Table 1. Inhibition of DNA polymerases, DNA polymer ase fragments, and DNA polymerase chimeras by salts.

Protein NaCl KCI KGlu
K + SE| A + SE. K + SE|laA + SE. K + SE|aA + SE.
mM mM mM

TopoTaq 2413 + 14 704+ 14|2911 + 10 645 + 06 |14030 + 20 6.03+ 04
TagTopoC1l 2284 + 6 427+ 02|231.2 + 12 502 + 0.6 |17300 + 125 245+ 06
TaqTopoC2 2384 + 3 677+ 02[2510 + 6 897 + 06 11645 + 42 434+ 05
TaqTopoC3 690 + 14 186+ 02|187.7 + 2 387 + 012958 + 92 121+ 02
Taq polymerase (138.7 =+ 6 324+ 051610 £+ 6 350 £+ 02| 6101 + 51 445+ 03
Stoffel Fragment [386 + 3 345+ 02458 + 4 292 + 01| 596 + 38 147+ 04
KlenTaq 400 + 5 183+ 01327 + 7 149 + 02| 71.0 + 24 089+ 01
Pfu polymerase 515 + 1 239+ 01|426 + 1 365 + 01| 428 + 6 324+ 02
PfuC2 1596 + 33 362+ 08(1768 + 3 468 + 01 |4248 + 9 576 + 02

To take into account the activation of Pfu polymerase and the PfuC2 hybrid by KGlu, the experimental values of initial
polymerization rates were analyzed by nonlinear regression using the following function:

L= V- (L+ b{salt)
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wherev and v are initia primer extension rates with and without salt, respectively; K; isan apparent inhibition constant, a isa
parameter of cooperativity, b and g are parameters of activation. Because g @2, it is likely that two ions of Glu bind to the Pfu

polymerase catalytic domain without inhibiting the polymerase activity.



