WebLogo consensus of ERV dUTPase™

RetroTector motifs are indicated over the consensus
(Alignment including 385 RetroTector predicted possible dUTPases.)
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WebLogo consensus of ERV C-terminal Pro G-patch domain

(alignment including 78 RetroTector predicted possible G-patches)
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WebLogo consensus of ERV C-terminal Pol IN GPY/F domain
(alignment including 560 RetroTector predicted possible GPY/F motifs)
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