
    CCATTTTGTGCACCTTGATCAAAGCCCATGTCTACTAGGCCCCAGCACCTCTGCACCCCA 60
    TAAAGATTGCACGCTCTTTTTCCATCAGGGGTCGTCACCATGGCTGCCGCTGAGGTCCCT 120
  1                                       M  A  A  A  E  V  P    
    GTCCCTTCTGGGTACTTCACCCAGATCAAAGAGCAGAAGTTGAAGCCTGGAGACCTAGAG 180
  8 V  P  S  G  Y  F  T  Q  I  K  E  Q  K  L  K  P  G  D  L  E   
    GAGGAGAAAGAGGAGGACGGGGTACAAAGAGTGGAAGCCCAGGAGGGAGTTGTCAAGGAG 240
 28 E  E  K  E  E  D  G  V  Q  R  V  E  A  Q  E  G  V  V  K  E   
    GTGGAGGCCGAGAACAGTTGCCTGCTTCTGGAGGCCAGGGCCCCGGTGGAGAGCGACAGG 300
 48 V  E  A  E  N  S  C  L  L  L  E  A  R  A  P  V  E  S  D  R   
    CGGATCCTGACCCTGCAAACGGTGCACCTGGAGTCCCAGGATGTGCACCTACAGGGGCTG 360
 68 R  I  L  T  L  Q  T  V  H  L  E  S  Q  D  V  H  L  Q  G  L   
    GGATGGCTGAGCGTGCCACACTCTGAGGAGCTTTCAGGGACGGTACCAGAGGCGGAAGGC 420
 88 G  W  L  S  V  P  H  S  E  E  L  S  G  T  V  P  E  A  E  G   
    ATACTGCAGTTGCCATCCGTGCTGTGGCTCGACCCAGAGCCCCAGCTCAGCCTTCAGCAT 480
108 I  L  Q  L  P  S  V  L  W  L  D  P  E  P  Q  L  S  L  Q  H   
    TGCGTGACGGTCAGCATCCCGGAAGAGCTGTACCCACCAGAGGAGCTGCAGCGGATACAT 540
128 C  V  T  V  S  I  P  E  E  L  Y  P  P  E  E  L  Q  R  I  H   
    TTTCACCTGCTGAGAGAGAATGTGCTAATGGCCGAGGAGAACCCAGAGTTAACACCAGAC 600
148 F  H  L  L  R  E  N  V  L  M  A  E  E  N  P  E  L  T  P  D   
    TTGGACGAAAGCACAGCCCTGAAAAAGCCCGAAGAAGATGAAAAGGACCAGCTCCCGCCC 660
168 L  D  E  S  T  A  L  K  K  P  E  E  D  E  K  D  Q  L  P  P   
    CAGGGAGAGACAGACAAGAGAGAAGAGAGGTTGCTCCTTCTGGAAATGAAACCAAAAGAG 720
188 Q  G  E  T  D  K  R  E  E  R  L  L  L  L  E  M  K  P  K  E   
    GGAAAAGACGACGAAATTGTCCTGACCATTTCCCATCTAAGCCTCGAAGAACAGCAAGAT 780
208 G  K  D  D  E  I  V  L  T  I  S  H  L  S  L  E  E  Q  Q  D   
    CCACCAGCGGCCAATCAGACAAGTGTGCCGGGAGCCAAAGCCGCAAAACCAAAACGGCGG 840
228 P  P  A  A  N  Q  T  S  V  P  G  A  K  A  A  K  P  K  R  R   
    AGGCAGACCAAGGGAAAGCCTCAGAGCTTTCAGTGTGACACCTGCCCGTTCACTTCCTCC 900
248 R  Q  T  K  G  K  P  Q  S  F  Q  C  D  T  C  P  F  T  S  S   
                                     ===================ZF1===
    AAGCTCTCAACTTTCAATCGTCACATCAAAATTCACAGCAATGAGAGGCCACACCTGTGT 960
268 K  L  S  T  F  N  R  H  I  K  I  H  S  N  E  R  P  H  L  C   
    ==================================                       =
    CACCTGTGCCTGAAGGCCTTCCGGACTGTCACTCTTCTTAGGAACCATGTGAACACCCAC 1020
288 H  L  C  L  K  A  F  R  T  V  T  L  L  R  N  H  V  N  T  H   
    =======================ZF2================================
    ACAGGAACCAGGCCCCACAAGTGCAGGGACTGCGACATGGCGTTTGTCACCAGCGGAGAA 1080
308 T  G  T  R  P  H  K  C  R  D  C  D  M  A  F  V  T  S  G  E   
                         =======================ZF3===========
    CTCGTCCGGCACAGGCGTTACAAACACACTTATGAGAAGCCCTTCAAGTGCTCCCTGTGC 1140
328 L  V  R  H  R  R  Y  K  H  T  Y  E  K  P  F  K  C  S  L  C   
    =========================                       ==========
    AAGTACGCCAGCGTCGAGGCAAGCAAGATGAAGCGTCACATCCGCTCACACACGGGTGAG 1200
348 K  Y  A  S  V  E  A  S  K  M  K  R  H  I  R  S  H  T  G  E   
    ===============ZF4===============================
    CGTCCCTTCCAGTGTTGCCAGTGTGCTTATGCCAGCAGGGACTCCTACAAGCTGAAGCGC 1260
368 R  P  F  Q  C  C  Q  C  A  Y  A  S  R  D  S  Y  K  L  K  R   
                ========================ZF5===================
   CACATGAGGACACACTCAGGTGAGAAGCCGTATGAATGTCCCACCTGTCACGTCCGGTTC 1320
388 H  M  R  T  H  S  G  E  K  P  Y  E  C  P  T  C  H  V  R  F   
    =============                       ======================
    ACCCAGAGCGGGACCATGAAAATCCATATAGCACAGAAGCACGGAGAGAATGTGCCCAAA 1380
408 T  Q  S  G  T  M  K  I  H  I  A  Q  K  H  G  E  N  V  P  K   
    ================ZF6=====================
    TACGAGTGTCCCCACTGTGCCACCATCATCGCGAGGAAGAGCGACCTGCGTGTCCATCTG 1440
428 Y  E  C  P  H  C  A  T  I  I  A  R  K  S  D  L  R  V  H  L   
          =========================ZF7========================
    CGTAACCTGCACAGCCAGAGCCCGGAGGAGATGAAGTGCCGATACTGTCCCGCTGGCTTC 1500
448 R  N  L  H  S  Q  S  P  E  E  M  K  C  R  Y  C  P  A  G  F   
==============                          ======================
    CATGAGCGCTATGCCCTCATTCAGCACCAGAGGACCCACAAGAACGAGAAGAAGTTCAAG 1560
468 H  E  R  Y  A  L  I  Q  H  Q  R  T  H  K  N  E  K  K  F  K   
    =====ZF8=============================
    TGCAAGCAGTGCGATTACGCGTGCAAGCAGGAGCGATGCTTGAAGGCGCACATGCGCATG 1620
488 C  K  Q  C  D  Y  A  C  K  Q  E  R  C  L  K  A  H  M  R  M   
    ==========================ZF9=============================
    CACACAGGAGAGAAGCCCTTCTCCTGCCTGGCCTGCAACAAGCACTTCCGACAGAAGCAG 1680
508 H  T  G  E  K  P  F  S  C  L  A  C  N  K  H  F  R  Q  K  Q   
    =                       ==========================ZF10====
    CTACTGACCGTGCACCTGAGGAAGTACCATGACCCGAACTTCGTCCCCAATCTGCACCTG 1740
528 L  L  T  V  H  L  R  K  Y  H  D  P  N  F  V  P  N  L  H  L   
    ============================
    TGCCTCAAGTGTGATAAACGTTTCTCCCGCTGGAGTAACCTGCAGAGACACAGAAAGAAG 1800
548 C  L  K  C  D  K  R  F  S  R  W  S  N  L  Q  R  H  R  K  K   
    ============================ZF11==========================
    TGTGACCCGGAGCATGAGACGTTAGCCCCCAACAAGGACAGGAGACCAGTGACAAGGACA 1860
568 C  D  P  E  H  E  T  L  A  P  N  K  D  R  R  P  V  T  R  T   
    =
    CAGGCCTCGGAGGGAGAAGCAGGACACAAGGAAGGGGAGCCTCAGTGCCCTGGGGAGCAG 1920
588 Q  A  S  E  G  E  A  G  H  K  E  G  E  P  Q  C  P  G  E  Q   
    GCTCTGGGCCACCAAGGAGAAGCAGCGGGGAGCCAGAGCCCAGACCACGGCCTTACCTGC 1980
608 A  L  G  H  Q  G  E  A  A  G  S  Q  S  P  D  H  G  L  T  C   
    GAGATGATCTTTAACATGATGGATAAGTGATGGATAAGTGAGCAGTCGTGCCTCTCCGTG 2040
628 E  M  I  F  N  M  M  D  K  *  
    CAGTGGCCTCTGGGGGAAGAAACCAGTTAGAAATAAGTTCCCAGACACAGCACAGTGTTC 2100
    TCAGAGTTTGAGATAGTGTGTAGAAATGTTTGAGAGAAGGGGAAAAAAACCCTGCAGCTA 2160
    TTTCCAAAGACTTGAGTCAGAGCTCGAAGTGAAGGTGCACATATCTGGGCCCTAGCAGGT 2220
    GCCCAGAATGAGTCAGGGACAGATTCTAGGTGATACTTATGTCCACGGGGGCTCAGACCA 2280
    GTTAACGCCTTGGTGGTCAGAGCAGAAAATTTTTTGAGTTGTTGTACCCACCCTCAA……… 2340
    (the rest of the 3’-UTR is not included into this Figure)


