
A. wt/mt+ (CC125), vegetative cells, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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Average number of m5C: 1.5
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Total number of m5C: 21
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B. wt/mt+ (CC125), gametes, A strand

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT

TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800

GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA
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Total

:  56 (36.8 %)
:  42 (27.6 %)
:  54 (35.6 %)
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m5C numbers

Average number of m5C: 6.1



C. wt/mt- (CC124), vegetative cells, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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D. wt/mt- (CC124), gametes, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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E. me-1/mt+ (CC1154), vegetative cells, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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F. me-1/mt+ (CC1154), gametes, A strand

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT

TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800

GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

1
2
3
4
5
6
7
8
9

10
11
12
13
14
15
16
17
18
19
20
21
22
23

1
2
3
4
5
6
7
8
9

10
11
12
13
14
15
16
17
18
19
20
21
22
23

ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA
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Others
Total

: 139 (38.4 %)
:   51 (14.1 %)
: 172 (47.5 %)
: 362 

m5C numbers

Average number of m5C: 15.7
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G. me-1/mt- (CC1155), vegetative cells, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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H. me-1/mt- (CC1155), gametes, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT

        10         20         30         40         50         60         70         80         90        100

1
2
3
4
5
6
7
8
9

10

1
2
3
4
5
6
7
8
9

10

1
2
3
4
5
6
7
8
9

10

1
2
3
4
5
6
7
8
9

10

ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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I. mat-1/mt- (CC1312), vegetative cells, A strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT

Start

(  4)
(  1)
(  0)
(  1)
(  2)
(  2)
(  0)
(  3)
(  0)
(  3)
(  4)
(  1)
(  1)
(  2) Total number of m5C:  24

Average number of m5C: 1.7

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14

1
2
3
4
5
6
7
8
9

10
11
12
13
14



J. mat-1/mt- (CC1312), gametes, A strand

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT

Start

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT
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CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

CpG
CpNpG
Others
Total

:   68 (33.7 %)
:   47 (23.3 %)
:   87 (43.0 %)
: 202 

m5C numbers

Average number of m5C: 6.7
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ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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Average number of m5C: 1.2

Total number of m5C: 18

K. wt/mt+ (CC125), vegetative cells, B strand



L. wt/mt+ (CC125), gametes, B strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

CpG
CpNpG
Others
Total

:   57 (43.8 %)
:   37 (28.5 %)
:   36 (27.7 %)
: 130 

m5C numbers

Average number of m5C: 5.7
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ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA

AGAGATACTG ATATTTTAGC TGCATTCCGT ATGACTCCAC AACTAGGTGT TCCACCTGAA GAATGTGGTG CTGCTGTAGC TGCTGAATCT TCAACAGGTA   500
TCTCTATGAC TATAAAATCG ACGTAAGGCA TACTGAGGTG TTGATCCACA AGGTGGACTT CTTACACCAC GACGACATCG ACGACTTAGA AGTTGTCCAT

CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA

TATATAAACA CTGCCTCTAA TAAAGTCTAC TATATTGGAG AGGAGTGAAC AGTGGCCTCG CTTATCCCCC GACAGGAATA TACATGGTTT TAGTAAGTAA   100
ATATATTTGT GACGGAGATT ATTTCAGATG ATATAACCTC TCCTCACTTG TCACCGGAGC GAATAGGGGG CTGTCCTTAT ATGTACCAAA ATCATTCATT
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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Average number of m5C: 1.6

Total number of m5C: 19

M. me-1/mt+ (CC1154), vegetative cells, B strand
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N. me-1/mt+ (CC1154), gametes, B strand

ACTGCGTAAG ACGACCGACA TATACCTAAA GGCCCTTTCT ATGCTCGACT GATAAGACAA GTACATAAAT TTGCTAGTTT ACATTATTTT TTATTTCTAA   200
TGACGCATTC TGCTGGCTGT ATATGGATTT CCGGGAAAGA TACGAGCTGA CTATTCTGTT CATGTATTTA AACGATCAAA TGTAATAAAA AATAAAGATT

ATATATAATA TATTTAAATG TATTTAAAAT TTTTCAACAA TTTTTAAATT ATATTTCCGG ACAGATTATT TTAGGATCGT CAAAAGAAGT TACATTTATT   300
TATATATTAT ATAAATTTAC ATAAATTTTA AAAAGTTGTT AAAAATTTAA TATAAAGGCC TGTCTAATAA AATCCTAGCA GTTTTCTTCA ATGTAAATAA
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TATATAAATG GTTCCACAAA CAGAAACTAA AGCAGGTGCT GGATTCAAAG CCGGTGTAAA AGACTACCGT TTAACATACT ACACACCTGA TTACGTAGTA   400
ATATATTTAC CAAGGTGTTT GTCTTTGATT TCGTCCACGA CCTAAGTTTC GGCCACATTT TCTGATGGCA AATTGTATGA TGTGTGGACT AATGCATCAT
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CATGGACTAC AGTATGGACT GACGGTTTAA CAAGTCTTGA CCGTTACAAA GGTCGTTGTT ACGATATCGA ACCAGTTCCG GGTGAAGACA ACCAATACAT   600
GTACCTGATG TCATACCTGA CTGCCAAATT GTTCAGAACT GGCAATGTTT CCAGCAACAA TGCTATAGCT TGGTCAAGGC CCACTTCTGT TGGTTATGTA

TGCTTACGTA GCTTACCCAA TCGACTTATT CGAAGAAGGT TCAGTAACTA ACATGTTCAC TTCTATTGTA GGTAACGTAT TCGGTTTCAA AGCTTTACGT   700
ACGAATGCAT CGAATGGGTT AGCTGAATAA GCTTCTTCCA AGTCATTGAT TGTACAAGTG AAGATAACAT CCATTGCATA AGCCAAAGTT TCGAAATGCA

GCTCTACGTC TTGAAGACCT TCGTATTCCA CCTGCTTACG TTAAAACATT CGTAGGTCCT CCACACGGTA TTCAGGTAGA ACGTGACAAA TTAAACAAAT   800
CGAGATGCAG AACTTCTGGA AGCATAAGGT GGACGAATGC AATTTTGTAA GCATCCAGGA GGTGTGCCAT AAGTCCATCT TGCACTGTTT AATTTGTTTA
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ATGGTCGTGG TCTTTTAGGT TGTACAATCA AACCTAAATT AGGTCTTTCA GCTAAAAACT    860
TACCAGCACC AGAAAATCCA ACATGTTAGT TTGGATTTAA TCCAGAAAGT CGATTTTTGA

CpG
CpNpG
Others
Total

:   99 (33.0 %)
:   43 (14.3 %)
: 158 (52.7 %)
: 300 

m5C numbers

Average number of m5C: 14.3
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