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Synechocystis PCC 6803           ...KIRTVSDAKRKFFTHYSRPISSIYRRFVEELLVEMHLLSVNIDFTYDPIFALGIVTSFNSFMQGYQPAEQLPAIFNALCHGVDQNPDQVRQDAKNV... 
Prochlorococcus marinus CCMP1375 ...EQTTISDSKGLFHKEFPYVIPPVYRKVLDEYLVELNLLSNQSNFKIDTIFSYGLIISFERFTVGYEPDSHISKILESLCNSCNIDIKAIKEYSNNI... 
Prochlorococcus marinus CCMP1986 ...EKLTVSDSKKLFHEQFPYVIPGLYKRIVDEMLVELNLLNHQNEFIQDDLFCVGLTETFKELTKGYKPEEHLRVLFESLCNSSNFEPKKIKEASKKT... 
Prochlorococcus marinus MIT9313  ...DRKTIADSKRAFNHDFPHVIPSLYRRTTDELLVELHLLSHQKHFHPDALFAIGLSQVFDVFTSGYRPEAHVKTLFDALCRSCGFDPNALRKQAQQT... 
Synechococcus WH8102             ...ERHTIADSKRAFHQAFPHVIAPLYRRIADELLVELHLLSHQATFQANSLFAVGLKTVFERFTQGYRPMEHPAALLSALCSSNGFDDEQLKQAAQHC... 
Anabaena PCC 7102                ...LLRTVSDTKRTFYALHTRPINTIYRRVVEELMVEMHLLSVNVDFSYNPIYALGVVTTFDRFMEGYQPERDKESIFSAICQAVEQEPQRYRQDAERL... 
Anabaena variabilis ATCC29413    ...LLRTVSDTKRTFYALHTRPINTIYRRVVEELMVEMHLLSVNVDFSYNPIYALGVVTTFDRFMQGYQPERDKESIFSAICQAVEQEPQRYRQDAERL... 
Nostoc punctiforme PCC 73102     ...NVRTVSDTKRTFYNLHTRPINTIYRRVVEELMVEMHLLSVNIDFSYNPIYALGVVTTFDRFMQGYEPERDQESIFNALCRAIEQDPQHYRQDAERL... 
Crocosphaera watsonii WH8501     ...NIRTVSDTKRKFYGYHTQPINSIYRRFVEELLVEMHLLSVNIDFSYDPIYALGVVTSFQRFMQGYSPESDKPSIFNALCQAVDGSSEKYHQEAEAI... 
Tricodesmium ertythraeum IMS101  ...NTRTVSDTKKTFYHFHTRPINSIYNRVIEELLVEMHLISVNVDYSYNPFYALGVVTAFDRFMQGYSPQEDKTSIFNALIQGQEEDPNKYRSDAKGL... 
Synechococcus elongatus PCC 7942 ...SVPTVSDSKRAFYAAYPRPINPLYRRVVEELLVEIHLLSVNTSFVYDPLFALGVVTAFDSFMSSYRPIEAVGPLFTALTQAVRQNPEQYRHDANAI... 
Thermosynechococcus elongatus BP1...NPRTVSDTKRAFYAAHTRPIHSIYRRFIEELLVEIHLLRVNVDFRYSPLFALGVVTAFDQFMEGYQPEGDRDRIFHALCVAEEMNPQQLKEDAASW... 
Gloeobacter violaceus PCC 7421   ...SKRTVSDSKRAFFAAYPRPVNSIYRRVIDELLVEVHLLITNQDFRHDPLFATGLLTAYQALMEGYTPVEQRDAILRALCTALELSYEQLHTDAAQW... 
Solanum tuberosum                ...DLPTVADTKLKFLTAYKRPIPTVYNTVLQELIVQQHLTRYKKSYQYDPVFALGFVTVYDQLMEGYPSEEDRNAIFKAYIEALKEDPEQYRADAQKL... 
Triticum aestivum                ...IPPTVADTKMNFLKSYKRPIPSIYSTVLQELLVQQHLMRYKSTYQYDPVFALGFVTVYDQLMEGYPSTEDRDAIFKSYVTALNEDPEQYRADAQRM... 
Oryza sativa (japonica)          ...VPPTVAETKMNFLKSYKRPILSIYSTVLQELLVQQHLMRYKTTYQYDAVFALGFVTVYDQLMEGYPSNEDRDAIFKAYITALNEDPEQYRADAQKM... 
Chlamydomonas reinhardtii        ...KPPTVAETKAKFLSGYNKPIASIYSTVLQELLVQQHFMRYSKNYQYNPIFALGFVSVYEQILESLSAEE-RGAIFKAYVDALGEDADKYKRDASAL... 
Arabidopsis thaliana             ...DVPPVSETKSKFLKAYKRPIPSIYNTVLQELIVQQHLMRYKKTYRYDPVFALGFVTVYDQLMEGYPSDQDRDAIFKAYIEALNEDPKQYRIDAQKM... 
Chlorella virus PBCV-1           ...SPPTVSDTKRIFYANYKKLLLPLYNTPIQNMLVKQHIHRYNKNYTYSDVSALGIVTTLDSVLNTFPDDE-KTSIKNAFIISLNEDPEMYYSNIESL... 
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Synechocystis PCC 6803           ...RHKFKYSRLFAIGLYTLLA ... LTRLSELLDLSLDKVVKDLDLYRSNLEKVDQLLKVLEDAAEAERKKKEKQ... 
Prochlorococcus marinus CCMP1375 ...GKDKYYSRLHAIGIYELIS ... ISECVEALGFSKDRVEKDINQYKNSMEKIKEMMELIKLTVEETKRKAKLN 
Prochlorococcus marinus CCMP1986 ...DSNLYSSRILNLGIYLIIA ... ISDIINKLNLSFNKAEKDIGIYKSSILKMEQAKELLQEAKIKDKKEKKK- 
Prochlorococcus marinus MIT9313  ...STTFHYSRLMAVGLLSLLA ... AHELSESVGFSKARVEKDLNLYKSNLEKMAQAVELTEQILESERRKREQN... 
Synechococcus WH8102             ...SDGAHYSRLMAVGLLALLE ... AVKLSVDLGLPAERVEKDLTVFSSNSERMEQAVELMQETLAADRRKKEKR... 
Anabaena PCC 7120                ...NSNFKYSRLFAIGLFTLLE ... LKSIAAGLHLSDDKFSKDLELYRSNLDKMTQALAVMADMLTADRKKREQR... 
Anabaena variabilis ATCC29413    ...NPNFKYSRLFAIGLFTLLE ... LKTIAAGLHLSDDKLSKDLELYRSNLDKMTQALAVMADMLTADRKKREQR... 
Nostoc punctiforme PCC 73102     ...NPNFKYNRLFAIGVFSLLE ... LKAIAAGLHVSDDKLNKDLELYRSNLDKMAQALVVMADMLSADRKKREQR... 
Crocosphaera watsonii WH8501     ...NPKFKYSRLLAIGLYTLLM ... IKEVSEALKFSPEKLRKDLDLYRSNLDKMQQLLTVIEDSLEADRKKRAST... 
Tricodesmium ertythraeum IMS101  ...NSKFRYSRLFAIGLFTLLE ... LKKICQSLNLVEEKLLKDIDLYLSNLERVAQARSAMEDTLAAMRKKREKR... 
Synechococcus elongatus PCC 7942 ...RSEFKYSRLFAIGLFSLLE ... VTAIAERFHLPSDKLQKDLDLYRSNLEKMEQARITMEEAIQADRRKREQR... 
Thermosynechococcus elongatus BP1...NHTGKYSRLHAVGLYAFLQ ... LDQLAPVIPLPIEKVKRDLELYRSNLDKINQARSLMKELVEQERKRRAQQ... 
Gloeobacter violaceus PCC 7421   ...AERFKYSRLFSLGLANILE ... LQQICTYLKLDYNRVKRDLDFFHSVLERIKRSKEVVDELSQTERRKREER... 
Solanum tuberosum                ...KDGFCYSRLFAVGLFRLLE ... LEKLCAALNVNKKSVDRDLDVYRNLLSKLVQAKELLKEYVEREKKKRGER... 
Triticum aestivum                ...KGNFSYSRFFAVGLFRLLE ... LDKLCAALNINKKSVDRDLDVYRNLLSKLVQAKELLKEYIEREKKKREER... 
Oryza sativa (japonica)          ...KGSFSYSRFFAVGLFRLLE ... LDKLCAALNINKRSVDRDLDVYRNILSKLVQAKELLKEYVEREKKKREER... 
Chlamydomonas reinhardtii        ...AGAFSYNKFVAIGLFRLLE ... LEKLVKAVGVKPEAVNRDLLMYKGVLSKLAAAKELMREFVEREKRKQAER... 
Arabidopsis thaliana             ...KEGFSYSRFFAVGLFRLLE ... LDKLCASLNINKKSVDRDLDVYRNLLSKLVQAKELLKEYVEREKKKQGER... 
Chlorella virus PBCV-1           ...NDKYVYSSFAAVGIFKLLQ ... VKHLSESIGFKGELVHKDIATFFSLLKYIESSQKLADDIREESLKRKSKS... 
 

WU-BLAST was used to identify proteins homologous to Psb29. The proteins identified in the analysis all had E-values<10-14. Protein 
sequences were aligned using CLUSTAL-W, followed by manual alignment. Three well conserved blocks were identified and used 
for tree building, consisting of a total of 165 columns. Columns are numbered according to the Synechocystis 6803 protein sequence.  


