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Table 2. Characteristics of analyzed protein structures

PDB Protein N  Cofactors T,K Res,A Rfactor
1rRB9  Rubredoxin 52 Fe 293 0.92 0.073
2FrDN  Ferredoxin 55  2XFesSy 100 0.94 0.100
2KNT  Kunitz-type domain C5 58 - 291 1.20 0.149
21GD Protein G Iggdomainlll 61 — 300 1.10 0.097
128  Spectrin a chain 62 - 100 112 0.148
1F94  Bucandin 63 — 100 0.97 0.123
1HG7  Typelll antifreeze 66 — 110 1.15 0.120

protein
1c9o  Cold-shock protein 66 — 100 117 0.125
1c75  Cytochrome c553 71  Heme 100 0.97 0.116
1cc8  Metallochaperone Atx1 72 Hg 95 1.02 0.141
180y  Hipip 85 FeS, 100 0.93 0.155
1cty  Cytochrome c6 89 Heme 293 1.10 0.140
1c5e A phage head protein D 9% - 100 1.10 0.098
1IRGE  Guanyloribonuclease 9% 2GP 293 115 0.109
1PsR  Psoriasin 100 - 100 1.05 0.109
1HG  trprepressor 101 trp 287 1.30 0.127
2pvB  Parvalbumin 107 2xCa 100 0.91 0.110
1oy5  Ribonuclease A 124 - 100 0.87 0.101
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PDB, Protein Data Bank identification code; N, number of residues; Res., resolution.
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