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LxxxP motif P-loop motif DAD motif
GEFIKEIKKQLYEVQH--ERRFRVKFEVQSSWWPNARSLSFKLSAP-HLHQEVEFDVLPAFDVLGHVNTSSKPD----PRIYAILIEEC-TSLGKDGEFSTCFTELQRNFLKQRPTKLKSLIRLVKHWYQLCKEKLGKP-

GEFIKEIKKQLYEVQH--ERHFRVKFEVQSSWWPNARSLSFKMSAP-HLHQEVEFDVLPAFDVLGHGSINKKPN----PLIYTILIWEC-TSLGKDGEFSTCFTELQRNFLKQRPTKLKSLIRLVKHWYQLCKEKLGKP—
GEFIKEIKKQLYEVQR--EKHFRVKFEVQSSWWPNPRALSFKLSAP-HLQQEVEFDVLPAYDVLGHVSLYSNPD----PKIYTILISEC-ISLGKDGEFSTCFTELQRNFLKQRPTKLKSLIRLVKHWYQLCKEKLGKP—
GEFTKEIKKLLFEVQR--DRHIGMKIEVHSSWSPNHRALSFKLSAP-DQQKEVKFDVLPAYDLLGHVCIPRKPN----PHFYATIFISER-NSLGKEDEFSTCFTELQLYFLNWRPTKLKSLIRLVKHWYQLCKEKLGDP—
GVLIKEIKKQLYEVQH--ERRFGVKFEVQSLRSPNSRALSFKLSAP-DLLKEVKFDVLPAYDLLDHLNILKKPN----QQFYANLISGR-TPLGKEGKLLTCFMGLRKYFLNCRPTKLKRLIHLVTHWYQLCKEKLGDP—
VVFIEEIWRHLLQLQQ--EKLCKLKFEVQSPKEPNSRFLSFKLSCP-ERQHELEFDVQPAYDALYEVRHFKPFDSSNYNKVYAQLTHEC-TTLEKEGEFSICFTDLHQSFLRYRAPKLWNLIRLVKHWYQLCKEKLRGP—
QVFIEEIRKHLLQLQQ--EKPCKLKFEVQSSEEPNTRSLTFKLCSP-ERQQEVEFDVQPAYDALYEGGYCKSFESINYNKVYAQLIHEC-TTLEKEGEFSICFTDLHQSFLRYRAPKLWNLIRLVKHWYQLCKEKLRGP—
GEFVEEIQKHLCQLQQO--EKPFKVKFEVQSSEEPNSRSLSFKLSSP-ELQQEVEFDVQPAYDVLYELRNNTYAEPQFYNKVYAQLIHEC-TTLEKEGDFSICFTDLHQNFMRYRAPKLWNLIRLVKHWYQLCKEKLREP—
GEFIEEIRKHLCQLQD--EKPFKVKFEVQSSEEPNSRSLSFKLSSP-ELQQEVEFDVQPAYDVLYELRNNKYAELYLYNKIYAQLIHEC-TTLKKEGEFSICFTDLHQSFLEDRAPKLKNLIRLVKHWYQLCKEKLGKP—
KEVIEEIQKHLCQFQQ--EKRLREKFKVQSSDQPNFRSVSFKLSYP-KFQQEVEFHMQTAYDALYEVRRKENHNCEIYNKVYARLIREC-TMLGKEGEFNICFMELQQDFLWKRPCELKNLICLVKHWYQLCKEKLREP—
GEFIQEIRRQLEACQR--ERALSVKFEVQAPRWGNPRALSFVLSSL-QLGEGVEFDVLPAFDALGQLTGSYKPN----PQIYVKLIEEC-TDLQKEGEFSTCFTELQRDFLKQRPTKLKSLIRLVKHWYQNCKKKLGK-——-—-—-—

HKIVKEIHEQLKAFWREKEEELEVSFEP--PKWKAPRVLSFSLKSK-VLNESVSFDVLPAFNALGQLSSGSTPS—----PEVYAGLIDLYKSSDLPGGEFSTCFTVLQRNFIRSRPTKLKDLIRLVKHWYKECERKLKPKGS----LPPKYA
SQFVQEIQKQLEEFVQ--AQEWEVTFEI--SKWKAPRVLSFTLKSK-TLNESVEFDVLPAYDALGQLRSDFTLR----PEAYKDLIELCASQDIKEGEFSICFTELQRNFIQTRPTKLKSLLRLIKHWYKQYERKMKPKAS----LPPKYA
AEIISEIRAQLEACQQ--ERQFEVKFEV--SKWENPRVLSFSLTSQTMLDQSVDFDVLPAFDALGQLVSGSRPS----SQVYVDLIHSY----SNAGEYSTCFTELQRDFIISRPTKLKSLIRLVKHWYQQCTKISKGRGS----LPPQHG
AEIISEIQAQLEACQQ--THSFDVKFEV--SKRKNPRVLSFTLTSQTLLDQSVDFDVLPAFDALGQLRSGSRPD----PRVYTDLIHS——--— CNAGEFSTCFTELQRDFITSRPTKLKSLIRLVKYWYQQCNKTIKGKGS—---LPPQHG
QAVLRLIQKRMYYCQELMDLGLSNLSVTN--RVPSSLIFTIQTRET---WETITVTVVPAYRALG-PSCPSS—-—---—--— EVYANLIKAN----GYPGNFSPSFSELQRNFVKHRPTKLKSLLRLVKHWYQQYVRDKCPR-AN---LPPLYA

KDVLRLIWKTMWQSQDLLDLGLEDLRMEQ--RVPDALVFTIQTRGT---AEPITVTIVPAYRALG-PSLPNSQP---PPEVYVSLIKAC----GGPGNFCPSFSELQRNFVKHRPTKLKSLLRLVKHWYQQYVKARSPR-AN---LPPLYA
EVVISFIKKRLIHCSRSLAYNIIVLTHREGKRAPRSLTLKVQSRKT---DDIIWMDILPAYDALG-PISRDSKP---APAIYETLIRSK----GYPGDFSPSFTELQRHFVKTRPVKLKNLLRLVKFWYLQCLRRKYGRGAV---LPSKYA
RDILDKTGDKLKFCLFTKWLKNN-FEIQK-----SLDGSTIQVFTK---NQRISFEVLAAFNALSLNDNPSPWI---YRELKRSLDKTN----ASPGEFAVCFTELQQKFFDNRPGKLKDLILLIKHWHQQCQKK-IKDLP----SLSPYA

DAYLD-=--———-- VIELWLKIHEKKSVK-----HEHALVVQVSVP---GQRILLOLLPVFNPLRSNENPSSCV---YVDLKKSMDQVR----ASPGEFSDCFTTLQQRFFKKYPRRLKDLILLVKHWYEQCQEK-WKTPPP---QPLLYA
—-VPGALQFRLTSV-DLEDWMDVSLVPAFNVLGQAGSAVKPK----PQVYSTLLNSG----CQGGEHAACFTELRRNFVNIRPAKLKNLILLVKHWYHQVCLQGLWK----ETLPPVYA
SETLGAMRMLLESWGGHPGPGLTFEFSQSK----ASRILQFRLASA-DGEHWIDVSLVPAFDVLGQPRSGVKPT----PNVYSSLLSSH----CQAGEYSACFTEPRKNFVNTRPAKLKNLILLVKHWYHQVQTQAVR-----ATLPPSYA

AEILDEMRAHVESWWQDQVPSLSLOFPEQN—
AEILRDMQAQLRHWCQONPVPGLSLQFIEQ-—

—VPEALQFQLVST-ALKSWTDVSLLPAFDAVGQLSSGTKPN----PQVYSRLLTSG----CQEGEHKACFAELRRNFMNIRPVKLKNLILLVKHWYRQVAAQNKGKGPAPASLPPAYA
—-KPNALQLQLAST-DLSNRVDLSVLPAFDAVGPLKSGTKPQ----PQVYSSLLSSG----CQAGEHAACFAELRRNFINTCPPKLKSLMLLVKHWYRQVVTRYKGGEAAGDAPPPAYA




Oasla LELLTVFAWEQ-GNGCYEFNTAQGFRTVLELVINYQHLRIYWTKYYDFQHQEVSKYLHRQLRKARPVILDPADPTGNVAGGNPEGWRRLAEEADVWLWY P@FIKKDGSRVSSWDVPTVVPVPFEQVEENWTCILL-—————=——=——=————
Oaslg LELLTVYAWEQ-GNGCNEFNTAQGFRTVLELVINYQHLRIYWTKYYDFQHKEVSKYLHRQLRKARPVILDPADPTGNVAGGNPEGWRRLAEEADVWLWY PMFMKNDGSRVSSWDVPTVVPVPFEQEEENWTCILL-
Oasla_rat LELLTVYAWER-GNGITEFNTAQGFRTILELVTKYQQLRIYWTKYYDFQHPDVSKYLHRQLRKSRPVILDPADPTGNVAGGNQEGWRRLASEARLWLQY P®FMNRGGSPVSSWEVP
Oaslb_rat LELLTIYAWER-GGRLTKFNTAQGFRTVLELITKYKQLLIYWTVCYDFQHPEVSKYLRRQLKKPRPVILDPANPTGNIAGSNPKGWRRLAGEAAAWLRY POFKYKDGFPVCPWDVPTEVDIPSQNYFFHIICLIFWLLLRLIFGKHSV-—-—

Oaslb LELLTVYAWEY-GSRVTKFNTAQGFRTVLELVTKYKQLRIYWTVYYDFRHQEVSEYLHQQLKKDRPVILDPADPTRNIAGLNPKDWRRLAGEAAAWLQY P@FKYRDGSPVCSWEVPTEVAVPTKYLFCRIFWLLFWSLFHFIFGKTSSG-—
Oasld LELLTVYVWEYGIHENPGLHTAQCFRTVLELVTKYKRLRIYWTWCYDFQH-EISDYLQGQIKKARPLILDPADPTRNVAGSDLQAWDLLAKEAQIWIDSTFFTNHDMS IVEAWEVMPE---RQECVFL
Oasle LELLTVYVWEFGVQDSFGLHAAQCFRTVLELVTKYKCLLIYWTWFYDFRP-EISDYLHGQIKKARPLILDPADPTRNVAGSDLQAWDLLAKEAQTWIHSNFFRNCDMSLVNGWEVSPE-—--K
Oaslc LELLTVYVWEHSNKNQEKVTTAKNFRTFLELVAYYKNLRIYWTWYYDFRHQEVCAYLCRQLKKARPLILDPADPTRNVAGSDLQAWDLLAKEAQTWMQS S@®FRNCDMSFVPTWDLSPE---RQECAF
Oaslf LELLTVYAWESGSRD-CEFNTAQGFRTVLELVTKYKWLRIYWTVYYDFRKTKVSEYLHKMLQKVRPVILDPADPTRNVAGTNLLGWGLLAKEAAIWLQS S@FRNCDTCLVGPWGVPVKVEIPQDCVLL
Oaslh LELLTVYAWEHELPDKHETQTARGFRTVLELITKYLCLRIYWTLYYDVLHEQVNAYLYSQVKRVSPLILDPADPTWNVAGLNLQGWCILAEEAKAWLDY P@FKNRDGSRVSSWDVPPD---KKGEVFEFL
OAS1 LELLTVYAWER-GSMKTHFNTAQGFRTVLELVINYQQLCIYWTKYYDFKNPIIEKYLRRQLTKPRPVILDPADPTGNLGGGDPKGWRQLAQEAEAWLNY P@FKNWDGSPVSSWILLVRPPASSLPFIPAPLHEA-————————————————
OASs2C LELLTIYAWEQ-GSGVPDFDTAEGFRTVLELVTQYQQLGIFWKVNYNFEDETVRKFLLSQLOKTRPVILDPGEPTGDVGGGDRWCWHLLDKEAKVRLSSPO®FKDGTGNPIPPWKVPVKVI
Oas2C LELLTVYAWEQ-GSGTDDFDIAEGLRTVLDLVIKYRQLCIFWTVNYNFEEEYMRKFLLTQIQKKRPVILDPADPTGDVGGGDRWCWHLLAEEAKEWLSS POFQOVEQKGLVQPWKVPVMQTPGSCGGQIYPTVGGVTK-—————————————
OAS3C LELLTVYAWEQ-GGKDSQFNMAEGFRTVLELVTQYRQLCIYWTINYNAKDKTVGDFLKQQLOKPRPIILDPADPTGNLGHNAR--WDLLAKEAAACTSALGCMGRNGIPIQPWPVKAAV
Oas3C LELLTVYAWEQ-GGONPQFNMAEGFRTVLELIVQYRQLCVYWTINYSAEDKTIGDFLKMQLRKPRPVILDPADPTGNLGHNAR--WDLLAKEATVYASAL®CVDRDGNPIKPWPVKAAV:
Oasll —ELLTVYAWEAGTREDANFRLDEGLATVMELLQDHELLCIYWTKHYTLQHPVIEACVRRQLRGQRPIILDPADPTNNVA-EGY-RWDIVAQRANQCLKQD@CYDNRDSPVPSWRVKRAPDIQVTVQEWGHSDLTFWVNPYEPIKKLKEKIQ
OASL LELLTIYAWEMGTEEDENFMLDEGFTTVMDLLLEYEVICIYWTKYYTLHNAIIEDCVRKQLKKERPIILDPADPTLNVA-EGY-RWDIVAQRASQCLKQDECYDNRENPISSWNVKRARDIHLTVEQRGYPDFNLIVNPYEPIRKVKEKIR
Oasl2 LELLTIYAWEMGTESSDSFNLDEGFVAVMELLVNYRDICIYWTKYYNFONEVVRNFLKKQLKGDRPIILDPADPTNNLG-RRK-GWEQVAAEAAFCLLQV@CTTVG--PSERWNVQRARDVQVRVKQTGTVDWTLWTNPYSPIRKMKAEIR
OAS2N LELLTVYAWEQGCRK-DNFDIAEGVRTVLELIKCQEKLCIYWMVNYNFEDETIRNILLHQLQSARPVILDPVDPTNNVS-GDKICWQWLKKEAQTWLTSPRILDNEL--PAPSWNVLP
Oas2N LELLTVYAWEQGCQA-EDFDMAQGVRTVLRLIQRPTELCVYWTVNYNFEDETVRNILLHQLRSQRPVILDPTDPTNNVG-KDDGFWELLTEEAMAWLY SPRILNTES--PAPYWDVLP
OAS3N LELLTIFAWEQGCKK-DAFSLGEGLRTVLGLIQQHQHLCVFWTVNYGFEDPAVGQFLORHVKRPRPVILDPADPTWDLGNGAAWHWDLHAQEAASCYDHP@FLRGMGDPVQSWKGPGLPRAGCSGLGHPIQLDPNQKTPENSKSLNAVYPR
Oas3N LELLTIFAWEQGCGK-DSFSLAQGLRTVLALIQHSKYLCIFWTENYGFEDPAVGEFLRRQLKRPRPVILDPADPTWDVGNGTAWRWDVLAQEAESSFSQQEFKQASGVLVQPWEGPGLPRAGILDLGHPIYQGPNQ-ALEDNKGHLAVQSK
OAS3M LELLTIFAWEQGCRQ-DCFNMAQGFRTVLGLVQQHQQLCVYWTVNYSTEDPAMRMHLLGQLRKPRPLVLDPADPTWNVGHGS---WELLAQEAAALGMQAGFLSRDGTSVQPWDV:
Oas3M LELLTIFAWEQGCGE-QKFSLAEGLRTILRLIQQHQSLCIYWTVNYSVQDPTIRAHLLCQLRKARPLVLDPADPTWNVGQGD---WKLLAQEAAALGSQV®LOSGDGTLVPPWDV:
CFK motif
Oasla CAA28620
Oaslg AAH18470
Oasla_rat CAA79317
Oaslb_rat ARAC19135
Oaslb ARH12877
Oasld BAB84132
0asle oo oo BAB84131
0aslc T o NP_291019
Oaslf AF481733
Oaslh BAB84130
OAS1 CAA26633
OASs2C ARAR60606
0282C | oo oo BAB84135
QRS 3C S AAD28543
Oas3C BAB84134
Oasll LSQGYLGLQRLSFQEPGGERQLIRSHCTLAYYGIFCDTHICLLDTISPEIQVFVKNPDGRSHAYAIHPLDYVLNLKQQIEDRQGLRCQEQRLEFQGHILEDWFDFKSYGIQDSVTIVILSKTTEGAAPFVPS BAB84133
OASL RTRGYSGLQRLSFQVPGSERQLLSSRCSLAKYGIFSHTHIYLLETIPSEIQVFVKNPDGGSYAYAINPNSFILGLKQQIEDQQGLPKKQQQLEFQGQVLQDWLGLGIYGIQDSDTLILSKK-KGEALFPAS CAA12396
Oasl2 REKNFGGELRISFQEPGGERQLLSSRKTLADYGIFSKVNIQVLETFPPEILVFVKYPGGQSKPFTIDPDDTILDLKEKIEDAG AGGLT AAD02818
OAS2N AAA60606
028 2N oo oo BAB84135
OAS3N AGSKPPSCPAPGPTAEPASYPSVPG AAD28543
Oas3N ERSQKPSNSAPGFPEAATKIPAMPNPSANKTRKIRKKAAHPKTVQEAALDSISSHVRITQSTASSHMPPDRSSISTAGSR BAB84134
QRS 3M s AAD28543

Oas3M BAB84134




