Table S1:

Primers used for eIF1A mutagenesis'

Name Sequence Mutation

CHA85 GATGACGATGACAAAAgatccGeTgcetgetgetget GKKNT,-
AAAGGTGGTAAAAAAGGTAGAAGAGG sAAAAA

CHA86 CCTTTTTTACCACCTTTagcagcagcagcAgCggatc GKKNT),-
TTTTGTCATCGTCATCTTTATAATCAG sAAAAA

CHA87 GACAAAAgatccGGTAAGAAAAACACTgetGeTGeT KGGKK7-11AAAAA
gctgct GGTAGAAGAGGTAAGAACGACTCTG

CHA88 CGTTCTTACCTCTTCTACCagcagcAgCAgCagc KGGKK7-11AAAAA
AGTGTTTTTCTTACCggatcTTTTGTCATCGTCATC

CHA89 GGTAAGAAAAACACTAAAGGTGGTAAAAAAGCT  GRRGK;»-
gctgctGeTgctAACGACTCTGACGGTCCAAAGCG 164AAAA

CHA90 CTTTGGACCATCAGAGTCGTTagcAgCagcagcAgCT GRRGK -
TTTTTACCACCTTTAGTGTTTTTCTTACCGG 16AAAAA

CHA91 GGTGGTAAAAAAGGTAGAAGAGGTAAAgctGetgCT  NDSDG -
GctGecTCCAAAGCGTGAACTTATTTATAAGGAAGA  ,,AAAAA
AGGCC

CHA92 GGCCTTCTTCCTTATAAATAAGTTCACGCTTTGGA NDSDG7-
gCagCAGcagCagcTTTACCTCTTCTACCTTTTTTACC  ;;AAAAA
ACC

CHA93 GAGGTAAGAACGACTCTGACGGTgctgetgcTGetgcTg PKRELIY -
cTgcTAAGGAAGAAGGCCAAGAATATGCTC 286AAAAAAA

CHA94  GAGCATATTCTTGGCCTTCTTCCTTAgcAgcAgcagC  PKRELIY -
AgcagcagcACCGTCAGAGTCGTTCTTACCTC 28AAAAAAA

CHA81 CGGTCCAAAGCGGGAACTTATTTAcgcGGetGetGetC  KEEGQE»o-
AAGCtTATGCTCAAATCACCAAGATG 34AAAAQA

CHAS82 CATCTTGGTGATTTGAGCATAagCTTGagCagCagCCg KEEGQE -
cgTAAATAAGTTCcCGCTTTGGACCG 34AAAAQA

CHA83 GAATATGCTCAAATCACCAAGgctTTaGeTgcT MLGNy;-
GGAAGAGTCGAgGCCAGTTGC #4ALAA

CHA84 GCAACTGGCcTCGACTCTTCCAgcAgCtAAagcCTTG  MLGNy;-
GTGATTTGAGCATATTCTTGG 14ALAA

CHA79 GCTCAGATCACTAAGATGTTGGGTAATGcetgetGTC  GRVE,s-




Name Sequence Mutation

GtcGCCAGTTGCTTTGATGGTAATAAG 18AAVA

CHA80 CTTATTACCATCAAAGCAACTGGCgaCGACagcagCA GRVE,;s-
TTACCCAACATCTTAGTGATCTGAGC 18AAVA

CHA77 GGAAGAGTCGAAACCAGTTGCTTTGcTGeg DGNK s;-
s6AANA

AATgctAGAATGGCCCATATTAGAGGTAAG

CHA78 CCTCTAATATGGGCCATTCTagcATTcgCAgCAAAGC DGNK ;-
AACTGGTTTCGACTCTTCCATTACC s6AANA

CHA156 GATGGTAATAAGAGAATGGCCCATATTgatGGTAA  Rs:D
GTTAAGAAAGAAAGTCTGG

CHA157 CCAGACTTTCTTTCTTAACTTACCatcAATATGGGC  Rgs2D
CATTCTCTTATTACCATC

CHA73  GGCTCATATTAGAGGTAAGTTGgctgetgetGTCgctAT  RKKVWes-
GGGTCAGGGTGATATTATTCTTGTTTCC 70AAAVA

CHA74 CACCCTGACCCATagcGACagcagcagcCAACTTACCT  RKKVWiee-
CTAATATGAGCCATTCTCTTATTACC 70AAAVA

CHA7l GGTGATATTATTCTTGTTTCCTTAgctGeTgetgetGeTG  RDFQODjss-
ACCAATGTGATGTTGTCCAC s6AAAAA

CHA72 GTGaACAACATCACATTGGTCAgCagcagcAgCagcTA  RDFQDg;-
AGGAAACAAGAATAATATCACCttgtcce ssAAAAA

CHA69 GACCAATGTGATGTTGTCCACgctTATgcTTTAGATG KYNoyy-
ACGCCAGAACACTG 964 YA

CHA70 CAGTGTTCTGGCGTCATCTAAAgcATAagcGTGGAC  KYNyy-
AACATCACATTGGTC 964 YA

CHA67 CCACAAATATAATTTAGcTGetGCCgctACACTGAAA  DEARys-
AACCAAGGTGAACTTCC 101AAAA

CHA68 CCTTGGTTTTTCAGTGTagcGGCagCAgCTAAATTAT DEARys-
ACTTATGGACAACATCACATTGGTCATCTTGG 101AAAA

CHA65 GAAGCTAGAACACTGgctgctCAAGGTGAACTTCCT KNjo4-
GAAAACG 10544




Name Sequence Mutation
CHA66 CAGGAAGTTCACCTTGagcagcCAGTGTTCTAGCTTC KNjo4-
ATCTAAATTATATTTG 10544
CHA63 CTGAAAAACCAGGGTGAACTTgCTGctAACGCCAA  PE; -
AATTAATGAAAC 11144
CHA64 GTTTCATTAATTTTGGCGTTagCAGcAAGTTCACCC  PEj -
TGGTTTTTCAG 11144
CHA61 CTTCCTGAAAACGCTAAGATTgcTGctACAGACAAC  NE 16
TTTGGTTTCG 11744
CHA62 CCGAAGTTGTCTGTagCAgcAATTTTGGCGTTTTCA  NE; 6
GGAAGTTCACC 11744
CHA162 CCTGAAAACGCCAAAATTAATGAAgCtGetgetgetGeT TDNFGs-
TTCGAATCTGATGAAGACGTTAACTTTG 122AAAAA
CHA163 CAAAGTTAACGTCTTCATCAGATTCGAAAgCAgcag TDNFGs-
cagCaGcTTCATTAATTTTGGCGTTTTCAGG 122AAAAA
CHA164 CCAAAATTAATGAAACAGACAACTTTGGTgctGetgC FESDE ;-
TGcTGAGACGTTAACTTTGAATTTGGTAACGC 127AAAAA
CHA165 GCGTTACCAAATTCAAAGTTAACGTCagCAgCAGeca FESDE;;-
gCagcACCAAAGTTGTCTGTTTCATTAATTTTGG 127AAAAA
CHA166 CAACTTTGGTTTCGAATCTGATGAAGctGcTgetgcTG  DVNFE ;-
ATTTGGTAACGCTGATGAAGATGATGAGG 132AAAAA
CHA167 CCTCATCATCTTCATCAGCGTTACCAAAagCAgcagc DVNFE;s-
AgCagCTTCATCAGATTCGAAACCAAAGTTG 132AAAAA
TIF11-  AATCTGATGAAGACGTTAACgcTGAAgeccGGCAAC  F34,
28 GCTGATGAAGATGATGA F334
TIF11-  ATGCGGCCGCTCTAGATACCTCGGGAA Fi314,
29 Fi334
CHA168 CGAATCTGATGAAGACGTTAACTTTGAAgcTGcTget FGNAD,;3;3-
GCTGcTGAAGATGATGAGGAAGGTGAAGATG 137AAAAA
CHA169 CATCTTCACCTTCCTCATCATCTTCAgCAGCagcAgC FGNAD;3;3-
AgcTTCAAAGTTAACGTCTTCATCAGATTCG 137AAAAA
CHA170 CGTTAACTTTGAATTTGGTAACGCTGATGctGeTGe  EDDEE);s-




Name Sequence Mutation
TGctGetGGTGAAGATGAAGAACTTGATATTG 142AAAAA
CHA171 CAATATCAAGTTCTTCATCTTCACCagCagCAgCAG  EDDEE);s-
CagCATCAGCGTTACCAAATTCAAAGTTAACG 142AAAAA
CHA172 CGCTGATGAAGATGATGAGGAAGcTGctGeTGetGetg GEDEEL j43-
cTGATATTGATGACATTTAATTTAGGCCG 148AAAAAA
CHA173 CGGCCTAAATTAAATGTCATCAATATCAgcagCagC  GEDEEL, ;-
AgCagCAgCTTCCTCATCATCTTCATCAGCG 148AAAAAA
CHA144 GGTGAAGATGAAGAACTTGcTgcTGeTGecCgcTTAAT DIDDI 49
TTAGGCCGAACAAGTG 153AAAAA
CHA145 CACTTGTTCGGCCTAAATTAAgcGgCAgCAgcAgCA  DIDDI 49
AGTTCTTCATCTTCACC 153AAAAA

1 .. .
Mutated positions are in lower case



