK103284(4), AK102603(4), AK102378(4), AK102183(4)

OsMIR167 OsARF Proteins AK110044(4), AK100167(3), AKO71455(3), AB071298(3),
AK121703(4), AK103280(4), AKO70569(4)

OsMIR168 ARGONAUTE Proteins AK111996(1), AK111587(1), AK120815(4)

OsMIR168* Putative Transposase AK100608(4)

OsMIR171 Scl Proteins AK106868(0), AK101035(0), AK100757(0), AKO72900(0),
AK106239(2)

OsMIR319 Unknown Unknown

OsMIR393 Transport Inhibitor Response 1 (TIR1) AK121600(3), AK072338 (3),

OsMIR396 Growth-Regulating Factors AK108170(2), AK103508(2), AK063983(2), AK058659(2),

OsMIR397 Putative Laccase AK068047(2), AK071929(1)

OsMIR528 Unknown Unknown

OsMIR529 Unknown XM_465610(4)

OsMIR530 Unknown Unknown




Supplementary table 3. Cloned miRNAs and their Precursor genes.

miRNA gene Precursor gene

OsMIR156  AK110797(156¢), AK073452(156d), AK103769(156h)
OsMIR166  Unknown

OsMIR167  AKO067588(167h), AK067077(167h)

OsMIR168  AKO065610(168a), AK063802(168a), AK111553(168b)
OsMIR171  Unknown

OsMIR319  AK064418(319a)

OsMIR393  Unknown

OsMIR396  AK120940(396d), AK066292(396¢)

OsMIR397  AK109752(397b)

OsMIR528  AK099390, AK073820, AK063857

OsMIR529  Unknown

OsMIR530  Unknown




Supplementary Figure 1. Predicted fold-back structures of the putative miRNA precursors from
rice (see Supplementary Table 1).
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