SUPPLEMENTARY MATERIAL

Figure 1. Deduced amino acid alignment of the pol sequences obtained from the known
transmission chain. Numbering according to HXB2 protease (PRO) and reverse
transcriptase (RT) is shown above the alignment. The consensus sequence shows the
most common amino acid in these sequences. Synonymous polymorphisms are indicated
in blue. Allelic mixtures of synonymous and non-synonymous mutations are indicated
with green and red respectively. The positions associated with drug resistance, removed

to obtain a fully compatible tree, are indicated with a “*” below the alignment.

Figure 2. Phylogenetic tree reconstructed based on a 591 basepair region in the RT gene.
In addition to the sequences retrieved from Genbank and from a local database, this data
set also includes additional strains obtained from the HIV Drug Resistance Database

(http://hivdb.stanford.edu/). The sequences were retrieved based on the subtype C

criterion and the presence of the T215Y mutation. This resulted in 52 additional
sequences having drug resistance mutations on the following positions with decreasing
frequency: 215 (100%), 41 (69%), 67 (48%), 184 (44%), 210 (31%), 118 (23%), 70
(19%), 219 (15%), 44 (15%), 69 (10%), 74 (6%), 62 (2%), 65(2%), 116(2%), 151(2%).
Tree inference and bootstrapping was performed using PhyML (1). The transmission
cluster is indicated with a shaded box in the tree. Bootstrap values (> 50%) are shown for
the known transmission history.

1. Guindon, S., and O. Gascuel. 2003. A simple, fast, and accurate algorithm to
estimate large phylogenies by maximum likelihood. Syst. Biol. 52:696-704.



PRO

RT
consensus
AQOpop
A96pop
B90pop
B96pop
CO02pop
C94pop
C99pop
DOlpop
D99%pop
D02pop
EOlpop
F02pop
GO02pop
H98pop
I99pop320
I99pop506

RT
consensus
AQOpop
A96pop
B90pop
B96pop
CO02pop
C94pop
C99pop
DOlpop
D99%pop
D02pop
EOlpop
F02pop
GO02pop
H98pop
I99pop320
I99pop506

consensus
AQOpop
A96pop
B90pop
B96pop
CO02pop
C94pop
C99pop
DOlpop
D99%pop
D02pop
EOlpop
F02pop
GO02pop
H98pop
I99pop320
I99pop506

1 11 21 31 41 51 61 71 81 91
1 11 21
POQITLWQRPL VTIKVGGQIK EALLDTGADD TVLEELNLPG KWKPKMIGGI GGFIKVRQYD QIVIEICGKK AIGSVLVGPT PVNIIGRNML TQLGCTLNEF PISPIETVPV KLKPGMDGPK VKQWPLTEEK

31 41 51 61 71 81 91 101 111 121 131 141 151
IKALTAICEE MEKEGKITKI GPENPYNTPV FAIKKKDSTK WRKLVDFREL NKRTQDFWEV QLGIPHPAGL KKKKSVTVLD VGDAYFSVPL DESFRKYTAF TIPSINNETP GIRYQYNVLP QGWKGSPAIF
..... E...@ L..D...S..

* *

161 171 181 191 201 211 221 231 241 251
QSSMTKILEP FRTKNPDIVI YQYMDDLYVG SDLEIGQHRA KIEELREHLL KWGFTTPDKK HQKEPPFLWM GYELHPDKWT VQPINLPEKE SWTVNDI
.......... oo oove oo . LB LUK.LLLYLW
.......... ..0.. NP K.....

I..... ¢
............... | [ o B
................ N e e e
................ Nt e e e
................ Nt i e e
.......... S P |
................ Nt e e e
................ Nl e s
...... [ | G N
..... R. TN K..A..
..... R. o P K..A..
.......... S0 Ve e e
.......... ..Q..E A PR
.......... ..Q0..E Ve e




AY010469
AR0070
AF286223
P99557
AF361879
P99238
AF443082
AR01099
AF443095
AF110975
AF443098
AF110978
AF110976
AF443094
— 1L AF110972
AF286231
r AY901378
AF443112
AY043175
— AY043174
AF443113
L———— AF443085 AF443076
— ] P99319
1 P99137
AF443084
AR02085
_| i AJ419450
AF286232
L—— AF067158
— AF110961
1 AF110960
| AF286224
; AF361871
AF286234
AY677507
AY677591
; AY901780
AY589912
AY677552
— AY901324
AY589872
AY589889
|| AY901328
; AY901348
| AY901711
AY677565
AY677543
1 AYOTTE83  vo01331
— I AY901400
AY677534
I AY901391
AY589915
AY589892
_|_| AY901715
; AY901716
AY589896
I AY090853
- Avseg913 02
AF286235
AF286225
—1 ; AF443096
AY677545
I AJ287005
P99454
L [ AY901760
AY901785
AR01017
ARO1016 ooy
——— P00001
| AF443103
AF443074
r AY677533
AY901330
AY901338
AY901718 AY677581
199pop506
100! 199pop320
— B90po
PoR, H98pop co4
0|
6 66 | 95 | ? p| D02pop
88| D99pop
I— I DO01pop
59 C99pop
EO1pop
74 CO02pop
B96pop 100
: GO02pop
F02pop
AF443087
—|_| AR0039
I AY090849
1 r AF110965
AF110964
AF110966
AF110962
S P00302
AR00002
' AR00001
: AY090857
AR00115
AF388102
AY901360
— I AY901757
AY901359
AY901355
AY901765
AY901748
I AY901356
AY901745
AJ287041
AY677512
AY901763
I AY901773
1 I AY010480
AY901354
|—|_| AY901779
AY901353

0.01



