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p-value # gp exceeding % gp exceeding fold advantage

0e+00 3107 0.054 Inf
1e-06 5841 0.102 1017.42
1le-05 7191 0.125 125.26
le-04 7293 0.127 12.70
1e-03 49557 0.863 8.63
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p-value # gp exceeding % gp exceeding fold advantage

0e+00 4 0.000 Inf
le-06 21 0.000 3.66
le-05 161 0.003 2.80
le-04 1219 0.021 2.12
1e-03 9041 0.157 1.57




