Additional file 3: Polymorphisms detected in 73 BAC end sequences.

>001-1A_T7 vs. chr2: 114,458,029-114,458,998 (+), 549 bp overlap

1 TTAACCATCAGGGAAATGCAAATCAAAACAACCCTGAGAGTCCATCTCACACCAATCAGAATGGCTAAGA
TTAACCATCAGGGAAATGCAAATCAAAACAACCCTGAGAGTCCATCTCACACCAATCAGAATGGCTAAGA

71 TCAAAAATTCAGGTGACAGCAGATGCTGGCGAGGATGTAGAGAAAGATGAACACTCCTCCACTGTTGGTG
TCAAAAATTCAGGTGACAGCAGATGCTGGCGAGGATGTAGAGAAAGATGAACACTCCTCCACTGTTGGTG

141 GGATTGCAAGCTTGTACAACCACGCTGGAAATCAGTCTGGGGATTTCTCAGAAAATTGGACATGATACTA
GGATTGCAAGCTTGTACAACCACGCTGGAAATCAGTCTGGGGETTTCTCAGAAAATTGGACATGATACTA

211 CCGGAGGATCCCGCAATACCTCTCCTGGGCATATATCCAGAAGATGTTCCAACTAGTAAGA[JAGACACAT
CCGGAGGATCCCGCAATACCTCTCCTGGGCATATATCCAGAAGATGTTCCAACTAGTAAGARAGACACAT

281 GCTCCACTATGTTCATAGCAGCETTATTTATAATAGCCAGAAGCTGGAAAGAACCCAGATGCCTCTCAAC
GCTCCACTATGTTCATAGCAGCI\TTATTTATAATAGCCAGAAGCTGGAAAGAACCCAGATGCCTCTCAAC

351 AGAERNGGATACHAAAMETGTGGTACATTTACACAATGGAGTACTACTCAGCTATTAAAAAGAATGAA
AGA[eVNNGGATACNAAAINATGTGGTACATTTACACAATGGAGTACTACTCAGCTATTAAAAAGAATGAA

420 TTTATGAAATTCCTAGGCAAATEGTTGGACCTGGAGGGCATTATCCTGAGTGAGGTAACCCAATCACAAR
TTTATGAAATTCCTAGGCAAATHGTTGGACCTGGAGGGCATTATCCTGAGTGAGGTAACCCAATCACAAL

489 GAACTCAAATGATATGTACTCACTGATAAGTGGATATTAGCCCAGAAACTTAGAATAMCCA O001-1A_T7

GAACTCAAATGATATGTACTCACTGATAAGTGGATATTAGCCCAGAAACTTAGAATA[CCA chr2

>001-1A_SP6 vs. chr2: 114,474,592-114,474,817 (-), 227 bp overlap

1 GTCTCTCAAAACIJACACAGGCAGGTAGACAGACAGGCAGACAAATGAAGTTGAGTGAATGGGTTCAAGTG
GTCTCTCAAAACEACACAGGCAGGTAGACAGACAGGCAGACAAATGAAGTTGAGTGAATGGGTTCAAGTG

71 TTGTATCTCCAAATATTCTTAGTTTTAAGCAGATGTTGCTATTACCTATCACTTACCCTCCTCTTATACT
TTGTATCTCCAAATATTCTTAGTTTTAAGCAGATGTTGCTATTACCTATCACTTACCCTCCTCTTATACT

141 TATCATATCTTAAAGCTAATTGTCTATGCAGCTCAACHTCTCTGATAAGGACCATGCAGTTGAAGTTAGG
TATCATATCTTAAAGCTAATTGTCTATGCAGCTCAACETCTCTGATAAGGACCATGCAGTTGAAGTTAGG

211 TCACTGCAGGTGAATTC 001-1A_SP6
TCACTGCAGGTGAATTC chr2

>008-2A_SP6 vs. chrl: 14,956,384-14,956,470 (+), 87 bp overlap

1 GAATTCTAATAAGAATAGGAGAGAATCATCAGTCACTGAAAAACCTTTGAAGGTCCTGCCCGTGTGTGAC
GAATTCTAATAAGAATAGGAGAGAATCATCAGTCACTGAAAAACCTTTGAAGGTCCTGCCCGTGTGTGAC

71 AGGGACCACAGAAGTTG 008-2A_SP6
AGGGACCACAGAAGTTG chrl

>016-3A_SP6 vs. chr19: 49,663,546-49,663,715 (-), 171 bp overlap

1 TCCTCTIATTGCTCACCTECAATGACTCCTTCTCTGTAAGCCTTCTCCTGCATACCTAGCTTCTCTCTGG
TCCTCTRATTGCTCACCTCAATGACTCCTTCTCTGTAAGCCTTCTCCTGCATACCTAGCTTCTCTCTGG

71 CCTTATTCTCCAAAGGCTTGTGGTCCAACAGTGCAGTCCTTCCAACTACTGATMACATGTATATATATAG
CCTTATTCTCCAAAGGCTTGTGGTCCAACAGTGCAGTCCTTCCAACTACTGATISACATGTATATATINTAG

141 TTGTAGTCTCCATAAATGCTTGATATCAAAG 016-3A_SP6
TTGTAGTCTCCATAAATGCTTGATATCAAAG chril9
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>016-3A_T7 vs. chri19: 49,530,675-49,530,901 (+), 227 bp overlap

71

141

211

TTTTTTGTCCATTGTCAGAACATCAGAATAAAGAAAATGTCCAGGTGTCATTGTGGGT[MACAATGAATTG
TTTTTTGTCCATTGTCAGAACATCAGAATAAAGAAAATGTCCAGGTGTCATTGTGGGTLJACAATGAATTG

CAATCGTTACTGAACTGTTTGGCCAAGCTCAGTAGTTTTGAGTGCTGCCAGCCACC[GGAATGATCCTAG
CAATCGTTACTGAACTGTTTGGCCAAGCTCAGTAGTTTTGAGTGCTGCCAGCCACCE\GGAATGATCCTAG

GTGCTCAGAACACCTGACACAGGGTGGAGCTTCTAGTTTTGAAGAGGGAAGGCAGTTTTGAAGAGGGAAG
GTGCTCAGAACACCTGACACAGGGTGGAGCTTCTAGTTTTGAAGAGGGAAGGCAGTTTTGAAGAGGGAAG

GCAGTGAAGTACGAAGC
GCAGTGAAGTACGAAGC

016-3A_T7
chri19

>032-11C_SP6 vs. chr9: 5,307,663-5,307,872 (-), 210 bp overlap

71

141

CAAAATTCCAACTCAATTCTTCATAGAGCTACAAAGAGCAATTTGCAAATTCATTTGGTATAACAAAAAA
CAAAATTCCAACTCAATTCTTCATAGAGCTACAAAGAGCAATTTGCAAATTCATTTGGTATAACAAAAAA

TGAAAGATAGCAAAAGCTATTCTCAAAAATACAACAACTTCCTTCTCCTTGATTTTCTTGTGTTTTGCAA
TGAAAGATAGCAAAAGCTATTCTCAAAAATACAACAACTTCCTTCTCCTTGATTTTCTTGTGTTTTGCAA

ATTGTATWTTGGGTGTTCTATGTTTETGGGCTAATACCCACTTATCAGTGAGTGCACATCTAATGAATTC
ATTGTATTTGGGTGTTCTATGTTT{YTGGGCTAATACCCACTTATCAGTGAGTGCACATCTAATGAATTC

>032-11C_T7 vs. chr9: 5,196,339-5,196,861 (+), 527 bp overlap

71

141

211

281

351

421

491

TCTCAAATACTTAAAAAAATTGTCCCATGAAATATGACTGTGTGGATCTGGGGGTGTAGGGGAAGGHGGG
TCTCAAATACTTAAAAAAATTGTCCCATGAAATATGACTGTGTGGATCTGGGGGTGTAGGGGAAGG®GGG

GGTAGAGCCCACATCTCTCAGAATTCCTGTGCTCTGGGCAGGCAGAATCAGAAGGACTGCCAGATGCTT
GGTAGAGCCCACATCTC[TCAGAATTCCTGTGCTCTGGGCAGGCAGAATCAGAAGGACTGCCAGATGCTT

TCCACTTG[CCCCAGGTGGGAATCTGGCTGTGTGAAGCCACTGACCTCACTCAGTG[EGGCGTGGACAAGG
TCCACTTGEICCCCAGGTGGGAATCTGGCTGTGTGAAGCCACTGACCTCACTCAGTGEGGCGTGGACAAGG

GGTAGCCCCTGTACCAGGTTCTCAGTCTCCGGCATCCCATGCTGGATACEGCAGAGINATCTGAGAACAGA
GGTAGCCCCTGTACCAGGTTCTCAGTCTCCGGCATCCCATGCTGGATAC[EGCAGAGEATCTGAGAACAGA

ATAGGGGATACAGGAAGAGGGAAGAGGGAGAGATGTTTCCACACAGGTGAGAGTCCTTGGTCCGGGCCTT
ATAGGGGATACAGGAAGAGGGAAGAGGGAGAGATGTTTCCACACAGGTGAGAGTCCTTGGTCCGGGCCTT

GACTGGAGCACAGGAAGGCCTTCTGATGAGAGATTAGGCACAG[HNYETTAGGAINAAAGTCTATCCCATTG
GACTGGAGCACAGGAAGGCCTTCTGATGAGAGATTAGGCACAGHEERTTAGGA[(AAAGTCTATCCCATTG

TCCAAGHACAGCAGGCCTTGATGAACAGAGACAGTCTAGAGTTTTAGAGCTTTATTGTAGAAAGGCAGGA
C

TCCAAG[ACAGCAGGCCTTGATGAACAGAGACAGTCTAGAGTTTTAGAGCTTTATTGTAGAAAGGCAGGY
TGAAAGAGAAAAGGTAGAAAGAGAGAAACCTGCEATG 032-11C_T7
TGAAAGAGAAAAGGTAGAAAGAGAGAAACCTGCHATG chr9

>048-7A_SP6 vs. chr9: 32,904,919-32,905,421 (+), 504 bp overlap

71

GAATTCCTNAAAGATAAGGCTCAGTATACAATCTTCTTGAGATCACACTGATGGGTTATGTGTAATACHT
GAATTCCTMAAAGATAAGGCTCAGTATACAATCTTCTTGAGATCACACTGATGGGTTATGTGTAATACHT

CCAGACTAAATTTATGGGTGTCACTAGGCTGTGGATAAATTTGTTCAGATGGAATTCTTTGATTAGATCC
CCAGACTAAATTTATGGGTGTCACTAGGCTGTGGATAAATTTGTTCAGATGGAATTCTTTGATTAGATCC
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141

211

281

351

AR TTTTGAAAAATGATAAAACCC[ETCAGAAAAATGTITTCACTCTCAGACTR{GTAAAGTGGAAATTGCCC
A[MTTTTGAAAAATGATAAAACCCEN\TCAGAAAAATGTETTCACTCTCAGACTGTAAAGTGGAAATTGCCC

CTCTAAAGAAGCCACATGGTAGCCAGACCTGIITATCACAGGCCTCCCTTTCCAACCAATCTGGACGCTGG
CTCTAAAGAAGCCACATGGTAGCCAGACCTG[YTATCACAGGCCTCCCTTTCCAACCAATCTGGACGCTGG

AGCAGGAGGATAGCAAGTTHAAAGCCTGCCTAGGTTACAAAGTGAATTCAGGAACAGCCTCAGCAATATA
AGCAGGAGGATAGCAAGTT[AAAGCCTGCCTAGGTTACAAAGTGAATTCAGGAACAGCCTCAGCAATATA

ATGCGACHWTCATCTTGAAACAAAACGTTAAGAGATGGCTGGGAGTGTGCCTCAATGATAAAAATGTACCT
ATGCGACMTCATCTTGAAACAAAACGTTAAGAGATGGCTGGGAGTGTGCCTCAATGATAAAAATGTACCT

421 iACATTCACAGAGCCCTAGGCTCCATCTCTAATACAGTGAGAAAAAATAAAGAAGGCAAAAAATGTTATA
A|

491

ACATTCACAGAGCCCTAGGCTCCATCTCTAATACAGTGAGAAAAAATAAAPAAGGCAAAAAATGTTATA

TGTGCTATTTCAGG 048-7A_SP6
TGTGCTATTTCAGG chr9

>048-7A_T7 vs. chr9: 33,012,575-33,012,986 (-), 412 bp overlap

71

141

211

281

351

TTGCTGATACGGCGGTTTGTATGATTGTTTCTGAATGCTGAATTAGTCCTGCATGTGTGAAAGAAAGCCC
TTGCTGATACGGCGGTTTGTATGATTGTTTCTGAATGCTGAATTAGTCCTGCATGTGTGAAAGAAAGCCC

AGTTAGTCATGGGGTGGAATTCATTTTGTACATTGCTGTACTCAATTTGCTAEGATTTTATTGTAGGCATT
AGTTAGTCATGGGGTGGAATTCATTTTGTACATTGCTGTACTCAATTTGCTANATTTTATTGTAGGCATT

TACATCTAAATTAGTGAGGGATATTCATCTATTATTTTTCTGGTACTTTCTTTTCTTCTTTTCTGGCTTT
TACATCTAAATTAGTGAGGGATATTCATCTATTATTTTTCTGGTACTTTCTTTTCTTCTTTTCTGGCTTT

GGTATCAGGACAATTTTAATCTCATGAAAATCACACAGAGAGAGGCTATATAAGATTGATTTGAATTTTT
GGTATCAGGACAATTTTAATCTCATGAAAATCACACAGAGAGAGGCTATATAAGATTGATTTGAATTTTT

TTTTAATGCTTAATAGAATTCTTGAGTGAAACTACATGGGCCAATATIINATCCTTTTTGTAAGATTTTCA
TTTTAATGCTTAATAGAATTCTTGAGTGAAACTACATGGGCCAATATINYATCCTTTTTGTAAGATTTTCA
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TTACAAATTTGATTTCTTGATAGGCACAGTACTATTCAGGTGAATGGTTTCGTGTTAAGGAG 048-7A_T7

TTACAAATTTGATTTCTTGATAGGCACAGTACTATTCAGGTGAATGGTTTCGTGTTAAGGAG chr9

>072-10A_SP6 vs. chr6: 93,249,869-93,250,399 (-), 533 bp overlap

71

141

211

281

351

421

491

TTCTAAAATTTAARCTATTTTTTAATTTAAAAGCAAAATAGAAGTACCCAGAAAGAATAATTGTCTGTCT
TTCTAAAATTTAA[CTATTTTTTAATTTAAAAGCAAAATAGAAGTACCCAGAAAGAATAATTGTCTGTCT

TTCAAAACTGGGTTTTTGTTCTGATTTGTTTCTCITTCCTATTTCCCTATTTCCTATTTGTTTTCCTTTT
TTCAAAACTGGGTTTTTGTTCTGATTTGTTTCTCTTCCTATTTCCCTATTTCCTATTTGTTTTCCTTTT

TCTATTTCCTATTTTCCTGTTTCCTATCAACCGGTTCTGGATAGGTTCTTTTTCCTGCCATCAGGAATCC
TCTATTTCCTATTTTCCTGTTTCCTATCAACCGGTTCTGGATAGGTTCTTTTTCCTGCCATCAGGAATCC

CTGAGCCAAATTTGGGAAGAAAACAACAAGATAAGGACCCTCAAGTCTGGTGGTGCCCCTTCTTGCCCTA
CTGAGCCAAATTTGGGAAGAAAACAACAAGATAAGGACCCTCAAGTCTGGTGGTGCCCCTTCTTGCCCTA

GTTAGTGCTGGATGCGCCAACTTIWTAATCTCINETGITACTCTGIGCATGCTATCCCAAACTCTAGGGTG
GTTAGTGCTGGATGCGCCAACTTTAATCTCRETGTISACTCTGGCATGCTATCCCAAACTCTAGGGTG

CAATGACATAGCCTGATCATTAAGAGCAGCCAACGCAAAAGCATCAATTGTCAGACAAACTTAAAGAATA
CAATGACATAGCCTGATCATTAAGAGCAGCCAACGCAAAAGCATCAATTGTCAGACAAACTTAAAGAATA

ACAGCAAATCTGGAATGGAAAAGAATTCCATGGAATTAAAGTGCCTTGGGTACCTTGGGTTCCCAGGCC
ACAGCAAATCTGGAATGGAAAAGAATTCCATGGAATTAAAGTGCCTTGGGTACCTTGGGTEITCCCAGGCC

TGAAGTCCACCAGCTCTCTCCACAGCCCCAGCTGAAGAATTC 072-10A_SP6
TGAAGTCCACCAGCTCTCTCCACAGCCHCCAGCTGAAGAATTC chr6

072-10A_SP6
chr6

072-10A_SP6
chré

072-10A_SP6
chr6

072-10A_SP6
chr6é

072-10A_SP6
chr6

072-10A_SP6
chré

072-10A_SP6
chr6



>072-10A_T7 vs. chr6: 93,125,121-93,125,326 (+), 207 bp overlap

71

141

AGTTTTAAAGTCAAGTAGAGGAGCATTCCGGGGGGTAGGTGATCTATATCTTGATTGATGGGTTCTATCT
AGTTTTAAAGTCAAGTAGAGGAGCATTCCGGGGGGTAGGTGATCTATATCTTGATTGATGGGTTCTATCT

CTGGGAGTCTGGATGATGCTATGATTCAGACTAATTATTCTTGTTTCATGCCAAGGAAGGGTAGTTCTTG
CTGGGAGTCTGGATGATGCTATGATTCAGACTAATTATTCTTGTTTCATGCCAAGGAAGGGTAGTTCTTG

072-10A_T7
chré

072-10A_T7
chr6

ACCTCTTGGCCACAACCTTGGCTAACTGTCCTTCGTAAGCCTGAGGTTIGTTGCAGTAACTGACTTA 072-10A_T7
ACCTCTTGGCCACAACCTTGGCTAACTGTCCTTCGTAAGCCTGAGGTTRGTTGCAGTAACTGACTTA chr6

>088-12A_SP6 vs. chrX: 141,997,504-141,997,948 (-), 460 bp overlap

71

141

211

281

351

421

TTTTTCCAGECTTCTGGECTATCACAAATAAGACTGCTATGAACACAGTGGAACACGTGCCCCTGTGACA
TTTTTCCAGECTTCTGGECTATCACAAATAAGACTGCTATGAACACAGTGGAACACGTGCCCCTGTGACA

TGGTIGGGGTGGGGCATCTTTTGGATATATATATATATATATATATATATATATATATATARNGNY
TGGTHEGGGGTGGGGCATCTTTTGGATATATATATATATATATATATATATATATATATAT Alg St e

INWATATAATCTTTTCTCCATTAAATTACCTTTGCTCCCTTGTTCAAGATCATTGATTAGATCTGTGCTTA
mam  ATAATCTTTTCTCCATTAAATTACCTTTGCTCCCTTGTTCAAGATCATTGATTAGATCTGTGCTTA

CTTCCATCTTCTCTGATTTTTTTGTTATGGAAAAAGGGTTTATTTTGAAATTATTTTAATTTAGAAATAG
CTTCCATCTTCTCTGATTTTTTTGTTATGGAAAAAGGGTTTATTTTGAAATTATTTTAATTTAGAAATAG

AAAACCTCATAGGAAGGAGGAAAGAAACAAAATACATAAAGCATCCAGGCAACGTTTTACTTCATGAGCT
AAAACCTCATAGGAAGGAGGAAAGAAACAAAATACATAAAGCATCCAGGCAACGTTTTACTTCATGAGCT

CATCACTATCTCATTGGTTCACTTGTCCCATGATGAGAAAGGACTCAGCCACCCATAGTAATGTTATTAA
CATCACTATCTCATTGGTTCACTTGTCCCATGATGAGAAAGGACTCAGCCACCCATAGTAATGTTATTAA

TAGGGATATGGATCAGTTTCACAAAGAAGCCAATGAATTC 088-12A_SP6
TAGGGATATGGATCAGTTTCACAAAGAAGCCAATGAATTC chrX

>096-1B_T7 vs. chr4: 29,734,830-29,735,232 (+), 415 bp overlap

71

141

211

281

350

CTGTACTTCAGTTTGCTTTTAAATTGTATGTGACTAATATTAATAAATATAAAAATACAATTTGTGGTTA
CTGTACTTCAGTTTGCTTTTAAATTGTATGTGACTAATATTAATAAATATAAAAATACAATTTGTGGTTA

TTCAATGTTTTTGTTTTCTATATATATTTTAAGGCTGAMCACTTGGTATCAGATAAAGIGTTAGGGGCTC
TTCAATGTTTTTGTTTTCTATATATATTTTAAGGCTGANCACTTGGTATCAGATAAAGGTTAGGGGCTC

ATCCCTGGGGAAGTCTGATTCTCCCTCTCTAGGTATTAATTGTATGTA[NUNGNVVNN®GTGGGGATGGGGT
ATCCCTGGGGAAGTCTGATTCTCCCTCTCTAGGTATTAATTGTATGTA TGGGGATGGGGT

CIVAGIYGAGATTTTCTTTACCCTCTTTGAGACGTCAGTTTATGGTGTCATTATCCAGGCCTTGTTTAGCC[Y
CIMNGEGAGATTTTCTTTACCCTCTTTGAGACGTCAGTTTATGGTGTCATTATCCAGGCCTTGTTTAGCC)

ACINYTATTGTTTAGAGTTTACARGTGAGATAGCCTATCAAATATAAAACATACAATCTTGTAACAGACTT
ACHATATTGTTTAGAGTTTACAL\GTGAGATAGCCTATCAAATATAAAACATACAATCTTGTAACAGACTT
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CATGARTCTTCTGGCTGTTAACAAATTATTCTATCCCTGTTCCTGEGTGCCTTTGTCCTTATGTG 096-1B_T7

CATGARTCTTCTGGCTGTTAACAAGTTATTCTATCCCTGTTCCRTGIGTGCCTTTGTCCTTATGTG chr4

>120-4B_SP6 vs. chrib: 40,526,985-40,527,497 (-), 513 bp overlap

1

TTTACAGGTTGAGTAAGAATTTTCTTTACACATGAAAGACATATTGTAGAGTCTTTGTAGCGAAAAGATT
TTTACAGGTTGAGTAAGAATTTTCTTTACACATGAAAGACATATTGTAGAGTCTTTGTAGCGAAAAGATT

120-4B_SP6
chrib



71

141

211

281

351

421

491

CTGCAGTTGAAAAGGTTGAGATAAATIGTCTAACTAATGCCTGCCAATGGTCAGACTCCAGTGTCTTCAA
CTGCAGTTGAAAAGGTTGAGATAAAT[EGTCTAACTAATGCCTGCCAATGGTCAGACTCCAGTGTCTTCAA

AAGACAAGGGCAGGGATCATCGCAAGAAAGATAATTTTCTATTTAAATTTTGGGCTCCCAAACTAACATT
AAGACAAGGGCAGGGATCATCGCAAGAAAGATAATTTTCTATTTAAATTTTGGGCTCCCAAACTAACATT

TTGCTAATTATGACAATGGAGTCTGCTCCTAGCACCAAAGGACCACCCCTTTCACCCGTCCTTTGAAACT
TTGCTAATTATGACAATGGAGTCTGCTCCTAGCACCAAAGGACCACCCCTTTCACCCGTCCTTTGAAACT

ACTATAACCCGCCACCTGGTATGTTCTTTTTATATCCACTATAAACTACAGCTTTAATAAATATTTATTG
ACTATAACCCGCCACCTGGTATGTTCTTTTTATATCCACTATAAACTACAGCTTTAATAAATATTTATTG

GGGG[NAACTAAAGAATCCTGATATGGAGAAGGGACCAGTGAAAACAAAGCTTTCTTCACTCTCAGTATTT
GGGGAACTAAAGAATCCTGATATGGAGAAGGGACCAGTGAAAACAAAGCTTTCTTCACTCTCAGTATTT

CTCAAGCTTTTTTTGGTGGGGTGGGGGGTGGGAGGGAGGCAGAGCTCAAGCCTTGTTAGTACCCTGTGCT
CTCAAGCTTTTTTTGGTGGGGTGGGGGGTGGGAGGGAGGCAGAGCTCAAGCCTTGTTAGTACCCTGTGCT

GTCCATTTCCCCTTACTGAATTC 120-4B_SP6
GTCCATTTCCCCTTACTGAATTC chrib

>120-4B_T7 vs. chrib5: 40,396,461-40,396,493 (+), 33 bp overlap

1

CTCCCCATCCTTGCCTGGAATTTTGGTTGGCCT 120-4B_T7
CTCCCCATCCTTGCCTGGAATTTTGGTTGGCCT chrilb

>128-5_SP6 vs. chr7: 59,269,790-59,270,000 (+), 211 bp overlap

71

141

211

ATGAAAAACTATGCTAGGGTAAATTCAAGTCAGTGGTGAAGATGGGGGCAGCAAACACAGGAGGCAGTCC
ATGAAAAACTATGCTAGGGTAAATTCAAGTCAGTGGTGAAGATGGGGGCAGCAAACACAGGAGGCAGTCC

AGACTCACTTTCCTTGGTCCTTCATGAGCACTGAGAAAGGATTATGTGGAAACTGGCTCATCAGAGTGGT
AGACTCACTTTCCTTGGTCCTTCATGAGCACTGAGAAAGGATTATGTGGAAACTGGCTCATCAGAGTGGT

GAGCATCATACATCCCAAGCATGGCAGAAGCATGCCAGACCCTCAAAACAAAACTGAGCACC]JGCATCCC
GAGCATCATACATCCCAAGCATGGCAGAAGCATGCCAGACCCTCAAAACAAAACTGAGCACCHIGCATCCC

C 128-5_SP6
C chr7

>128-5B_T7 vs. chr7: 59,381,337-59,381,546 (-), 186 bp overlap

71

138

TTTTGGCTCAGCCTGCAATGAAACACTCCCATCACTGGATGTCTATAGGGAGGAAAAGTATATCTAGGGT
TTTTGGCTCAGCCTGCAATGAAACACTCCCATCACTGGATGTCTATAGGGAGGAAAAGTATATCTAGGGT

GAGCAGTAGAGTCTGTCAA[AAACACACCCACAGMCATGAGATCTCAGTGCAAGC[HANWAREESAACAA[EA[
GAGCAGTAGAGTCTGTCAAGAAACACACCCACAGHCATGAGATCTCAGTGCAAGCEYARNAIWVIAACAALIA(Y

AGAAREAFACAAAAC[ERNICAACAACAACAACAACAACAACAAINGA[EARICIAC  128-5B_T7
APNAANAINACAAAACINACAACAACAACAACAACAACAACAAMNAGAINCINAC  chr7

>136-6B_SP6 vs. chri13: 17,084,203-17,084,861 (+), 647 bp overlap

71

GAATTCTGTATGTACTCTTGGAATACCAAAAGGGTCTCTAAAGACAAACCACAAGGAAAAGATTATTAAC
GAATTCTGTATGTACTCTTGGAATACCAAAAGGGTCTCTAAAGACAAACCACAAGGAAAAGATTATTAAC

TACAGAAAACATTCAAATTTTTGTATAACAAGACATTCAAAGGCAAGTACTTTGGAAGACACATAGGTCA
TACAGAAAACATTCAAATTTTTGTATAACAAGACATTCAAAGGCAAGTACTTTGGAAGACACATAGGTCA
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141

211

277

347

417

486

554

621

GCAAGGGCTACCTTCAAAACCACAGAAAAAAACTTTAGACAAGTCAGTCTACCAAATAAAGTAATGAAAT
GCAAGGGCTACCTTCAAAACCACAGAAAAAAACTTTAGACAAGTCAGTCTACCAAATAAAGTAATGAAAT

TCACTAGTAATTAGAGAAACACAAATTTAAAARGATTGTCACCTTACAAACATAAAAAACAAGERGCCCC
TCACTAGTAATTAGAGAAACACAAATTTAAAAJNGATTGTCACCTTACAAACATAAAAAACAALNNAGCCCC

TTCTGTGTTCCTACTCCTAAAGACAATTCTATGAAAGGGGAAAGTGTGAAGTTCTAAGCTTTGTCCAACA
TTCTGTGTTCCTACTCCTAAAGACAATTCTATGAAAGGGGAAAGTGTGAAGTTCTAAGCTTTGTCCAACA

ACAAATAGCCCTCCCCATCACCACCCAAAAAAINAACACATGGCACAGTAAATCATGAGTGGCCTTTTCTA
ACAAATAGCCCTCCCCATCACCACCCAAAAAAPAACACATGGCACAGTAAATCATGAGTGGCCTTTTCTA

AAGAGTCTGCTTTGAATATACACAAAAAGAAARTACAACTTTAAAGATGCCCTGGGATTCTTACAGAAGT
AAGAGTCTGCTTTGAATATACACAAAAAGAAA[NTACAACTTTAAAGATGCCCTGGGATTCTTACAGAAGT

TTATTTATTGACTATCAAQTACAACTTTTCTTTTTCCCTCTTAAAAACAAATGGTCTTTACATTAAGCTG
TTATTTATTGACTATCAAQNTACAACTTTTCTTTTTCCCTCTTAAAAACAAATGGTCTTTACATTAALCTG

ARGTATAATAACATTTTAAAATTCTTGCAAAAGAATACCTTGGGRCTGGTGAGATGGCTTARCGGGTAAG
AINGTATAATAACATTTTAAAATTCTTGCAAAAGAATACCTTGGG[YCTGGTGAGATGGCTTA[CGGGTAAG

AACACTAGCTGCTCTTCEGARGGTCCTGA 136-6B_SP6
AACACTAACTGCTCTTCGA\GGTCCTGA chri3

>144-7B_SP6 vs. chr19: 3,257,612-3,257,787 (-), 176 bp overlap

71

141

ATCTCCTACCCAGATCTCCTACTCCCTTGGGGGGTGGGGGGGTGAGGTGGGGGCATAAGCAAGAGGGCA
ATCTCCTACCCAGATCTCCTACTCCCTTGGGEGGGTGGGGGGGTGAGGTGGGGGCATAAGCAAGAGGGCA

CAAATGTGGACCAGCTGAACAAGCCTAAGGTTTGGAGTTTCACAAGTAGACTGTAAAGAAATGTTTAAAA
CAAATGTGGACCAGCTGAACAAGCCTAAGGTTTGGAGTTTCACAAGTAGACTGTAAAGAAATGTTTAAAA

TTGCCTGAGCCTAATTTGATTCTCCTAGTGAATTCC 144-7B_SP6
TTGCCTGAGCCTAATTTGATTCTCCTAGTGAATTCC chril9

>144-7B_T7 vs. chr19: 3,132,629-3,132,986 (+), 359 bp overlap

71

141

211

281

351

TATTCACAGINY§ACGTGCCACTGTGTAGCATTGTAACCAGTTAGGGAACATTTTTATCAACCCTCCCAAA
TATTCACAGHNSACGTGCCACTGTGTAGCATTGTAACCAGTTAGGGAACATTTTTATCAACCCTCCCAAA

TACTCCTTCTTAGCCTCATCCAGCCTCCCCTGGTGTGTCCCTGGCTGCTCTGGTCTTTCCTTCTCTGTAG
TACTCCTTCTTAGCCTCATCCAGCCTCCCCTGGTGTGTCCCTGGCTGCTCTGGTCTTTCCTTCTCTGTAG

GTTTGTTCTGTTCTGGACACGTCATGTAAATGGAGTGAGACATTGGCTTCCTTGGCTTCCTGCCATGCTG
GTTTGTTCTGTTCTGGACACGTCATGTAAATGGAGTGAGACATTGGCTTCCTTGGCTTCCTGCCATGCTG

GTTTGGTTTGTCTTGGTTTTGTGAGACAGGGTCTCCTGTAGCTCAGGCTAACTTCTAGCTAAMUMIGATT
GTTTGGTTTGTCTTGGTTTTGTGAGACAGGGTCTCCTGTAGCTCAGGCTAACTTCTAGCTAA[eVNIGATT

TGAACATCTGATCCTCCCACCTCCTCTCTCAAGTGCTCTGACCTCAGGAGAGTGCCACCATGCTGTGTTC
TGAACATCTGATCCTCCCACCTCCTCTCTCAAGTGCTCTGACCTCAGGAGAGTGCCACCATGCTGTGTTC

ATGTGTCGC 144-7B_T7
ATGTGTCGC chril9

>152-7B_T7 vs. chr2: 180,150,561-180,150,943 (-), 392 bp overlap

CCG[EJGAAWNTCCAACTTTAGAAAAACAAAATCAACAACAAGAAAGCCATGTGTTCCAGGGCACAGAATTCA
CCGEGAAJNTCCAACTTTAGAAAAACAAAATCAACAACAAGAAAGCCATGTGTTCCAGGGCACAGAATTCA

136-6B_SP6
chri3

136-6B_SP6
chri3

136-6B_SP6
chri3

136-6B_SP6
chril3

136-6B_SP6
chri3

136-6B_SP6
chri3

136-6B_SP6
chri3

144-7B_SP6
chri9

144-7B_SP6
chri19

144-7B_T7
chri9

144-7B_T7
chri9

144-7B_T7
chril9

144-7B_T7
chri19

144-7B_T7
chri19

152-7B_T7
chr2



71

141

211

281

351

GGCATTACTCCTTGCAAGGCAAACACTTTTACCAGCTGAGCTCCGGTGTCGCTCTCAAACATTTATGTTT
GGCATTACTCCTTGCAAGGCAAACACTTTTACCAGCTGAGCTCCGGTGTCGCTCTCAAACATTTATGTTT

TATTTATGTGECTGAGTGGAGTTTATGCCTTCTATGTGTGGGTGCCCACAGAGGACAGAAAAGGGCATTT
TATTTATGTGECTGAGTGGAGTTTATGCCTTCTATGTGTGGGTGCCCACAGAGGACAGAAAAGGGCATTT

GATCTCCTGGAGCTGAAGTTATAGGTAGTTGTAAGACACCTTCI\GGTGCTGGEAACAGAACTCG[EGTCCT
GATCTCCTGGAGCTGAAGTTATAGGTAGTTGTAAGACACCTTC[GGTGCTGGAACAGAACTCGLIGTCCT

CTGGGAGATACCGCCTTAACTGCTGAGTCATCACTACAGCCTTACIAGGCCCCHHEWTTTTTTTINTTTTGA
CTGGGAGATACCGCCTTAACTGCTGAGTCATCACTACAGCCTTAC[HGGCCCCIRNETTTTTTT®TTTTGA

GTCAGAATCTCCAGCTTAGATTGGTCTTGAACTTGTAATCCT 152-7B_T7
GTCAGAATCTCCAGCTTAGATTGGTCTTGAACTTGTAATCCT chr2

>160-9B_SP6 vs. chril4: 79,957,422-79,957,995 (+), 573 bp overlap

71

141

211

281

351

421

490

560

TCTTTATAAAATAGCAATTCACATGTCACAAAAACTATAINTCCCCTATTGTATGAGAAGGGAACTTTTTA
TCTTTATAAAATAGCAATTCACATGTCACAAAAACTATA[MTCCCCTATTGTATGAGAAGGGAACTTTTTA

TTTTGTCTGTTTACTATAATTTCAGAGGAGATTTGCTAGACCAAAAGGAAATCTTCTAAATTATGCTAAG
TTTTGTCTGTTTACTATAATTTCAGAGGAGATTTGCTAGACCAAAAGGAAATCTTCTAAATTATGCTAAG

TAGACAGCCTTGAATACAATCAAATGGGTAGTGAGTGACTCTGCAAGAGGAAAAATTTGAGGACTAACTA
TAGACAGCCTTGAATACAATCAAATGGGTAGTGAGTGACTCTGCAAGAGGAAAAATTTGAGGACTAACTA

CCATGAATCCCATATAAGCAAAAGGAAATATTAAGTGTCAGAAAAAGGAAAGGAACAGGCCAATAGGATT
CCATGAATCCCATATAAGCAAAAGGAAATATTAAGTGTCAGAAAAAGGAAAGGAACAGGCCAATAGGATT

CTGCATGAAGTGGGTCAGCTGTAACATTGAAGGCAAGTGACTCAGGGATGTAAAAATGACAAGCTTTAGT
CTGCATGAAGTGGGTCAGCTGTAACATTGAAGGCAAGTGACTCAGGGATGTAAAAATGACAAGCTTTAGT

GGATTCCACTGAGAATTCAAGAAGGAAGAGGGHNTGGJAAGCACCCAATATCCTAGCAAGGAATATCAGTT
GGATTCCACTGAGAATTCAAGAAGGAAGAGGG[®TGG[(AAGCACCCAATATCCTAGCAAGGAATATCAGTT

AGTATAATGGATAAGAGTTGTAGTAGATTAATAAGTACTTTAGGGCAGTTTAAAGACAARGGCTAGAAGAC
AGTATAATGGATAAGAGTTGTAGTAGATTAATAAGTACTTTAGGGCAGTTTAAAGACAALNGCTAGAAGAC

ACGAAATAGAGAGTAGACAAACAGACTAATTATTGGCAGAATAATAGAGGAAGGCGAGATTTTTTCATAT
ACGAAATAGAGAGTAGACAAACAGACTAATTATTGGCAGAATAATAGAGGAAGGCGAGATTTTTTCATAT

GCATATTTATGAAT 160-9B_SP6
GCATATTTATGAAT <chri4d

>160-9B_T7 vs. chri4: 80,075,786-80,076,150 (-), 365 bp overlap

71

141

211

281

351

CCCTACAGTGGGACATCAAGCCTTCAGAAGACCAAGGGCCTTTCCTCCCATTGATGTCCTACAAGGCCAT
CCCTACAGTGGGACATCAAGCCTTCAGAAGACCAAGGGCCTTTCCTCCCATTGATGTCCTACAAGGCCAT

CCTCTGCTACATATGTAGTTGGAGTCCATGGGTCCCTCAATGTGTACTCTTTGGTTGGCTGTTTAATCTC
CCTCTGCTACATATGTAGTTGGAGTCCATGGGTCCCTCAATGTGTACTCTTTGGTTGGCTGTTTAATCTC

TGAGAGCTCTGGCGAATCTGGATGATTGATATTATTGTTCTTCCTATGGGGTTGCAAACCCCTTCAACTC
TGAGAGCTCTGGCGAATCTGGATGATTGATATTATTGTTCTTCCTATGGGGTTGCAAACCCCTTCAACTC

CTTCAGTCCTTTCATTTACTCCATTGGGGACCCCAAGCTCAGTCCAATGGTTGGCTGTGAGCATCTGCCT
CTTCAGTCCTTTCATTTACTCCATTGGGGACCCCAAGCTCAGTCCAATGGTTGGCTGTGAGCATCTGCCT

CTGTATATGTCAGGCTCTATCAGAGCTTCTCAGGAGACAGTTATAMCAGGCTCCTGTCAGCATGCACTT
CTGTATATGTCAGGCTCTATCAGAGCTTCTCAGGAGACAGTTATARNCAGGCTCCTGTCAGCATGCACTTYY

TE{§ACATCAGCAATA 160-9B_T7
TINNMACATCAGCAATA chri4

152-7B_T7
chr2

152-7B_T7
chr2

152-7B_T7
chr2

152-7B_T7
chr2

160-9B_SP6
chri4d

160-9B_SP6
chri4d

160-9B_SP6
chri4d

160-9B_SP6
chri4

160-9B_SP6
chri4

160-9B_SP6
chri4d

160-9B_SP6
chri4d

160-9B_SP6
chri4d

160-9B_T7
chri4

160-9B_T7
chri4d

160-9B_T7
chri4

160-9B_T7
chri4

160-9B_T7
chri4d



>182-12B_SP6 vs. chrl7: 15,428,227-15,428,613 (-), 387 bp overlap

71

141

211

281

351

CAAGCTAGACCCATCAGAGAGGAGAGTCTCTCAATTGAGAAAATGTTGTGTGTAGTTTTATGCCCTACCC
CAAGCTAGACCCATCAGAGAGGAGAGTCTCTCAATTGAGAAAATGTTGTGTGTAGTTTTATGCCCTACCC

ACTGATATTCTGGGAGTTGACTTGGCTACCAGCCCCCACTGGGTATCCCTTGAATCCTCAGACAAAGGTC
ACTGATATTCTGGGAGTTGACTTGGCTACCAGCCCCCACTGGGTATCCCTTGAATCCTCAGACAAAGGTC

ACACACACACACACACACACACACACACACACACACACACACACACAGAGTTTATTCCTTTTCAACTTGC
ACACACACACACACACACACACACACACACACACACACACACACACAGAGTTTATTCCTTTTCAACTTGC

CTTAGGACTCAATTGTTGTTTGCCAAACTCCCTAACCACCCACCTGTAGTAGTGGCCACAGGCCCCAGTT
CTTAGGACTCAATTGTTGTTTGCCAAACTCCCTAACCACCCACCTGTAGTAGTGGCCACAGGCCCCAGTT

CCTCCCAAGACCTCACATGGCTGCTGGCTTTTTCTGCCTCCACAGCATGGCCAAT[TACCTTATCTCTTC
CCTCCCAAGACCTCACATGGCTGCTGGCTTTTTCTGCCTCCACAGCATGGCCAAT\TACCTTATCTCTTC

CCTTGCATCTGCTTTTTCCTTCTGGGACCTGGAATTC 182-12B_SP6
CCTTGCATCTGCTTTTTCCTTCTGGGACCTGGAATTC chrl7

>192-6C_T7 vs. chrl7: 33,999,368-33,999,883 (-), 515 bp overlap

70

140

210

280

350

420

490

CCTGTCTCTGTETTGGGCTTTTGGGGRHCTCTCCATGTCCTGTGTCCCCACTCCCTCTGACTTCTTTGTCC
CCTGTCTCTGTATTGGGCTTTTGGGG[ECTCTCCATGTCCTGTGTCCCCACTCCCTCTGACTTCTTTGTCC

TGGGAAGCTGTCCTTTGCTGCTGGGGTCCCGAAGGTTTATGCCAGGTACAGGAGAGAAGATGCACTAGGT
TGGGAAGCTGTCCTTTGCTGCTGGGGTCCCGAAGGTTTATGCCAGGTACAGGAGAGAAGATGCACTAGGT

GCCCAGCATTCAGTITGACTCGINTCTT

I\GCAGAAGTEAAGCCAGGGGCTGCHGEVNCACCACGTGAGTATA
GCCCAGCATTCAGT[TGACTCG[YTCTT(g G GG|

GCAGAAGT[AAGCCAGGGGCTGC[G[efCACCACGTGAGTATA

GTGTCCACTGTCTCTACTTGCAGTTCTGCTGAGTCCCAACCCAGGCTGCACCAGACCCAGCTTCACAGGA
GTGTCCACTGTCTCTACTTGCAGTTCTGCTGAGTCCCAACCCAGGCTGCACCAGACCCAGCTTCACAGGA

CAGGCTGTGTGCACCACAGCTGCTACCATTGGTCCCCATTCACAAAGCGCTAATGACTTAAGGGCTCAAA
CAGGCTGTGTGCACCACAGCTGCTACCATTGGTCCCCATTCACAAAGCGCTAATGACTTAAGGGCTCAAA

TGTGCTCCATTGTGTAGAAAGCTTGCCCTTCPSGGAGAACAATINCCCTTCCCTATTCTGCAGCCTTTATAC
TGTGCTCCATTGTGTAGAAAGCTTGCCCTTCGGAGAACAAT[CCCTTCCCTATTCTGCAGCCTTTATAC

AGCCCTGTGAGCCTTCCAGGAGCCCAGGTAAGACAGGGTCCCCCAGAG[CTGGTTGCCTCTCAGAGGCAG
AGCCCTGTGAGCCTTCCAGGAGCCCAGGTAAGACAGGGTCCCCCAGAGICTGGTTGCCTCTCAGAGGCAG

ATTGATGGTACATCTACAATGAATTC 192-6C_T7
ATTGATGGTACATCTACAATGAATTC chril?7

>200-9C_T7 vs. chr6: 99,758,420-99,758,598 (+), 180 bp overlap

71

141

GAATTCAAACCTCTTATCCATTCCTTGGTCCATATTCCCTTTCCTTAGTGGTTTTACTCTGAAATGTTGC
GAATTCAAACCTCTTATCCATTCCTTGGTCCATATTCCCTTTCCTTAGTGGTTTTACTCTGAAATGTTGC

ATGACCCAACAAAGTCCTGCCAMYGCATAGTGGTGCAGATGCGAACTTCAGAACTCTATAGTGGCTGAAG
ATGACCCAACAAAGTCCTGCCA[GEGCATAGTGGTGCAGATGCGAACTTCAGAACTCTATAGTGGCTGAAG

AAGGAGGTAGATCCTAAGTTTGATGTCAGACHAAGTACA 200-9C_T7
AAGGAGGTAGATCCTAAGTTTGATGTCAGAC[HAAGT[NACA chr6

>245-11P_SP6 vs. chril7: 12,000,500-12,000,962 (+), 465 bp overlap

182-12B_SP6
chri7
182-12B_SP6
chril7
182-12B_SP6
chril7
182-12B_SP6
chri?7
182-12B_SP6
chri7
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chril7
192-6C_T7
chri?7
192-6C_T7
chri7
192-6C_T7
chril7
192-6C_T7
chril7
192-6C_T7
chri?7
192-6C_T7
chri?7
200-9C_T7
chr6
200-9C_T7
chr6



1 GAATTCTATCCCAAACACATGCTTAAAAAGCAGTPGTGCGGAGAAGTGGAGAAGTGAATCAGCAGTTAAG
GAATTCTATCCCAAACACATGCTTAAAAAGCAGT[YGTGCGGAGAAGTGGAGAAGTGAATCAGCAGTTAAG

71 AGCAATTTTGGCTTTGGAAGACGACCTGAGTTCAATATCCAGCACCAACATGGTGGCTAACCACCAGCCA
AGCAATTTTGGCTTTGGAAGACGACCTGAGTTCAATATCCAGCACCAACATGGTGGCTAACCACCAGCCA

141 TAACTCCAGTTCTAGGGGATCCTATGCCTTCTTTGGGCTTCTGCGGGCATCCGGCATATATATGGTTCAC
TAACTCCAGTTCTAGGGGATCCTATGCCTTCTTTGGGCTTCTGCGGGCATCCGGCATATATATGGTTCAC

211 AGACACACATGCAGGAAAAACACTCATACACATAAAATATGTAAATCATAAAATACATAAATAAAAAAAA
AGACACACATGCAGGAAAAACACTCATACACATAAAATATGTAAATCATAAAATACATAAATAAAAAAAA

281 TTAAACCAAGCATG[ETTATGGATTCTTGGATTTCAACACTAAGGAGGCAGAACCCCTGGGATTCAGTAT
TTAAACCAAGCATGATTATGGATTCTTGGATTTCAACACTAAGGAGGCAGAACCCCHTGGGATTCAGTAT

351 CAGGGCAGCCAGCCTGGCCTACTTAATGAGTCTCAGGCCAGGTANGAGACCATATCTCAAGAAGGAAGAA
CAGGGCAGCCAGCCTGGCCTACTTAATGAGTCTCAGGCCAGGTARGGAGACCATATCTCAAGAAGGAAGAA

421 CATCATCTGAGGAAAGGTGCCTGAGGTTGGCCTCTGTTTTCCATA 245-11P_SP6
CATCATCTGAGGAAAGGTGCCTGAGGTTGGCCTCTGTTTTCCATA chril7

>245-11P_T7 vs. chrl7: 12,186,842-12,187,321 (-), 480 bp overlap

1 TATGTTAGCTATTTTGCTAGATTGCTGGTT[GAGATATCCTGATGATGGAGATTGGTCTTACCCCAAGAA
TATGTTAGCTATTTTGCTAGATTGCTGGTTL\GAGATATCCTGATGATGGAGATTGGTCTT[{CCCCAAGAA

71 ACCCAAGGCTGCTAGTCAGCA[EGAAGTAGTCTAAGGAGGCCTACACCAGGAGATCTACACCTTCTETGG
ACCCAAGGCTGCTAGTCAGCA[N\GAAGTAGTCTAAGGAGGCCTACACCAGGAGAITCTACACCTTCTITGG

141 TCTTCTTTCTCCCCTACCTAGTGTTGGGTAGTTGGACGGGATTGGGGTAGAATAAGGGTTGGAAGGATGG
TCTTCTTTCTCCCCTACCTAGTGTTGGGTAGTTGGACGGGATTGGGGTAGAATAAGGGTTGGAAGGATGG

211 TAGATACTAGAACCCAATAAAGTAGCCCAAGAAGCAAGTCAJICAAGAATTAATATGACGACIITGTACACT
TAGATACTAGAACCCAATAAAGTAGCCCAAGAAGCAAGTCALICAAGAATTAATATGACGACTGTACACT

281 GGATAGTTTTCTGACAACTTGACACAAGCTAGAATATCTGAAAGAAGGAACCTCAACTGAAGGAAAAAAC
GGATAGTTTTCTGACAACTTGACACAAGCTAGAATATCTGAAAGAAGGAACCTCAACTGAAGGAAAAAAC

351 TCAATAAAATCCATCTATAAGGCATTGTCTTAATGAGTGATTGATGGGTGAGGGCCCAGETCATTTGGG
C

G
TCAATAAAATCCATIATATAAGGCATTGTCTTAATGAGTGATTGATGGGTGAGGGCCCAG®TCATTTGGGS

421 TGGTGCTTGTAGTCCTﬁGGTTCTATAAGAAAGCAGGCTGAACAATTCATGTGGAGCAAGC 245-11P_T7
G

TGGTGCTTGTAGTCCT[GGTTCTATAAGAAAGCAGGCTGAACAATTCATGTIAGAGCAAGC chrl?7

>245-9D_SP6 vs. chr4: 92,886,305-92,886,528 (+), 223 bp overlap

1 AGGAACTACGAAMTTCTTGCGACTGTGACTGTGGGTGAMATTCCTGAACTTGGGTRRJCAGGTGTTTGTTG
AGGAACTACGAAfITTCTTGCGACTGTGACTGTGGGTGAMATTCCTGAACTTGGGT[JCAGGTGTTTGTTG

71 NTGTGGGTTTTTTTTTAATGEGTGTGTAATGTGAAAATAATCAGAATCTATTAAATAGRGGTRERCAGTG
BTGTGGGTTTTTTTTTAATGEGTGTGTAATGTGAAAATAATCAGAATCTATTAAATAGEGGTEEINCAGTG

138 CTTACACCGGCATTTGTAACTACTTCCCGACCCACAGATCCTC[TACGGAGATCGGGGAAACCACAAGT
CTTACACCGGCATTTGTAACTACTTCCCGACCCACAGATCCTCHTACGGAGATCGGGGAAACCACRAAGT

208 AAAAGAAACCGCGAAA 245-9D_SP6
AAAAGAAACCGCGAAA chr4

>245-9D_T7 vs. chr4: 93,023,688-93,024,308 (-), 621 bp overlap

1 AAACAGTCATATACHTAAGAATAAACAAATTGATTAAAATAAAAATTACTTATGTGCCCCACCCGGCAAA
AAACAGTCATATACIATAAGAATAAACAAATTGATTAAAATAAAAATTACTTATGTGCCCCACCCGGCAAA

245-11P_SP6
chri7

245-11P_SP6
chri7

245-11P_SP6
chril7

245-11P_SP6
chri?7

245-11P_SP6
chri7

245-11P_SP6
chri7

245-11P_T7
chril7

245-11P_T7
chril7

245-11P_T7
chri?7

245-11P_T7
chri7

245-11P_T7
chri7

245-11P_T7
chril7

245-9D_SP6
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245-9D_SP6
chrd

245-9D_SP6
chr4

245-9D_T7
chr4



71

141

211

281

351

421

491

561

AAAGAAAACTTGCTAACACTCTTGAGACCAGGAGCTGACCCCACACTGCCTCTCCGATGGATTAACATTC
AAAGAAAACTTGCTAACACTCTTGAGACCAGGAGCTGACCCCACACTGCCTCTCCGATGGATTAACATTC

CTCTGCTAATTGCCCCTTGAAAATCTTTTTACCTTTATCTTTACCTAAAATTCTAATGAAAAACTGCACA
CTCTGCTAATTGCCCCTTGAAAATCTTTTTACCTTTATCTTTACCTAAAATTCTAATGAAAAACTGCACA

TAAACGATTAAGATATTAACTGCTAGAGTTGGCCACCTAGTTAACAGAGTGCTC[GTAGCATTAGGAACA
TAAACGATTAAGATATTAACTGCTAGAGTTGGCCACCTAGTTAACAGAGTGCTCE\GTAGCATTAGGAACA

GTTACAGGAGCTTGCCTGGTTCTGAGAACTGGCTTTCTGACACCTGTGTTTCTTGGGCTGTCTTCATGAG
GTTACAGGAGCTTGCCTGGTTCTGAGAACTGGCTTTCTGACACCTGTGTTTCTTGGGCTGTCTTCATGAG

CACTGGAGTTGGAATTGTGTNACCTGTACCCTATCAGAGTCTATTTGGAATAATAGTATATGATATTGTT
CACTGGAGTTGGAATTGTGT[ACCTGTACCCTATCAGAGTCTATTTGGAATAATAGTATATGATATTGTT

GGGATCAGGAAA[MGAGTGTCTTGAAATGAGTCCCGGAGACAACACTGGTTGAAATTTAATTCACACCATC
GGGATCAGGAAA[GAGTGTCTTGAAATGAGTCCCGGAGACAACACTGGTTGAAATTTAATTCACACCATC

CAAGGCAGGCTGCATGTAGAATTCCTAGAAACAGCTTTGGTAGAAGAGAGCAGAAAGGAGACATTCTAAA
CAAGGCAGGCTGCATGTAGAATTCCTAGAAACAGCTTTGGTAGAAGAGAGCAGAAAGGAGACATTCTAAA

GAGATACTTAGCCAGGGTAGGATTTGGAGAAGGATTGTGAGTGGGGAIGACAGGGAGGGCC  245-9D_T7

GAGATACTTAGCCAGGGTAGGATTTGGAGAAGGATTGTGAGTGGGGAJJGACAGGGAGGGCC chr4

>255-3L_SP6 vs. chrX: 94,890,859-94,891,345 (-), 475 bp overlap

71

141

211

268

338

408

AAAGGGCCGAGATGGGGECCGCAAGCTAACACCTCAGGGECAGGAAACACATCTGGACAGGATCGCTGAA
AAAGGGCCGAGATGGGG[CCGCAAGCTAACACCTCAGGGLICAGGAAACACATCTGGACAGGATCGCTGAA

CAGGTGGCAGCTGCCAACAAGAAGCATTAGAA[MAAATAATACTGGGTTAATAAATTGCCTCATTCATAAA
CAGGTGGCAGCTGCCAACAAGAAGCATTAGAANAAATAATACTGGGTTAATAAATTGCCTCATTCATAAA

AAAGAAAAGAATAAAGAAAGAGAAGCCTATAAACATACAAGAAGCTTATAGAGTACCAATTATAJNCCAAA
AAAGAAAAGAATAAAGAAAGAGAAGCCTATAAACATACAAGAAGCTTATAGAGTACCAATTATAGCCAAA

AAAAAAAAAAAAAAAAA CAAAACAAAAAACAAAACCCTCCTGGCATGTAATAATCAA
AAAAAAAAAAAAAAAAAINN VYV YN VVICAAAACAAAAAACAAAACCCTCCTGGCATGTAATAATCAA

ATGTAAATACAAATAATAATGTTTTHGGEGAAGATGTAATGATCCATTCCATTAATACGAGCACTTGGGA
ATGTAAATACAAATAATAATGTTTTEGGE\GAAGATGTAATGATCCATTCCATTAATACGAGCACTTGGGA

AGCAGAGCCATGGTGGATGG\TCTCAGAGGAGTGTGAACTTAATGTGGGCCTCTGCTGTAGJAGCAAGTG
AGCAGAGCCATGGTGGATGG[TCTCAGAGGAGTGTGAACTTAATGTGGGCCTCTGCTGTAGAGCAAGTG

TTCTTAGCTGCTAAGCCATCTCTGTGGCTTCTTTTATTCCAAGGACTGTTTAAGCTGACCTGGAATTC
TTCTTAGCTGCTAAGCCATCTCTGTGGCTTCTTTTATTCCAAGGACTGTTTAAGCTGACCTGGAATTC

>255-3L_T7 vs. chrX: 94,756,622-94,757,143 (+), 524 bp overlap

71

141

211

281

GTTTTACAGAGACATATGAATGTCCACAACAGTATTTACATAATATATAAATGATGAAAGGAATCCAAAT
GTTTTACAGAGACATATGAATGTCCACAACAGTATTTACATAATATATAAATGATGAAAGGAATCCAAAT

GTCATTACCAGGTGAGTGGATAAGAAAAATATGATCTACTGCAACAATAAAATACTATTTATCCATTAAA
GTCATTACCAGGTGAGTGGATAAGAAAAATATGATCTACTGCAACAATAAAATACTATTTATCCATTAAA

AGGAATGAAGCTCTAATAAATGACACAATATGAAGAACCTAGAGGACACACTAAGCAAAAGGTGTCAGAA
AGGAATGAAGCTCTAATAAATGACACAATATGAAGAACCTAGAGGACACACTAAGCAAAAGGTGTCAGAA

GCAATGTATTTTATAATATAGTTTATTTGAAAAGCCCTGCTAAAGAAATACTAACTCATAACACAGACTA
GCAATGTATTTTATAATATAGTTTATTTGAAAAGCCCTGCTAAAGAAATACTAACTCATAACACAGACTA

ATTGTTGCUW TAGGATCGGGGATGAGAATTGGGGCAGGGGCTATTGAAAAACGAGGCAATGGAAATATTC
ATTGTTGCLETAGGATCGGGGATGAGAATTGGGGCAGGGGCTATTGAAAAACGAGGCAATGGAAATATTC

10
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351

421

491

TAAAATTAGTTTCTGATGATGACTGCACCATTCTGTAAATTGACTAATATCACTAACATGCATACTTTAA
TAAAATTAGTTTCTGATGATGACTGCACCATTCTGTAAATTGACTAATATCACTAACATGCATACTTTAA

CAAACAACACTATCTTTTAAAACJACTCTCAGACCATTAAACCTGAGACTTTGTGCCTCAGTCAGCCATCT
CAAACAACACTATCTTTTAAAAC[HCTCTCAGACCATTAAACCTGAGACTTTGTGCCTCAGTCAGCCATCT

ATTAGCCEGAGAGAATGACCCTCATGACCTTCTT 255-3L_T7
ATTAGCCGAGAGAATGACCCTCATGACCTTCTT chrX

>257-22B_SP6 vs. chrX: 130,761,904-130,762,049 (+), 174 bp overlap

71

140

TCCMCCTGNCTCTGEN C TCIACCGAGLGCMTGGGATTA[MAAGG[EGTGCGCCACCACGLICJGGCTCAATTTA
TCCLICCTG[YCTCTGECTCHCCGAGIGCETGGGATTAGAAGGGTGCGCCACCACG[YC[YGGCTCAATTTA

TCTTTTER WECANTTGUETCCATCARK A A A TCHTCCTGTCTCTTACATTERCCAJATTTTGALN A
TCTTTT{¢N WNCANTTGETCCATCA[Y PTCITCCTGTCTCTTACATTNCCAPJATTTTGAY

TTTTTEGTTGACTATGAAGTGTATTTIYTTTTRACAT 257-22B_SP6
TTTTTEGTTGACTATGAAGTGTATTTITTTTWACAT chrX

>257-22B_T7 vs. chrX: 130,885,586-130,886,114 (-), 539 bp overlap

71

141

211

281

351

421

491

TTGGAATTCACTGTAATAAGGCT{EyW NN VEIGTCCCTCACATCACCAAAGGATTTTTACCTCCATAGT
TTGGAATTCACTGTAATAAGGCT GTCCCTCACATCACCAAAGGATTTTTACCTCCATAGT

AGATAAGTTAAGAGTTGACAGTTCTGCTGCACCAAGGAAAGAATTGTAGGCACCATTTTTGGATACAGAT
AGATAAGTTAAGAGTTGACAGTTCTGCTGCACCAAGGAAAGAATTGTAGGCACCATTTTTGGATACAGAT

TTCCTGCTACGGTCAAAGCTTTTTGACTGGAGTGATTGTCGTCATTCTCAGCCC[CAGGGAACAGGTTAC
TTCCTGCTACGGTCAAAGCTTTTTGACTGGAGTGATTGTCGTCATTCTCAGCCCEICAGGGAACAGGTTAC

ATTCATTTAAGAAATGETGTGTGTATTAAGATGGTCTANEINATGAAGTCATTCACCAACTGTTTCAATGH
ATTCATTTAAGAAATGI\TGTGTGTATTAAGATGGTCTAMYSGATGAAGTCATTCACCAACTGTTTCAATG]N

ACAATGTTCTGCTTGGAGGGTGGCACGAACATTAGGTGAGGGTAAGATTCTGGTTCATTGGCTGTGATGA
ACAATGTTCTGCTTGGAGGGTGGCACGAACATTAGGTGAGGGTAAGATTCTGGTTCATTGGCTGTGATGA

TTTTGAAAAGCATTCATCTCAGAATAAGAGTAACTTATAAAGTCCTCTTCTTCAATGTTTTCTATGGTAT
TTTTGAAAAGCATTCATCTCAGAATAAGAGTAACTTATAAAGTCCTCTTCTTCAATGTTTTCTATGGTAT

CTTCTGCACTTGAGATTCTCTCTTCTATCTCTTGTATTCTGTTGGTGATGCTTGCATCTATGACTCCTAG
CTTCTGCACTTGAGATTCTCTCTTCTATCTCTTGTATTCTGTTGGTGATGCTTGCATCTATGACTCCTAG

GTTTTCTAACTCCAGGGTTGTCTCCTTTTGTGATTTCTTTATTGTTTCT 257-22B_T7
GTTTTCTAACTCCAGGGTTGTCTCCTTTTGTGATTTCTTTATTGTTTCT chrX

>262-11G_T7 vs. chr12: 35,192,049-35,192,443 (-), 397 bp overlap

71

141

211

CTCAGCTCGACTGGAGGCCAGGCTATATGTGCATAGCCCATTGCCCCACATTCCTCCACCTAAGAAGATG
CTCAGCTCGACTGGAGGCCAGGCTATATGTGCATAGCCCATTGCCCCACATTCCTCCACCTAAGAAGATG

CCAAATACTTA[AGAGACGACTTACAGGTATCCTGTGATGCAGCTGCTCTCTCTACCCTTATTTACCTTC
CCAAATACTTAMAGAGACGACTTACAGGTATCCTGTGATGCAGCTGCTCTCTCTACCCTTATTTACCTTC

ATCCTCTTATTTATATGTATGGCCAAAAAGGCAAATGTCTACAGAAAAAAAAA[AAAACAAAAINCCCTAG
ATCCTCTTATTTATATGTATGGCCAAAAAGGCAAATGTCTACAGAAAAAAAAAGAAAACAAAAGCCCTAG

GCACCTCTTTAAAGAATTGTTTTAGAAAAAGTAACAAGAGCTGAGAAGCTGTCTCAGTCAGAAAAGCACT
GCACCTCTTTAAAGAATTGTTTTAGAAAAAGTAACAAGAGCTGAGAAGCTGTCTCAGTCAGAAAAGCACT

11
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281

351

TGTCACAAACATCAGGGCCTGAGTTCAAAACCAAGAACCTATGCAAACACCCTGGGCTTGTAGCATACCT
TGTCACAAACATCAGGGCCTGAGTTCAAAACCAAGAACCTATGCAAACACCCTGGGCTTGTAGCATACCT

GTAATCCTAGCATTGT[GAAGTGAAGACAGGAAGACC[ECTAGAATTC 262-11G_T7
GTAATCCTAGCATTGTL\GAAGTGAAGACAGGAAGACC[CTAGAATTC chri2

>266-2E_SP6 vs. chri12: 35,090,782-35,091,223 (+), 442 bp overlap

71

141

211

281

351

421

GAATTCAACTGATGACACCCCTAAAGAAATGTCAACTATGGGCGAGGTCAGGAATTCAACAGTGGAGCCT
GAATTCAACTGATGACACCCCTAAAGAAATGTCAACTATGGGCGAGGTCAGGAATTCAACAGTGGAGCCT

TGTGATTGACTCTTCCATATGAACTCAAATGAGTGTCCACAGGTAA[GACTCCACTGTTGATTTAATGGA
TGTGATTGACTCTTCCATATGAACTCAAATGAGTGTCCACAGGTAA[NGACTCCACTGTTGATTTAATGGA

TTAAAAAAATTAGTTACAATTAAACACATGAGAATCTGTGCCTAGAATGTTATAAGATCAATATGGAGAC
TTAAAAAAATTAGTTACAATTAAACACATGAGAATCTGTGCCTAGAATGTTATAAGATCAATATGGAGAC

CAGATTTAAATGATAAGACCACATGAGATCACCTTGGCCTGGAATACTCCAGTGCTTAGAGGCCAAGCAG
CAGATTTAAATGATAAGACCACATGAGATCACCTTGGCCTGGAATACTCCAGTGCTTAGAGGCCAAGCAG

AGTAAAGCCC[JAACCTC[CTGGGAATGTGGAGACATCTAGCTCATCAGAAAAATATGCTCAACAAACAGT
AGTAAAGCCCHJAACCTCHCTGGGAATGTGGAGACATCTAGCTCATCAGAAAAATATGCTCAACAAACAGT

ACA[MGTTGACTGTGGTAAATGCCTGCCTGTGGCTGGTTAAGAAAAACAAGATCAGAGAAGTGATCTTTGA
ACAJ\GTTGACTGTGGTAAATGCCTGCCTGTGGCTGGTTAAGAAAAACAAGATCAGAGAAGTGATCTTTGA

AAGCACTGTGCTCATTCACCCC 266-2E_SP6
AAGCACTGTGCTCATTCACCCC chri2

>266-2E_T7 vs. chrl2: 35,199,619-35,200,180 (-), 561 bp overlap

71

141

211

281

351

421

491

560

AAATGCGTGTATATCTAAATGTGATGAAGATATTTATGTGTTGAATAAAGAAAACTAAAATTAAINTAGGA
AAATGCGTGTATATCTAAATGTGATGAAGATATTTATGTGTTGAATAAAGAAAACTAAAATTAAGTAGGA

CGTGTTGCHTACAATTTGGCAGTAGAGGCTCCGGGTGACAAATTAAAAGCTTATATINAAAAATTAACATA
CGTGTTGCLTACAATTTGGCAGTAGAGGCTCCGGGTGACAAATTAAAAGCTTATATNAAAAATTAACATA

AATGTAACCTGACGATGTGGA[CATGECCTGGATTTGTATCCAGGAGCAACAAAGTGTCCTTAAGACACT
AATGTAACCTGACGATGTGGA[NCATGECCTGGATTTGTATCCAGGAGCAACAAAGTGTCCTTAAGACACT

GGGTCTCCCACTGGCTTCTGGAAATTCTGATAGCTAGGATGCGCTAACTCCAGAAGCAACAGTTATTAAA
GGGTCTCCCACTGGCTTCTGGAAATTCTGATAGCTAGGATGCGCTAACTCCAGAAGCAACAGTTATTAAA

GACGCACACACAAAGTAGAGACAGACCHGCCTGAAGTACTTACTTATTAGAAAGATGGCGAAGAAGACCA
GACGCACACACAAAGTAGAGACAGACCHGCCTGAAGTACTTACTTATTAGAAAGATGGCGAAGAAGACCA

GAGCCAGGCTGACCGTCAACACCAGGAGCAGCCCCACAAAAAACAGCCCCCGCCTTCCATTTCCTGGGGC
GAGCCAGGCTGACCGTCAACACCAGGAGCAGCCCCACAAAAAACAGCCCCCGCCTTCCATTTCCTGGGGC

TGTGCCAGCATTGGGGATTTTGTCCTCTAAAGCTGATGGGAAACAAAGTGACAMAATCTCCGCATCTCAC
TGTGCCAGCATTGGGGATTTTGTCCTCTAAAGCTGATGGGAAACAAAGTGACA[AATCTCCGCATCTCAC

AGAGATGTGATGCACACACTCATTTTCCCTAGACAGCCCT[AAAAGTGACTTCTGCATTCGGAARGTGCCT
AGAGATGTGATGCACACACTCATTTTCCCTAGACAGCCCTINAAAAGTGACTTCTGCATTCGGAALNTGCCT

TT 266-2E_T7
TT chril2

>269-9H_SP6 vs. chrX: 94,817,775-94,818,021 (+), 247 bp overlap

1

AAAAAGAAGTACACAGGACCTACTCCTTCATGCCAATACTCACTAGATCACAGAGATTTCCTTAATACTT
AAAAAGAAGTACACAGGACCTACTCCTTCATGCCAATACTCACTAGATCACAGAGATTTCCTTAATACTT

12
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71

141

211

(MTACCCTAGCTGAAGGAAAATGTAGAGGTCAATGTTTTCTAAGACCTCCATGGAAGATAGGCATTTAGGA
IWTACCCTAGCTGAAGGAAAATGTAGAGGTCAATGTTTTCTAAGACCTCCATGGAAGATAGGCATTTAGGA

TACTACAGAGGTGTGTCATTCTCTGGETCTACCCATTCCCAATACC[GAGGCTCTCCAGACTCCGCCCCC
TACTACAGAGGTGTGTCATTCTCTGGETCTACCCATTCCCAATACC[HGAGGCTCTCCAGACTCCGCCCCC

TCAACTTGACCCCACCCCAGCACGAGCTGTGATAAAA 269-9H_SP6
TCAACTTGACCCCACCCCAGCACGAGCTGTGATAAAA chrX

>269-9H_T7 vs. chrX: 94,967,482-94,968,088 (-), 613 bp overlap

71

141

211

281

351

421

491

561

GGCAACTGTCTTAGCGGCATGGTTCAGGCAGCAGGAGGCCACACAIGATTCTGACACTGTGCCATCTGGA
GGCAACTGTCTTAGCGGCATGGTTCAGGCAGCAGGAGGCCACACA[MGATTCTGACACTGTGCCATCTGGA

GGAAGAGAATGAGAGAAACTTGCGTCATCATCTTTTCATCGCAGTGCAGCGACCTGGCACAAAACACCTA
GGAAGAGAATGAGAGAAACTTGCGTCATCATCTTTTCATCGCAGTGCAGCGACCTGGCACAAAACACCTA

GAAAGGGAATGTGCIJATTGGCAAATGACA[GATTACATTTTCCCACAGTGGAAAGGCGTGAAGGACATGG
GAAAGGGAATGTGC[ATTGGCAAATGACAL\GATTACATTTTCCCACAGTGGAAAGGCGTGAAGGACATGG

ACACACACACACACACACACACINSINFNJAACACACAGGCAAAGCTTGACACATTTCAGAAAATCTTTAAA
ACACACACACACACACACACACES Sams AACACACAGGCAAAGCTTGACACATTTCAGAAAATCTTTAAA

ATTTTCTGTTTTCTGTGTTTGCATATGTTAGTGTAATATGCATGTGCACCACATTTGTATAGGTGAATGT
ATTTTCTGTTTTCTGTGTTTGCATATGTTAGTGTAATATGCATGTGCACCACATTTGTATAGGTGAATGT

AAAAGTCAAAAGCTGCATCAAGTTACETGACTGTGGAGTTACAGATGGTTGGGAGCCATCTTGTGGGTCC
AAAAGTCAAAAGCTGCATCAAGTTACHTGACTGTGGAGTTACAGATGGTTGGGAGCCATCTTGTGGGTCC

ATTACAGCTCCTATTCCTAGAAATCGTTTTTTAAGGCTTTTAATTCTTTTTTCCTGCGCCAAAAAATATC
ATTACAGCTCCTATTCCTAGAAATCGTTTTTTAAGGCTTTTAATTCTTTTTTCCTGCGCCAAAAAATATC

TGTAAAGATTGCAAGAGGAGGCTCCTTCTCCAAATGGACAGTTGCCCAMGCAGGGCTACAAGAACAAAGT
TGTAAAGATTGCAAGAGGAGGCTCCTTCTCCAAATGGACAGTTGCCCAYGCAGGGCTACAAGAACAAAGT

CAGGAAAAACATGAAACTATCAGTCACAAAATAAACTCCCAGAACCCTTAGAA 269-9H_T7
CAGGAAAAACATGAAACTATCAGTCACAAAATAAACTCCCAGAACCCTTAGAA chrX

>271-12L_SP6 vs. chrX: 94,854,496-94,854,839 (+), 344 bp overlap

71

141

211

281

GAATTCTCTAAAACTT[CAGAAGGAATAATTTCAATTTAATTTCAAATAATAATTTCAATTTCAACTAGG
GAATTCTCTAAAACTTEACAGAAGGAATAATTTCAATTTAATTTCAAATAATAATTTCAATTTCAACTAGG

TGTCTCACACTGAACTTCTGACTTCTAAAATTATAAGGTTATAGATCTGTGTTGCTTTAAGCCACCAAGT
TGTCTCACACTGAACTTCTGACTTCTAAAATTATAAGGTTATAGATCTGTGTTGCTTTAAGCCACCAAGT

TTGTTGGGGGCTTAAACAAATACAGCACTGTAGTGCTACCTGTGTCTCTGTATCTTCGTAGAGGTTAAGG
TTGTTGGGGGCTTAAACAAATACAGCACTGTAGTGCTACCTGTGTCTCTGTATCTTCGTAGAGGTTAAGG

TGGTTATGAAGACATCCAGAAAAGGAATCATGAGATAGGCTAAGGCACAGAGTATGTCTTTTATTTACAG
TGGTTATGAAGACATCCAGAAAAGGAATCATGAGATAGGCTAAGGCACAGAGTATGTCTTTTATTTACAG

269-9H_SP6
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chrX
269-9H_T7
chrX
269-9H_T7
chrX
269-9H_T7
chrX
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TTTCTTTGTAGAACACCTTTACCTAATGTCTTAATCAGCTAATTAGCATAGTAAAATACAACTT 271-12L_SP6

TTTCTTTGTAGAACACCTTTACCTAATGTCTTAATCAGCTAATTAGCATAGTAAAATACAACTT chrX

>271-12L_T7 vs. chrX: 94,985,811-94,986,461 (-), 616 bp overlap

1

TAACCATTCCAAAGACCTTCCTATTATTTCCAGCTTTACTATGACTAAMTAAATGACCTGGACTCATTTC
TAACCATTCCAAAGACCTTCCTATTATTTCCAGCTTTACTATGACTAATAAATGACCTGGACTCATTTC

13

271-12L_T7
chrX



71

141

211

281

351

421

490

527

597

CACATAGTAGTTCACCGCTTCTCATCTGTACAGGTACCTGAACATGTTTAAATAACTAAATTTAGGGATA
CACATAGTAGTTCACCGCTTCTCATCTGTACAGGTACCTGAACATGTTTAAATAACTAAATTTAGGGATA

AAATTAGACTTCTTTATATGCCTTTAATAACTATCETAAAGTTGGGCTGACATACTGGCATACACCTTTA
AAATTAGACTTCTTTATATGCCTTTAATAACTATCITAAAGTTGGGCTGACATACTGGCATACACCTTTA

GTCTGAGCACTTCAGAGGCAGAAGCAGGEGTATCTCTATGAGTTGGAGGCCAGCTTG[CTACACAGTGAG
GTCTGAGCACTTCAGAGGCAGAAGCAGGGTATCTCTATGAGTTGGAGGCCAGCTTGEICTACACAGTGAG

TTCTAGGGCACCAGAACTACATAATGAGACCCTTTCCCCCACCCTAATGTTCTAAAACTTCTGTCAAATT
TTCTAGGGCACCAGAACTACATAATGAGACCCTTTCCCCCACCCTAATGTTCTAAAACTTCTGTCAAATT

TACAGAAATCAGCATATATACTTTATAACTTTATAATTTCTGCGTGCTAAATTGAAATGATTTTATATAA
TACAGAAATCAGCATATATACTTTATAACTTTATAATTTCTGCGTGCTAAATTGAAATGATTTTATATAA

TCCTCAATAGCAAATTTTTTCAAAAAGCAAATACAGAGGCTCAGCTGMAATTTTACAGAAGAGGAA[HAGH
TCCTCAATAGCAAATTTTTTCAAAAAGCAAATACAGAGGCTCAGCTGEAATTTTACAGAAGAGGAALNAGY

AAAAAGGAAAAGCATATTTGTGAAGTGGAGGACCAAC
LN e e e e e e AAAAAGGAAAAGCATATTTGTGAAGTGGAGGACCAAC

TGCATACGTAGCCCAATCCCGTATCTTCATATTTAAGTGAATTTGAAGGATTTTATTGTAAGATGTAAAG
TGCATACGTAGCCCAATCCCGTATCTTCATATTTAAGTGAATTTGAAGGATTTTATTGTAAGATGTAAAG

AATCCTGTCCTGRTAGAATTC 271-12L_T7
AATCCTGTCCTGETAGAATTC chrX

>272-12L_SP6 vs. chr3: 147,530,230-147,530,623 (+), 394 bp overlap

71

141

211

281

351

GAATTCTTCTTTGTAGAATGTACAGAGATGAGATATAAATGTGACCTCTTGACTTACCATGTTGGCCTGT
GAATTCTTCTTTGTAGAATGTACAGAGATGAGATATAAATGTGACCTCTTGACTTACCATGTTGGCCTGT

GCCCAACTTTCTGTTATTTCCCTAGAAAGCTTGAAAATATATCAAAGACAAGAAGCAATGAAGAAATGTA
GCCCAACTTTCTGTTATTTCCCTAGAAAGCTTGAAAATATATCAAAGACAAGAAGCAATGAAGAAATGTA

CGTCAGCCATGGAATGCAGAGTTAGATCTTATAAAATGTCACCCINTTTAGAAAACCAAAGATTTAACTAA
CGTCAGCCATGGAATGCAGAGTTAGATCTTATAAAATGTCACCCETTTAGAAAACCAAAGATTTAACTAA

CGTTATTAGATGTGGATTAATCGGATGCATCATTCTTTCAGCTCTGCTCCTGTGGGATGCAGTTGCTAAG
CGTTATTAGATGTGGATTAATCGGATGCATCATTCTTTCAGCTCTGCTCCTGTGGGATGCAGTTGCTAAG

TGAGGATAATTAGAAGTGAAGGAGGCTTCTATGGGGAGCACCCAAGGGGAGAGATCTGAAGGAGGCAGGA
TGAGGATAATTAGAAGTGAAGGAGGCTTCTATGGGGAGCACCCAAGGGGAGAGATCTGAAGGAGGCAGGA

AGAGCATTTCAGCTACAGCACAGGTCAGACTTGTGAGCTGAGGG 272-12L_SP6
AGAGCATTTCAGCTACAGCACAGGTCAGACTTGTGAGCTGAGGG chr3

>272-12L_T7 vs. chr3: 147,663,827-147,664,390 (-), 565 bp overlap

71

141

211

281

ACTGGTCTAGCCAAGCINGGATCAACTGGCTGGAGAGGCATGCAGINGCCAAGACAAGGTCACTTTATAGT
ACTGGTCTAGCCAAGC[GGATCAACTGGCTGGAGAGGCATGEICAG®GCCAAGACAAGGTCACTTTATAGT

AGAGGCCAAGATGCTGGTATTGCTTCTTTTGTTAGATACCTCTTTATAAAATAAGGCTCCAGTCAGGATG
AGAGGCCAAGATGCTGGTATTGCTTCTTTTGTTAGATACCTCTTTATAAAATAAGGCTCCAGTCAGGATG

CTGTTACCPCCACACTGGGCAGTGAATGACATCCAGGGAAACCTTTGAAAGGGNYTTACTCTCCAATGTG
CTGTTACC[CCACACTGGGCAGTGAATGACATCCAGGGAAACCTTTGAAAGGGEETTACTCTCCAATGTG

TGGACA[MTGAGGAAAATGGCAGGAACTCCATTGATGAAAACCTGTTAGCACATCCTGCTAGAAAATCAT
TGGACAPTGAGGAAAATGGCAGGAACTCCINATTGATGAAAACCTGTTAGCACATCCTGCTAGAAAATCAT

GCTGCTCTGCCTCGGTTTGAAATGTGAAGAAAGAAGAGTCTCCCTTTTATCACTTTGGTAGCCAGGAGCT
GCTGCTCTGCCTCGGTTTGAAATGTGAAGAAAGAAGAGTCTCCCTTTTATCACTTTGGTAGCCAGGAGCT

14
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351

421

491

560

ATTGGACAAATTACACATAAAAATAATATTTAAGGGTCAGGTAATTATTCTTATAACTTGGGGGAACTAG
ATTGGACAAATTACACATAAAAATAATATTTAAGGGTCAGGTAATTATTCTTATAACTTGGGGGAACTAG

CTCAGTAATAGAGGAAACATTCTCCTATCTCCTCTTAATTCTGAAGTCTAAACTTCTTTGGTGCCAGCCT
CTCAGTAATAGAGGAAACATTCTCCTATCTCCTCTTAATTCTGAAGTCTAAACTTCTTTGGTGCCAGCCT

GCTTTCAAATCAGATGACACTGCTGCTGGCTGTCATTCCATGATGTTAGAGGAAGTGTTGAGCNTTGFAAT
GCTTTCAAATCAGATGACACTGCTGCTGGCTGTCATTCCATGATGTTAGAGGAAGTGTTGAGCE\TTNAAT

GAATTC 272-12L_T7
GAATTC chr3

>275-12L_SP6 vs. chrl0: 26,997,857-26,998,175 (-), 320 bp overlap

71

141

211

281

TATAGCAGAGGATGGCCTAGTCAGTGATCAATGGGAAGAGAAGCCCTTGGTCTTGTGAAGGCTCTATGCC
TATAGCAGAGGATGGCCTAGTCAGTGATCAATGGGAAGAGAAGCCCTTGGTCTTGTGAAGGCTCTATGCC

CCAGTATAGGGGAATTCCAGGGCCAGGAAGCAGGAGTGGGTGGGTTGGGGAGCAGGGGAAGGGGGGEAGG
CCAGTATAGGGGAATTCCAGGGCCAGGAAGCAGGAGTGGGTGGGTTGGGGAGCAGGGGAAGGGGGGEAGG

GGATAGGGAATTTTTGGAGAGGAAACTAGGAAAGGGGATAACATTTGAAATGAAAACAAAGAAAATATCT
GGATAGGGAATTTTTGGAGAGGAAACTAGGAAAGGGGATAACATTTGAAATGAAAACAAAGAAAATATCT

AATAAAAATAATTTACATGAGTATAAAAATATGGACATCCTGAMTARWACTTTTTCCTATTCATCAATTTT
AATAAAAATAATTTACATGAGTATAAAAATATGGACATCCTGATAMACTTTTTCCTATTCATCAATTTT

TCAAGTCAAAJCATGGCATTTTCACAAAATAACCTTCAAA 275-12L_SP6
TCAAGTCAAA[GCATGGCATTTTCACAAAATAACCTTCAAA chril0

>275-12L_T7 vs. chr10: 26,884,138-26,884,774 (+), 634 bp overlap

71

141

211

281

347

417

487

GAATTCTTCAATATAGA[CANACATAGGTCATTTTYCTTCCCATTTGAGAGAGTCATCCAGGCAAAGAA
GAATTCTTCAATATAGA[YCA[MACATAGGTCATTTTHCYTTCCCATTTGAGAGAGTCATCCAGGCAAAGAA

AAGCAATGTGACAGTTGCTAGAGAATTAAAAGAACTGCTAAAGCATTGTCCATCTTCAGGACAATGCTTG
AAGCAATGTGACAGTTGCTAGAGAATTAAAAGAACTGCTAAAGCATTGTCCATCTTCAGGACAATGCTTG

TGTAGAATGTGTGCTATTGTCACCTAATATGCCAGACTAAACTGGAAGCATATTTGGAGTTCCAGTATCT
TGTAGAATGTGTGCTATTGTCACCTAATATGCCAGACTAAACTGGAAGCATATTTGGAGTTCCAGTATCT

ATATAGAAATAGTTATGTT[TGTGCACTAACATGCTTTAGGGGGGCAGAAATGTAGGATTCAAAAGGTAG
ATATAGAAATAGTTATGTT[TGTGCACTAACATGCTTTAGGGGGGCAGAAATGTAGGATTCAAAAGGTAG

GATTTTTAGGGGAATTTAGAGAAAACACTTTTCAAGGAGGAGGAGGAGGEERTAGTGAAGGAAGETAATA
GATTTTTAGGGGAATTTAGAGAAAACACTTTTCAAGGAGGAGGAGGAGGN[€TAGTGAAGGAAGEITAATA

ATCTATCACCTGAAAGAAGGAACCTAGTGGACTATTTCATAAGGTGGGAACAGAATAACTTCTCTGTGGA
ATCTATCACCTGAAAGAAGGAACCTAGTGGACTATTTCATAAGGTGGGAACAGAATAACTTCTCTGTGGA

ACTTACAGCTTGTCTCAAAGCTATGTGAAACTCATTCCTAGCCTAGATGAGGAAAATCA[EJdGGGAGACAG
ACTTACAGCTTGTCTCAAAGCTATGTGAAACTCATTCCTAGCCTAGATGAGGAAAATCALNIGGGAGACAG

TCACTGCCAGCGCCTTCGTATGGAGTTTACCTTTGCCTAGTATTTTGTTTTTACTTCAAACTCATTCAT{H
TCACTGCCAGCGCCTTCGTATGGAGTTTACCTTTGCCTAGTATTTTGTTTTTACTTCAAACTCATTCATL)

557 ﬁCCTTCCAATCCTCCTTATCCCTACATGTTGATGGAAACAATTGCAGTGTTGGTCTCTGGCCTTTATCTG
T|

627

CCTTCCAATCCTCCTTATCCCTACATGTTGATGGAAACAATTGCAGTGTTGGTCTCTGGCCTTTATCTG

TTCTTCAA 275-12L_T7
TTCTTCAA chril0

>275-24H_SP6 vs. chril4: 40,674,048-40,674,533 (+), 515 bp overlap
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71

141

211

281

351

421

491

GAATTCCAAGAGGCAACMAACACTGTGGGTGTAGGGTCCTTTAATGGCCAGACACACAAAATAACTCATG
GAATTCCAAGAGGCAACLJAACACTGTGGGTGTAGGGTCCTTTAATGGCCAGACACACAAAATAACTCATG

TTACAGGACCCCCAAAAGGTCCTGGCAATTGAAGAGGGTGAGGATGGCAGGGGCAGGAAGACATTTTCTT
TTACAGGACCCCCAAAAGGTCCTGGCAATTGAAGAGGGTGAGGATGGCAGGGGCAGGAAGACATTTTCTT

CTTTCAGCCTTGAAAGTCCCTTGGAGGCTTAGAGGGTCTAATTATCTTTTGATTTTTCTTCTTCTYEMTC
CTTTCAGCCTTGAAAGTCCCTTGGAGGCTTAGAGGGTCTAATTATCTTTTGATTTTTCTTCTTCTRERTC

ATACCAGACAGCCTTGGAAGACAGTGTGTCACTTAGACATGGCTAGTGTGTGGTGTGGATGGTACAGCCT
ATACCAGACAGCCTTGGAAGACAGTGTGTCACTTAGACATGGCTAGTGTGTGGTGTGGATGGTACAGCCT

GGGTGATGCTGGAGTGGTTAAGAATTCACATTTCAGACTCACCTACCTTCTTGGAGCCTAGTCTTTGGCT
GGGTGATGCTGGAGTGGTTAAGAATTCACATTTCAGACTCACCTACCTTCTTGGAGCCTAGTCTTTGGCT

GGGTCTTCTAAGTGGGTCCAGTTAGATTTCAAAGGTACTGGCTCTTCTGTTTGCAGCAGACCTCTCTGAG
GGGTCTTCTAAGTGGGTCCAGTTAGATTTCAAAGGTACTGGCTCTTCTGTTTGCAGCAGACCTCTCTGAG

GGATGGGGCTGTTGACCCTTGATAGTCCTAGGTTTCCTCTCTCECTAGTMETCTTTCTTTCTTTCTTTCT
GGATGGGGCTGTTGACCCTTGATAGTCCTAGGTTTCCTCTCTCICTAGTEETCTTTCTTTCTTTCTTTCT

T THTHETTCTTEYNTHTHETTCTT 275-24H_SP6
TINETIHTENTTCTTINETI TP TTCTT chrid

>275-24H_T7 vs. chri14: 40,833,328-40,833,901 (-), 616 bp overlap

71

141

211

281

351

421

491

561

GTCACAGTTCTCTAGGGGTAATGGGACCAGATGGGAGGGAGAEGGGAGGAGAGCTGGTTGTTAGAAGCTG
GTCACAGTTCTCTAGGGGTAATGGGACCAGATGGGAGGGAGA/N\GGGAGGAGAGCTGGTTGTTAGAAGCTG

GTAGTTCGGGACCTGAAATGGTTTGGGCATCAGATGAACGCTGTGAGAATATCACCAGCCATTCTAAAGC
GTAGTTCGGGACCTGAAATGGTTTGGGCATCAGATGAACGCTGTGAGAATATCACCAGCCATTCTAAAGC

CCAACACCGCCTTAGCACTGCCTGTGGCAGCTCAGGTCCTCAGGGTCCCNe[eyNerNeleleldolelofelVelel\e/
CCAACACCGCCTTAGCACTGCCTGTGGCAGCTCAGGTCCT CAG GG T C C C g ol ettt o et ot o oo

efefeeleleloy Ve oy Vey\eleleifelef6 CAGCAGAGACCACAGAGTGTCACACCTGGCTTGGGAAGTTTCAGACTCT
————————————————————— CAGCAGAGACCACAGAGTGTCACACCTGGCTTGGGAAGTTTCAGACTCT

CACCTCTATCTGCATCTTGTTGGCAAGTAAGTCATAAGCCATGAAGGTCAGCCCACATTTAGGGAAGAGG
CACCTCTATCTGCATCTTGTTGGCAAGTAAGTCATAAGCCATGAAGGTCAGCCCACATTTAGGGAAGAGG

AAGTTAGACAGACTCTACTTTTCAGTAGAGCAGTGATGAGGGATTTGTGTCCCTCGTTAACCCACCAGAC
AAGTTAGACAGACTCTACTTTTCAGTAGAGCAGTGATGAGGGATTTGTGTCCCTCGTTAACCCACCAGAC

ATGTTCCTTGATAGGAAAGCCCCTGAGAGACCTTGAAGAGGAAGGGGTGGAAGGACGTTGGGCATCCCTG
ATGTTCCTTGATAGGAAAGCCCCTGAGAGACCTTGAAGAGGAAGGGGTGGAAGGACGTTGGGCATCCCTG

ATCAGTGACGAAGTGCACTTTCCCATCTGAGACAGAAACCAAATGATGATAGGCTGAAGCAGTCAGAGCA
ATCAGTGACGAAGTGCACTTTCCCATCTGAGACAGAAACCAAATGATGATAGGCTGAAGCAGTCAGAGCA

TGGTAGGTCTGGGAAACTGGAGTGGGTGATGGATGCACAGTGCTTTCCTAGAATTC 275-24H_T7
TGGTAGGTCTGGGAAACTGGAGTGGGTGATGGATGCACAGTGCTTTCCTAGAATTC chril4

>279-5I_SP6 vs. chrl7: 12,057,702-12,058,065 (+), 365 bp overlap

71

141

GAATTCATTTGGAACCTGGTGAATATATAGAAGTGTCTGGGAAGGCAAAGGCTTCTAGGAATCTTCCAAG
GAATTCATTTGGAACCTGGTGAATATATAGAAGTGTCTGGGAAGGCAAAGGCTTCTAGGAATCTTCCAAG

TGGCCAGTCCTCCTTCCTCTCTCCACTCAGCTCCTGACACGGCATCCCTGTCAGGTATGTGGGGATTTGC
TGGCCAGTCCTCCTTCCTCTCTCCACTCAGCTCCTGACACGGCATCCCTGTCAGGTATGTGGGGATTTGC

CTGTTTGGACCTGAAGGTAAATCGTGTTTTCTTTGGCCTTTGATTTCCTGTAGCAACCATAAATAAAAAT
CTGTTTGGACCTGAAGGTAAATCGTGTTTTCTTTGGCCTTTGATTTCCTGTAGCAACCATAAATAAAAAT

16

275-24H_SP6
chri4

275-24H_SP6
chri4
275-24H_SP6
chri4d
275-24H_SP6
chri4
275-24H_SP6
chri4
275-24H_SP6
chri4d
275-24H_SP6
chri4d
275-24H_T7
chri4d
275-24H_T7
chri4
275-24H_T7
chri4
275-24H_T7
chri4d
275-24H_T7
chri4d
275-24H_T7
chri4d
275-24H_T7
chri4
275-24H_T7
chri4
279-51_SP6
chril7
279-51_SP6
chri?7
279-51_SP6
chri7



211

281

351

TTAAATTAATGAAAAATCAACACCTTGCTTGTCTGATTCTTGAGACGGGGTCTTGTAATACAGCCCTTGC
TTAAATTAATGAAAAATCAACACCTTGCTTGTCTGATTCTTGAGACGGGGTCTTGTAATACAGCCCTTGC

CAGGCTGGGTGGCAGTGITGCACA[\CCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGA
CAGGCTGGGTGGCAGTG[TGCACARCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGA

GTTCAAGGCCAGCCT 279-5I_SP6
GTTCAAGGCCAGCCT chril?

>279-5I_T7 vs. chri7: 12,182,179-12,182,701 (-), 523 bp overlap

71

141

211

281

351

421

491

CCTAGAGCACTGGATCATGCTATAGCCCATGGGTCGAATCAGGTCACACAGCTATTTTGTAAATATTTTT
CCTAGAGCACTGGATCATGCTATAGCCCATGGGTCGAATCAGGTCACACAGCTATTTTGTAAATATTTTT

ACTGGGATACAGCCATCCCCATTGCTTATGTGTINGGACTGGCTGATTTTGCCCACAAGAGCAGAGATAAT
ACTGGGATACAGCCATCCCCATTGCTTATGTGT[GGACTGGCTGATTTTGCCCACAAGAGCAGAGATAAT

AGAAACCATGGCCTGAAGAGCCTAAAGTATCTACATTTAACCATGACCCTCACCAAGAAAACTCACCCAA
AGAAACCATGGCCTGAAGAGCCTAAAGTATCTACATTTAACCATGACCCTCACCAAGAAAACTCACCCAA

CACCTCTTTTAGGTTCCCAGTTCCCAGGAGTGCTGCCTTTAAACCAGCAGTTTGGGTCTCATCTGCCAGC
CACCTCTTTTAGGTTCCCAGTTCCCAGGAGTGCTGCCTTTAAACCAGCAGTTTGGGTCTCATCTGCCAGC

CTATTAGAACTCTCAGTTCTAATACAAGCTATAACAGTTTAATTTGTTGGGCATAGTAATTCCAGCTCTG
CTATTAGAACTCTCAGTTCTAATACAAGCTATAACAGTTTAATTTGTTGGGCATAGTAATTCCAGCTCTG

GAACAAGTAGGAGGATCAGACATTCAAAATCATCTTTAGCTACGAGTATTTTCCAGGCCAGCCTGCACTA
GAACAAGTAGGAGGATCAGACATTCAAAATCATCTTTAGCTACGAGTATTTTCCAGGCCAGCCTGCACTA

TATGAGACCTGATATTTAAAGTTAAAATGTTTTAAATATATATCAGAAACATCACACATGGTGGTGCATC
TATGAGACCTGATATTTAAAGTTAAAATGTTTTAAATATATATCAGAAACATCACACATGGTGGTGCATC

ACTATAATCACAACACCTGGGAGGCACAGGCTG 279-bI_T7
ACTATAATCACAACACCTGGGAGGCACAGGCTG chrl7

>282-5D_SP6 vs. chrl7: 12,172,619-12,172,970 (-), 352 bp overlap

71

141

211

281

351

CAAAACACAGAAGATAAAAATAAATTTAAAAACAACAACAACAACAAACAAACCACCTCAGCATCCAGGA
CAAAACACAGAAGATAAAAATAAATTTAAAAACAACAACAACAACAAACAAACCACCTCAGCATCCAGGA

TGGTGAATACAATGACAGTTAGGGGGAAATGAACCTTCCCCGTCCCCTCACAGATCCTAGAGTTAAACAA
TGGTGAATACAATGACAGTTAGGGGGAAATGAACCTTCCCCGTCCCCTCACAGATCCTAGAGTTAAACAA

TAAGGAAATCTGTGTCCTTGGGGTGCCCAGTGATTCCCAAAGAGGAGAGATTTTGTCTGGTTGGAGTTTC
TAAGGAAATCTGTGTCCTTGGGGTGCCCAGTGATTCCCAAAGAGGAGAGATTTTGTCTGGTTGGAGTTTC

ATCCGAAATGTCTAGGGACATTTTCCTTTGTGTCACCAAGGTAAGGGCATATGGTGAAGAGCCCTGGACC
ATCCGAAATGTCTAGGGACATTTTCCTTTGTGTCACCAAGGTAAGGGCATATGGTGAAGAGCCCTGGACC

TACTGGGTATGGGCCAGGAACATTGCCTAACACCCAACAATGCACAGGAAGGCTCCTCCAGGGATGGAAT
TACTGGGTATGGGCCAGGAACATTGCCTAACACCCAACAATGCACAGGAAGGCTCCTCCAGGGATGGAAT

TC 282-5D_SP6
TC chril7

>282-5D_T7 vs. chrl7: 12,028,446-12,028,807 (+), 349 bp overlap

1

GAATTCCACATCTCATAGCAAGGAATCAAAGCAAACTACATCAAAGCATTAGACATCAAACAGAGACAAG
GAATTCCACATCTCATAGCAAGGAATCAAAGCAAACTACATCAAAGCATTAGACATCAAACAGAGACAAG

17

279-5I1_SP6
chri7

279-51_SP6
chri7

279-5I1_T7
chri7

279-51_T7
chri7

279-51_T7
chri7

279-51_T7
chril7

279-5I1_T7
chri?7

279-51_T7
chri7

279-51_T7
chril7

282-5D_SP6
chri?7

282-5D_SP6
chri7

282-5D_SP6
chril7

282-5D_SP6
chril7

282-5D_SP6
chri?7

282-5D_T7
chril7



71

141

198

268

338

AAATTAGTGGAAATGCCATAGGAGGATTGGTTATAATTCACAGCTTCATAATGGGCAAGGTCAGTCTAAA
AAATTAGTGGAAATGCCATAGGAGGATTGGTTATAATTCACAGCTTCATAATGGGCAAGGTCAGTCTAAA

TGTGACAAAAAAAAAAA CAGAAACAACAACAAAAACAACAACAACAACAAAAATGGT
TGTGACAAAAAAAAAAAINN VYV YV VY VVVICAGAAACAACAACAAAAACAACAACAACAACAAAAATGGT

CCAGGGCCTIATGGGAGAGGGATTAGTCTGTATGCATTCACCACAGAAATACAGAGTTGAATTGAAACGCT
CCAGGGCCT[TGGGAGAGGGATTAGTCTGTATGCATTCACCACAGAAATACAGAGTTGAATTGAAACGCT

GTCACCACTGGTAAACCTGGATAAAGTGTTTAGTGCTATACAAAGGGCTGGCTTTCTGAATGTATGTGGA
GTCACCACTGGTAAACCTGGATAAAGTGTTTAGTGCTATACAAAGGGCTGGCTTTCTGAATGTATGTGGA

AAGCTCTAACAA 282-5D_T7
AAGCTCTAACAA chril7

>293-21P_SP6 vs. chrX: 44,270,572-44,271,061 (-), 491 bp overlap

71

141

211

281

351

421

491

CAACCAGCCACCTTCCTGGCGAGAGCCACAGAGCTTCTGAGGCGGCGACATCTTCGACTCCAGACAACCG
CAACCAGCCACCTTCCTGGCGAGAGCCACAGAGCTTCTGAGGCGGCGACATCTTCGACTCCAGACAACCG

GCCIYCCTTCCTGGCCAAAGCAACACAGCTTCTGGGAAAGATCCTGTTTTGGGCCTTCACCTTCAGCCAG
GCCLGHCCTTCCTGGCCAAAGCAACACAGCTTCTGGGAAAGATCCTGTTTTGGGCCTTCACCTTCAGCCAG

GAGGAGGTCCAAACACCAGATAACTGTACACCTTCCCCGAAAGAGGAGAGCTTGCCTGCAGAGACTGCTC
GAGGAGGTCCAAACACCAGATAACTGTACACCTTCCCCGAAAGAGGAGAGCTTGCCTGCAGAGACTGCTC

TGACCACTGAAACTCAGAGGAGAGAGCTTGTCTCCCACGCCTGCTGATTGAGGGTAACAAAATCAACAGA
TGACCACTGAAACTCAGAGGAGAGAGCTTGTCTCCCACGCCTGCTGATTGAGGGTAACAAAATCAACAGA

GGAACAATCTCTTAACAAAGACAACTATAACAACTAACTCCAGAGATTGCCAGATGGCGAAAGGTAAACG
GGAACAATCTCTTAACAAAGACAACTATAACAACTAACTCCAGAGATTGCCAGATGGCGAAAGGTAAACG

TAAGAATCCTACTAACAGAAACCAGGACCACTCACCATCATCAGAACCCAGAACGCCCACTTCGCCCAGT
TAAGAATCCTACTAACAGAAACCAGGACCACTCACCATCATCAGAACCCAGAACGCCCACTTCGCCCAGT

CCAGGACACCCTAACACACCTGAAAAGGTAGACCTGGATTTAAAAGCATATCTCATGATGATGGTAGAGG
CCAGGACACCCTAACACACCTGAAAAGGTAGACCTGGATTTAAAAGCATATCTCATGATGATGGTAGAGG

A 293-21P_SP6
A chrX

>293-21P_T7 vs. chrX: 44,086,068-44,086,651 (+), 586 bp overlap

71

141

211

281

351

421

AATGCAGTAAACTGCAATGCCTGATTACTTTCACTATCTCTCTGTCAACACTGGAGGCTTTTTGTCTGAA
AATGCAGTAAACTGCAATGCCTGATTACTTTCACTATCTCTCTGTCAACACTGGAGGCTTTTTGTCTGAA

TGAATAGCATTCTTACTAAATTCAACGATTTCCTAAAATATTGGAACACTGGTGGAGGCCAATCTAACTT
TGAATAGCATTCTTACTAAATTCAACGATTTCCTAAAATATTGGAACACTGGTGGAGGCCAATCTAACTT

ATCTATTTGTCAAATCATTCCTTTGAAGCACTTATAATAAAACAATACTGAAAGAAAACCCTTCACTAGA
ATCTATTTGTCAAATCATTCCTTTGAAGCACTTATAATAAAACAATACTGAAAGAAAACCCTTCACTAGA

CTATCGCAAGGACATATCTGGGCCACATTGTGTTATGGAATGCCAAAAAGCACCAGGAGACCAGTTTCTG
CTATCGCAAGGACATATCTGGGCCACATTGTGTTATGGAATGCCAAAAAGCACCAGGAGACCAGTTTCTG

TGAAACTTTTTGCCTCAGGGCTGCGGCCAAGCTTTTGGACTTGTCACGCATACTGACTGGAGTGGETGTG
TGAAACTTTTTGCCTCAGGGCTGCGGCCAAGCTTTTGGACTTGTCACGCATACTGACTGGAGTGGETGTG

GCACATACTACACACACA[MACACACACACACACACACACACACACACACACACACACACACACAGHETCT
GCACATACTACACACACAJNACACACACACACACACACACACACACACACACACACACACACACAGEgETCT

AGGGAGAAGGTGGATTATACAATAGACTAGGATTGTAACTATGGCAAGGGCATAAAGCCCTTGCCCCTGG
AGGGAGAAGGTGGATTATACAATAGACTAGGATTGTAACTATGGCAAGGGCATAAAGCCCTTGCCCCTGG

18

282-5D_T7
chri7
282-5D_T7
chri7
282-5D_T7
chril7
282-5D_T7
chri?7
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chrX
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491

561

CTTCTAAGAATAAGCTGACCTTAGGTAGGGCTGATTTTTATCACAGGTGTGTGTGTGTGTGTGTGTGTGT
CTTCTAAGAATAAGCTGACCTTAGGTAGGGCTGATTTTTATCACAGGTGTGTGTGTGTGTGTGTGTGTGT

GTGTGTGTGTGTGTGTGTGTGTGTGT 293-21P_T7
GTGTGTGTGTGTGTGTGTGTGTGTGT chrX

>293-21P-B_SP6 vs. chrl7: 38,817,382-38,817,789 (-), 408 bp overlap

71

141

211

281

351

CCCAACCCACCCACTCCCACTTCCTGGCCCTGGCATTCCTCTGTACTGGGGTTTGTGATTTATTTATTAA
CCCAACCCACCCACTCCCACTTCCTGGCCCTGGCATTCCTCTGTACTGGGGTTTGTGATTTATTTATTAA

GTAAAGGACTTCACTACTTAATACCCAGCTATTAAAAAAAAAGAAAACCAAACCAGTGTCAATAGACCAA
GTAAAGGACTTCACTACTTAATACCCAGCTATTAAAAAAAAAGAAAACCAAACCAGTGTCAATAGACCAA

GAAGGCTGCTGCTTCTGGCCTCAGAGTAACTTAACCTCAAATGAGCTTCTAGTCAAGTTCACCACTCACT
GAAGGCTGCTGCTTCTGGCCTCAGAGTAACTTAACCTCAAATGAGCTTCTAGTCAAGTTCACCACTCACT

TCCCACCAGGAACTAAGAGCAGTTTCTGAGCCTGAATTTGTTGCTGTTTTAAAGGTTATTGTGGGAACCT
TCCCACCAGGAACTAAGAGCAGTTTCTGAGCCTGAATTTGTTGCTGTTTTAAAGGTTATTGTGGGAACCT

GAATTAAAGGAGGTGGCATCTTCATTTTTGTATCAAAGATAAAGGTTATTTGGGAAATTATTAGGGATTT
GAATTAAAGGAGGTGGCATCTTCATTTTTGTATCAAAGATAAAGGTTATTTGGGAAATTATTAGGGATTT

293-21P_T7
chrX

293-21P-B_SP6
chri?7

293-21P-B_SP6
chri7

293-21P-B_SP6
chri7

293-21P-B_SP6
chri7

293-21P-B_SP6
chril7

TACATATGTATGAAGTTTGGTGCTTTTGTAAACAAATTGTTCAATTCCTTAGGAATTC 293-21P-B_SP6

TACATATGTATGAAGTTTGGTGCTTTTGTAAACAAATTGTTCAATTCCTTAGGAATTC chrl?7

>297-2I_SP6 vs. chrl7: 14,439,105-14,439,480 (-), 376 bp overlap

71

141

211

281

351

TTATCTGGAAAATAGTTGCTGCAAGGGGCAGTGACTGGATACATTTTACGGCTAAGTGTGAACAATCCAG
TTATCTGGAAAATAGTTGCTGCAAGGGGCAGTGACTGGATACATTTTACGGCTAAGTGTGAACAATCCAG

GAAGATTTTCGGAGAAGTGGATTGGGTGACTAAATAAGAGATACGGCATTTATTAAGATATGTTTAAGCA
GAAGATTTTCGGAGAAGTGGATTGGGTGACTAAATAAGAGATACGGCATTTATTAAGATATGTTTAAGCA

GATGAGCAGGGTAAGGAAAAAGGAGGAGGTTCACTTTTATAAGCAWNTGAGTTTANTGAATGAAGTATAAA
GATGAGCAGGGTAAGGAAAAAGGAGGAGGTTCACTTTTATAAGCAMTGAGTTTAMTGAATGAAGTATAAA

ATTCTACCTAAGGCCCAGGATTGTCAGCCAGTGTAACTTACGATGTAACAGTGACAGAATTCGAAGCCAT
ATTCTACCTAAGGCCCAGGATTGTCAGCCAGTGTAACTTACGATGTAACAGTGACAGAATTCGAAGCCAT

GCATCTCAGAAGAAACTCAGGGTCCCAAGAAAGCCAACATTGTTCAAACACACCTCTACTCTCAGCACTA
GCATCTCAGAAGAAACTCAGGGTCCCAAGAAAGCCAACATTGTTCAAACACACCTCTACTCTCAGCACTA

GGTAGGAGAAGGCAGGATGATCAGGA 297-2I_SP6
GGTAGGAGAAGGCAGGATGATCAGGA chrl7

>297-2I_T7 vs. chrl7: 14,291,556-14,292,032 (+), 513 bp overlap

71

141

211

GAATTCCAGGTCAACTAAAGCTTCATAGAGAGACCTTGTCACAAAATTCATTCATTCATTCATING NN
GAATTCCAGGTCAACTAAAGCTTCATAGAGAGACCTTGTCACAAAATTCATTCATTCATTCA TS

PN N o N (o Gy o N eV A AACCCAAAGACCCTTAAAT[TGGGCTTCAGTGGAAAAAGA
————————————————————————————— AAACCCAAAGACCCTTAAATINTGGGCTTCAGTGGAAAAAGA

TAAATTACATAAACAACACACTTAAGCAAAACHGAAGTCTAGCTGTATAGATCAATGTCTATCATGTCCA
TAAATTACATAAACAACACACTTAAGCAAAACHGAAGTCTAGCTGTATAGATCAATGTCTATCATGTCCA

CTTGTCCTTTTACAATACACTCTTCTGGGCTCTAAAGGGCTCTCCAACTCTGCTGTCCCCAGCACACATG
CTTGTCCTTTTACAATACACTCTTCTGGGCTCTAAAGGGCTCTCCAACTCTGCTGTCCCCAGCACACATG

19

297-21_SP6
chri7

297-21_SP6
chril7

297-21_SP6
chri?7

297-21_SP6
chri?7

297-21_SP6
chri7

297-21_T7
chri?7

297-21_T7
chri7

297-21_T7
chril7

297-21_T7
chril7



281

351

421

491

GTGGTAGTACAGGCTCAGGTCAGATTCATCCCACACTTACCACTGTTCTTAGCAGATATCCCAGGTCCGA
GTGGTAGTACAGGCTCAGGTCAGATTCATCCCACACTTACCACTGTTCTTAGCAGATATCCCAGGTCCGA

GCTGCTCCAATATCTGCTACAACTCATGTTCTGCCTTCACCAATAGCTTCTTGGGCCTCTCTGCAGGTAC
GCTGCTCCAATATCTGCTACAACTCATGTTCTGCCTTCACCAATAGCTTCTTGGGCCTCTCTGCAGGTAC

CCCAACCCTGCAACAGGGTGCCAGTCCTCAGCTTCTCTTTATGACCCCTTCAATCAAGAGCTTTCCTGCC
CCCAACCCTGCAACAGGGTGCCAGTCCTCAGCTTCTCTTTATGACCCCTTCAATCAAGAGCTTTCCTGCC

TTTAAAACCAGTAACAGGTGGGT 297-2I_T7
TTTAAAACCAGTAACAGGTGGGT chril7

>300-19K_T7 vs. chril: 31,429,439-31,430,003 (+), 562 bp overlap

68

138

208

278

348

418

488

558

GAATTCTAGAAGCAREERGGAGAGCTATGGTTTGGAGAGATTGAGCGGTTTCCGATTGTGAAAGATCAGGA
GAATTCTAGAAGCAINYN\GGAGAGCTATGGTTTGGAGAGATTGAGCGGTTTCCGATTGTGAAAGATCAGGA

AGGTGAACATGTAATTTGACTACACTTTTAAACCGGGGGCCTCTAETATCTGATTAGAGTTAGAAGAGGC
AGGTGAACATGTAATTTGACTACACTTTTAAACCGGGGGCCTCTANTATCTGATTAGAGTTAGAAGAGGC

CATCCAGGGGCAGCAGGCTTTGTGACAGTGAAGTGGGGGAGGCTGTGAAGCACACTGCCAAATCTGACGC
CATCCAGGGGCAGCAGGCTTTGTGACAGTGAAGTGGGGGAGGCTGTGAAGCACACTGCCAAATCTGACGC

TGCACAAGCTAACGCTGCCTCAAGGGCACTGTGACAGAAACTTCACTGTCAGGTAAGTATTTGGGTGGAG
TGCACAAGCTAACGCTGCCTCAAGGGCACTGTGACAGAAACTTCACTGTCAGGTAAGTATTTGGGTGGAG

AACTCTTTACAAGTTCCCTCACTACAGGCCATGGCTCTCTGTTGTCATGTCTACTCTTACCAAAGTATCT
AACTCTTTACAAGTTCCCTCACTACAGGCCATGGCTCTCTGTTGTCATGTCTACTCTTACCAAAGTATCT

TCAATTTCTAAAACAGTGGGCAAGGAAAAGGAGTGCTTGCCCGTCCTCCCATCATTTGGGAGGTGGAGGA
TCAATTTCTAAAACAGTGGGCAAGGAAAAGGAGTGCTTGCCCGTCCTCCCATCATTTGGGAGGTGGAGGA

AGGAGGATCACAAATTCAAGGTCACCCTTGGCCTTGTAATGAGTTTGAAGGCTGTCTAGGCTACATGAAA
AGGAGGATCACAAATTCAAGGTCACCCTTGGCCTTGTAATGAGTTTGAAGGCTGTCTAGGCTACATGAAA

CCATGTCTTTAAAAGAAAWACCAGACTTTGTTCTTCGTTGTATTCTCACCAGTTAAAGTGTATITGGTGT
CCATGTCTTTAAAAGAAAMACCAGACTTTGTTCTTCGTTGTATTCTCACCAGTTAAAGTGTAT®TGGTGT

TAGCA 300-19K_T7
TAGCA chrl

>301-19K_SP6 vs. chr8: 35,545,676-35,546,221 (+), 545 bp overlap

71

140

210

280

350

420

GAATTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCTTTTGCCTCCCAAGTGCTCGG
GAATTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCTTTTGCCTCCCAAGTGCTCGG

ATTAAAGGTGTGAGCCACCACCGCCCGGCTCTTTTTTTTTTTTTTTgAATTAAAACAAAACAAAACAAAA
ATTAAAGGTGTGAGCCACCACCGCCCGGCTCTTTTTTTTTTTTTTTIYAATTAAAACAAAACAAAACAAAA

CAAAAAAACCCACTTTTACATTTCATGAATGTCTCAGGTCATGGACATCAAACAAGCAGTGAACAGTTCT
CAAAAAAACCCACTTTTACATTTCATGAATGTCTCAGGTCATGGACATCAAACAAGCAGTGAACAGTTCT

GGAAGAGTTATGTGACATTTCCTCAAAGCTTTCTGAAACTGCTCCTTCAATAGCCTTCAGACTATCGAAT
GGAAGAGTTATGTGACATTTCCTCAAAGCTTTCTGAAACTGCTCCTTCAATAGCCTTCAGACTATCGAAT

TCAGACTTGGGAGTGACGTAACAAATAAATCAGCCTTAATCACAGATCACTTGGCACTCAATGCTATTTC
TCAGACTTGGGAGTGACGTAACAAATAAATCAGCCTTAATCACAGATCACTTGGCACTCAATGCTATTTC

CCTATCCACTTGTTAGCTGTTTCTAGCCAGAATATCTATATTCGATGTGGCAGAAATCTAGCACCATGGT
CCTATCCACTTGTTAGCTGTTTCTAGCCAGAATATCTATATTCGATGTGGCAGAAATCTAGCACCATGGT

GGTGCACAGTCACTTGAAAAGGCGTTCCCTTTCTGAGCTCAGTCACTACCCAGTGAAGCACCCTGTTGGG
GGTGCACAGTCACTTGAAAAGGCGTTCCCTTTCTGAGCTCAGTCACTACCCAGTGAAGCACCCTGTTGGG

20

297-21_T7
chri7
297-21_T7
chri7
297-21_T7
chril7
300-19K_T7
chri
300-19K_T7
chril
300-19K_T7
chril
300-19K_T7
chri
300-19K_T7
chri
300-19K_T7
chri
300-19K_T7
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300-19K_T7
chri
301-19K_SP6
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301-19K_SP6
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301-19K_SP6
chr8
301-19K_SP6
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301-19K_SP6
chr8
301-19K_SP6
chr8
301-19K_SP6
chr8



490

ACAAACATGACTGTGCTTTGAAATCGCTCATCACTGTTCCCGACATCTACCTCTGG 301-19K_SP6
ACAAACATGACTGTGCTTTGAAATCGCTCATCACTGTTCCCGACATCTACCTCTGG chr8

>301-19K_T7 vs. chr8: 35,675,856-35,676,404 (-), 574 bp overlap

71

141

211

281

351

421

491

561

TMTCTETCTTCTMTCT TRy T TNETTCTTCAATTTTCAATATTAAGAGAAAAGAAAGAACAATATGTGT
TYTCTYTCTETC T TCT TN TN TG TTCTTCAATTTTCAATATTAAGAGAAAAGAAAGAACAATATGTGT

TTCTACCACTGTTATATTTGTTTCTGTTTGTGAAGACTTAAGCTTACAGATAGCTTGTAATTGTCTTGCT
TTCTACCACTGTTATATTTGTTTCTGTTTGTGAAGACTTAAGCTTACAGATAGCTTGTAATTGTCTTGCT

CAGAGATTATGAGAATTTGGGACTTGGAACTCAATGGAAATGAAGAAAGACAAGACAGACAGTACAATAG
CAGAGATTATGAGAATTTGGGACTTGGAACTCAATGGAAATGAAGAAAGACAAGACAGACAGTACAATAG

AAAGACTGAAAAAAGAATTCGTTCTTTGAAAAGTCAAATGACATTCACAAACCCTTTGCCACACTAACCA
AAAGACTGAAAAAAGAATTCGTTCTTTGAAAAGTCAAATGACATTCACAAACCCTTTGCCACACTAACCA

AAAGGAAGAACAGACTGCAATCAATACAATTAGAGGTGAGAAGACGAACATTGGAACAGATACCAACAAA
AAAGGAAGAACAGACTGCAATCAATACAATTAGAGGTGAGAAGACGAACATTGGAACAGATACCAACAAA

ATCCAGGAAGAAGTCATTAGGAAAGACCTTAAAACTTTCTATTCCACTACACTGGAAAGTACAAAAGAAA
ATCCAGGAAGAAGTCATTAGGAAAGACCTTAAAACTTTCTATTCCACTACACTGGAAAGTACAAAAGAAA

TAGACGAAATCGTGGGTGTTTTGGCTTACCAAAATTAAACCAAGATGAAATAAATGATGTAAACAGACCT
TAGACGAAATCGTGGGTGTTTTGGCTTACCAAAATTAAACCAAGATGAAATAAATGATGTAAACAGACCT

GTAACAAGCAATGAGGTAGAACCAGAAGTTAAAAATCTCCTCACCAAAAGAAGTCTTGGTCTAAAAGGAT
GTAACAAGCAATGAGGTAGAACCAGAAGTTAAAAATCTCCTCACCAAAAGAAGTCTTGGTCTAAAAGGAT

TTGGGACAGAATTC 301-19K_T7
TTGGGACAGAATTC chr8

>304-90_SP6 vs. chrX: 43,514,389-43,514,994 (+), 608 bp overlap

71

141

211

281

351

421

491

561

AATTCAACACAAGTTTCTAATTCACCATGAATGGAACACAAGGTACTATGACTTAATTAATGCGCTTAAA
AATTCAACACAAGTTTCTAATTCACCATGAATGGAACACAAGGTACTATGACTTAATTAATGCGCTTAAA

TCCACTCTTAAACACTTGTACAGAAGTGAGTCATGAAGAGAAATACTGAGGAATTGTTCACACTAAGATT
TCCACTCTTAAACACTTGTACAGAAGTGAGTCATGAAGAGAAATACTGAGGAATTGTTCACACTAAGATT

TATTGCTCCTAGATTCCTCCTGGAGAGGATTCTATTGCTCTCATCTTACAGINTGGGAAAATGGAGGCAA
TATTGCTACCTAGATTCCTCCTGGAGAGGATTCTATTGCTCTCATCTTACAGETGGGAAAATGGAGGCAA

GGAAGGTGACTT[YCACAACTTCACATAGCTAAGTAGGTTATAGAGCTGAGGTCCAAGCCAGG[JAGTCTGA
GGAAGGTGACTT[CACAACTTCACATAGCTAAGTAGGTTATAGAGCTGAGGTCCAAGCCAGGAGTCTGA

CTCCATGGCCAGCCCTTTAAACCATATCAAAGCACTCGGTCATTCGTATGGCAAAGATCACATTTTTTAA
CTCCATGGCCAGCCCTTTAAACCATATCAAAGCACTCGGTCATTCGTATGGCAAAGATCACATTTTTTAA

GTTATTCTAGCTGTCTGCATGACATAGCATTGCTCTGTCCAATTCCCCGATAGTAACGAATATGGCTTTT
GTTATTCTAGCTGTCTGCATGACATAGCATTGCTCTGTCCAATTCCCCGATAGTAACGAATATGGCTTTT

CTGTTTTGTGCCTTTTATTTTGTCATCAGAATCTCAAGTACTGTTGTGCTTCAAGGACTCCTAGTTTGAA
CTGTTTTGTGCCTTTTATTTTGTCATCAGAATCTCAAGTACTGTTGTGCTTCAAGGACTCCTAGTTTGAA

GGATACHAAGGTGGCACAGTAATTTIAACATTAGTCTATCATCTGTATCTTGCTAGGAAGGAACTTCATC
GGATACE\AAGGTGGCACAGTAATTTHAACATTAGTCTATCATCTGTATCTTGCTAGGAAGGAACTTCATC

ACT[CCTTGTGANGAATCAGAGTTCTG[§CTACCTCTTTAGGTTTTGAA 304-90_SP6
ACTIACCTTGTGARGAATCAGAGTTCTGECTACCTCTTTAGGTTTTGAA chrX

>304-90_T7 vs. chrX: 43,642,044-43,642,641 (-), 599 bp overlap
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chr8
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301-19K_T7
chr8
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71

141

211

281

351

421

491

561

CCCAACATAAATGGTGAGGTAATGATGGCAGTGTTGGCAGTGTAGTGTCTGTCTTAGAGGGGAGCCTGGT
CCCAACATAAATGGTGAGGTAATGATGGCAGTGTTGGCAGTGTAGTGTCTGTCTTAGAGGGGAGCCTGGT

GGACCTATATGAAACTTTTCCCAGTCCTCAGCTCTGTAAACTTCCGCTTGATGACAACTAGGAGTGATTT
GGACCTATATGAAACTTTTCCCAGTCCTCAGCTCTGTAAACTTCCGCTTGATGACAACTAGGAGTGATTT

GTCAACAACTGTCCACAGCCATGGTAATTCTCTGAAATGCCTCAAATTCCATATTAGCCATAAACGTTCC
GTCAACAACTGTCCACAGCCATGGTAATTCTCTGAAATGCCTCAAATTCCATATTAGCCATAAACGTTCC

[EATGCA
ATGCA

ATGTTGGTTATAGAATTAAAATAAATAGGTAGGCIATCTGGCATAGCTGGCAAGAMTEGGATATC
ATGTTGGTTATAGAATTAAAATAAATAGGTAGGCTCTGGCATAGCTGGCAAGANTINGGATATC|

ATCTATCGTATTTACCAGAGCAAGTGGAAGTCACTGTTAGATCTAAGAATAGTAGTGATCAATTTCAAGA
ATCTATCGTATTTACCAGAGCAAGTGGAAGTCACTGTTAGATCTAAGAATAGTAGTGATCAATTTCAAGA

TCATTTTTTATGAACCTT[MAGCCCTATAGACAAACCGTTCAAGTAGAJNGAATTGAGAATTGAGTATATAG
TCATTTTTTATGAACCTTJAGCCCTATAGACAAACCGTTCAAGTAGA[GAATTGAGAATTGAGTATATAG

AATCTACTACCAGTAAAGATTTAGGGCAAAGCACCCCCAGTACCCAGAAAGAAAACCATTAGTTCTATGT
AATCTACTACCAGTAAAGATTTAGGGCAAAGCACCCCCAGTACCCAGAAAGAAAACCATTAGTTCTATGT

TTTCTAGGGTGATAGGGCAAAGTAGATAATATGTAGGATTCACAIWTTTTTTTCTCCCCTAGCCTGAGAAA
TTTCTAGGGTGATAGGGCAAAGTAGATAATATGTAGGATTCACAR\TTTTTTTCTCCCCTAGCCTGAGAAA

GAGCATGGCAATTTTGATGAAATTTGEEEANGTTCATTC 304-90_T7
GAGCATGGCAATTTTGATGAAATTTGIWNGARGTTCATTC chrX

>307-90_SP6 vs. chr5: 134,432,514-134,433,030 (-), 517 bp overlap

71

141

211

281

351

421

491

CCAGAATTTCAACTCTGGAAGGAGAAAACGAACTCCTGTAAGTTAATTTCTGATCTCCACAGGCAAGCGT
CCAGAATTTCAACTCTGGAAGGAGAAAACGAACTCCTGTAAGTTAATTTCTGATCTCCACAGGCAAGCGT

GTGCAGGAATGAACAGACACACATATGCATGCACACAAAATGAGGAAATTAAAAACACAATAAAGATGCA
GTGCAGGAATGAACAGACACACATATGCATGCACACAAAATGAGGAAATTAAAAACACAATAAAGATGCA

ATTCCCATCTGCGCTCATTGGCATCATCTGCAGTTACGGGTGACAAGGAGCTTCACGGCACTGTCTCGCT
ATTCCCATCTGCGCTCATTGGCATCATCTGCAGTTACGGGTGACAAGGAGCTTCACGGCACTGTCTCGCT

CCTCCTCCCTAACCCCCATCTCACCTGTGTCTGCATCATCATCAAACTGAGGTAGCCTCTTGCCCAGCTG
CCTCCTCCCTAACCCCCATCTCACCTGTGTCTGCATCATCATCAAACTGAGGTAGCCTCTTGCCCAGCTG

GGGGAGGCCGGCATGGGGGTCATCCTGGAAGTTGTCATTCTCCAATGCCTCCAGCTGTCGGTTGATCCGC
GGGGAGGCCGGCATGGGGGTCATCCTGGAAGTTGTCATTCTCCAATGCCTCCAGCTGTCGGTTGATCCGC

CGCTGCCTGGCTGCCCTGTCCAGCACCCGCCGCTGTCCAGGGTCCTGGGAGCGAACTAGATGGGGCAAAG
CGCTGCCTGGCTGCCCTGTCCAGCACCCGCCGCTGTCCAGGGTCCTGGGAGCGAACTAGATGGGGCAAAG

AGAGTTACCGGGGTCAAGACAG[JAGGAAAGTTGCACTGCIGTTGCCTAGAGCCCCAGTCTCCTCGCCTCG
AGAGTTACCGGGGTCAAGACAG[AGGAAAGTTGCACTGCGTTGCCTAGAGCCCCAGTCTCCTCGCCTCG

GCCCCTTCATTATGCTGTGAGGAATTC 307-90_SP6
GCCCCTTCATTATGCTGTGAGGAATTC chrb

>307-90_T7 vs. chrib: 78,792,690-78,792,809 (+), 120 bp overlap

71

TTTCTGCCTCCTGTCCCCTCCTCTATCCCATCCTCCACATTGTCACCCCAAAGATCTCCTGACTCCTGCC
TTTCTGCCTCCTGTCCCCTCCTCTATCCCATCCTCCACATTGTCACCCCAAAGATCTCCTGACTCCTGCC

CTCATCCACTGGGTCTGAATCCTTCCATGECTCCCAACAACCACACCATG 307-90_T7
CTCATCCACTGGGTCTGAATCCTTCCATGCTCCCAACAACCACACCATG chrilb

>316-22B_T7 vs. chr7: 82,268,557-82,269,022 (-), 480 bp overlap
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71

141

211

281

351

421

CCACTAAACTTAGACACAAAGGAATTCTAGGGTAAAAATAAAAAMAGAAAATAATGAAAAGTATGAAAAA 316-22B_T7
CCACTAAACTTAGACACAAAGGAATTCTAGGGTAAAAATAAAAARAGAAAATAATGAAAAGTATGAAAAA chr7
ARTAAAAATAAGTTTTAAAAGGAAATGCCCCGAGAAAACATTATGAGATAGAAAAATIITCCAAAGATGTC 316-22B_T7
ARTAAAAATAAGTTTTAAAAGGAAATGCCCCGAGAAAACATTATGAGATAGAAAAATHTCCAAAGATGTC chr7
ATTGAATTAGGTTTCTCTAAGTTCATATGAGCTTTGATCATGTTGATTTAGAAAGCCTTATTTTCTTCAT 316-22B_T7
ATTGAATTAGGTTTCTCTAAGTTCATATGAGCTTTGATCATGTTGATTTAGAAAGCCTTATTTTCTTCAT chr?
GTCCTCCATTGTTTCTGAAMTATTATATGTTCTACGATCTCTCTCTCTCTTCECTCECTCTCTCTCTCT —316-22B_T7
GTCCTCCATTGTTTCTGAARTATTATATGTTCTACGATCTCTCTCTCTCTMTCHCTCICTCTCTCTCTCT — chr?
CTCTCTCTCTETGTGTGTGTGTGTGTCTCT GG NIV CACACACAGAGAGAGAGAGA  316-22B_T7
CTCTCTCTCTETGTGTGTGTCTGTGTCT G T Ry e et e GRCI{CGIGAGAGAGAGAGAGA  chr7
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGAGGTATGGCTTCAGTTTCTATATTTCTTTCTATCTT 316-22B_T7
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGEGAGGTATGGCTETCAGTTTCTATATTTCTTTCTATCTT chr7
CTGTAGA Al ATINECTGATGTTGGCETGAGCAAGGCACTGATCTATGAGCATAGCAGAATT 316-22B_T7
CTGTAGAANIVVNGA TICTGATGTTGGCRTGAGCAAGGCACTGATCTATGAGCATAGCAGAATT  chr?

>317-22A_SP6 vs. chri19: 50,281,939-50,282,430 (+), 509 bp overlap

71

141

211

281

351

421

491

TGCCTTTTCTCCATGTTTCTCCTTACTCACACTTTACTCAACTCACCCCTGTGGAAGGAGCTTCTCTTAG
TGCCTTTTCTCCATGTTTCTCCTTACTCACACTTTACTCAACTCACCCCTGTGGAAGGAGCTTCTCTTAG

CACCAGACAAGGACTATTATAGAAACCCAGAGAGCTGGTCAAAATGCAGAAAGCATATTGGGAAAAAGGA
CACCAGACAAGGACTATTATAGAAACCCAGAGAGCTGGTCAAAATGCAGAAAGCATATTGGGAAAAAGGA

TGGAGAGATAGAAAGTGCCAAAGGATCTGAAAATTGTGCCTCCTAGAAGTGACAGGGGCTTTTCACCCAA
TGGAGAGATAGAAAGTGCCAAAGGATCTGAAAATTGTGCCTCCTAGAAGTGACAGGGGCTTTTCACCCAA

GTTACCTCAAGAAACCTGAAGAGCGG[AACAAAACCTTAACAAGTACAATAGACATGCTAATGTGGTGGG
GTTACCTCAAGAAACCTGAAGAGCGGLIAACAAAACCTTAACAAGTACAATAGACATGCTAATGTGGTGGG

GACACTTCACAGGATCCCTTCTTTAGACAAAGCTATATAGACCTCCAAGGAAAACCGAGA[MAGGGTTCCT
GACACTTCACAGGATCCCTTCTTTAGACAAAGCTATATAGACCTCCAAGGAAAACCGAGA[JAGGGTTCCT

CCACAGGGAAAAGCATACTCATTAGTGAGACCGTAAAATATACAAAGCAGTAATEATCTCTCTCTCTCTCT
CCACAGGGAAAAGCATACTCATTAGTGAGACCGTAAAATATACAAAGCAGTAATETCTCTCTCTCTCTCT

CTCTCTCTCTCTCT ClUSINE T[® T{¢ T[T (¢ T([¢ TG T TN TGTGTGTGTGTGTGTGTGTGTGEGEIGEYGENGINGENG
CTCTCTCTCTCTCT Cle g T T T T T[T T TS TGTGTGTGTGTGTGTGTGTGT GEGLGLIGEIGINGENG

AGAGAGAGAGAGAGAGAGT 317-22A_SP6
AGAGAGAGAGAGAGAGAGT chril9

>317-22A_T7 vs. chr19: 50,386,642-50,387,194 (-), 553 bp overlap

71

141

211

281

TTCCTCAGGAGAGAGTATGAGGAAGCCACTTCAAAGTCTTCACACAGTAGTGTCAAAGAAAGGAAAGCT
TTCCTCAGGAGAGAGTATGAGGAAGCCACTTCAAAGTCTTCACACAGTAGTGTCAAAGA[MAAGGAAAGCT

GGAAGAGGAGCAAGCAGACAGCTTGAGGGAGTCAAGGTAGTATTCTTTGAAGCCTCACCAGCGCAGGGAT
GGAAGAGGAGCAAGCAGACAGCTTGAGGGAGTCAAGGTAGTATTCTTTGAAGCCTCACCAGCGCAGGGAT

GGGTGCAAGTGTGGATGGGCTGCACCTTTANTGTTGAGGTAGAGCTGTGTCAAAATGCTTCAGTAAATA
GGGTG[CAAGTGTGGATGGGCTGCACCTTTAYTGTTGAGGTAGAGCTGTGTCAAAATGCTTCAGTAAATA

ACAGAGATTCCCACCCTGCTCCATCACTGACTCTCATCCGATCATTCTCTCGGTGGAAGA[GCTTCCTCT
ACAGAGATTCCCACCCTGCTCCATCACTGACTCTCATCCGATCATTCTCTCGGTGGAAGARGCTTCCTCT

GTTCAGAGTGGGACACCTAGTTCTAC[HGAATAAAAATGAAGATAGATATCAGACAACC[YGAGAAAAGATA
GTTCAGAGTGGGACACCTAGTTCTACLIGAATAAAAATGAAGATAGATATCAGACAACCEN\GAGAAAAGATA
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351 AAACTGGGTCAACTGAA[EGCATTAAATGCAGTGACATTTACTAAACTGACTG[GTTAACCTTTAGATCCA
AAACTGGGTCAACTGAA[NGCATTAAATGCAGTGACATTTACTAAACTGACTGIGTTAACCTTTAGATCCA

421 AAAGAAGGTAATGAAATAAAACAAACAAATTAGAAAGAAAATAAACATATCCACAGTCTTTACAAATGG
AAAGAAGGTAATGAAATAAAACAAACAAATTAGAAAGAAAATAAACATATCCACAGTCTTTARNCAAATGG

317-22A_T7
chri19

317-22A_T7
chri19

491 ATCTATTTGGCAGGTGCCATAATTGAACGATTTGCAGATATTTTGACAACTGGATAGAATTC 317-22A_T7

ATCTATTTGGCAGGTGCCATAATTGAACGATTTGCAGATATTTTGACAACTGGATAGAATTC chril9

>319-20E_T7 vs. chr6: 143,502,805-143,503,360 (+), 556 bp overlap

1 GAATT[ACAAGGTCTAGGGATATGTTGTTGTAGGGACTGGAAGAAGCCTTAGTGAAAGTCTAAAGGAAGT
GAATTIIACAAGGTCTAGGGATATGTTGTTGTAGGGACTGGAAGAAGCCTTAGTGAAAGTCTAAAGGAAGT

71 TTGGAATCTTGAGTGAGTGTGTATTGTTGACAGGGGCCAGTGCCTCMGA[ECAGACECTCAGGGTATGCG
TTGGAATCTTGAGTGAGTGTGTATTGTTGACAGGGGCCAGTGCCTC[YGALCAGACIACT[MCAGGGTATGCG

141 CCTTTCCCATATGGCTTAGGCATGGAATTCACAAAGCCTTCCTTGG[JACTGAGAGAAAATGTTGGTGGTY
CCTTTCCCATATGGCTTAGGCATGGAATTCACAAAGCCTTCCTTGG[ACTGAGAGAAAATGTTGGTGGTY

211 ATGTAAATTCAAGTGTTTCTGGATGACTACTHTGTGCAAAAACAAGGAATTGCAGCCTCCTCTTCCTGGA
ATGTAAATTCAAGTGTTTCTGGATGACTACTYTGTGCAAAAACAAGGAATTGCAGCCTCCTCTTCCTGGA

281 TATTACATTCTGAAACTGTCACCTGCAGACATGGCTGTGACTATAAATTHCCCETTGTGTGCTTTARA
TATTPWACATTCTGAAACTGETCACCTGCAGACATGGCTGTGACTATAAATT[YCCCIATTGTGTGCTTTA[¢A

TTCTGGGTCATTATGGTAATTGGTGCAGCTCCATCAGAGTGCACACAGTCAACC

351 AGTAAGTP\GGCTGAG
G TTCTGGGTCATTATGGTAATTGGTGCAGCTCCATCAGAGTGCACACAGTCAACC

A
AGTAAGT[GGCTGAG[Y

421 TGAGCAGGTTTTTCTGJACATATGTCTATGTGTCTGTCTTTCCTTCATTCCTTGGETGTCCCAGTCAGGT
TGAGCAGGTTTTTCTGEACATATGTCTATGTGTCTGTCTTTCCTTCATTCCTTGGISTGTCCCAGTCAGGT

319-20E_T7
chré

319-20E_T7
chr6

319-20E_T7
chr6

319-20E_T7
chr6

319-20E_T7
chré

319-20E_T7
chr6

319-20E_T7
chr6

491 CTCTAGGACCAAGCCTGCAGGTGGTGGTGCATAGTGAAGTGGGTGTATCTAACCCCTTGAACATT 319-20E_T7

CTCTAGGACCAAGCCIAITGCAGGTGGTGGTGCATAGTGAAGTGGGTGTATCTAACCCCTTGAACATT chr6

>320-4J_SP6 vs. chr13: 101,596,209-101,596,723 (+), 516 bp overlap

1 GAATTCACTTTTGCCCTATATCTGTTCTGARGTTTCTTAGTTTGGGGTATAGTCCTAATATTTAGATTGC
GAATTCACTTTTGCCCTATATCTGTTCTGAGTTTCTTAGTTTGGGGTATAGTCCTAATATTTAGATTGC

71 TGAGCTAACTTTTTAAAAGATTTTAAATTAAGACATAAGTCTTAGTTAGGGTTTCGTTGCTGTGAACAGA
TGAGCTAACTTTTTAAAAGATTTTAAATTAAGACATAAGTCTTAGTTAGGGTTTCGTTGCTGTGAACAGA

141 CTCCATGACCAAAGCAACTCTTACTAAGGACAGCATTTAATTGGCCCTGGCTTAACAGGTTCAGAGTTCA
CTCCATGACCAAAGCAACTCTTACTAAGGACAGCATTTAATTGGCCCTGGCTTAACAGGTTCAGAGTTCA

211 GTCCATTATCATCAAGGCAGGAACATGGCAGCATCCAGGCAGGCATGGTGCAGGAG[EAGCTGCGAGTTCC
GTCCATTATCATCAAGGCAGGAACATGGCAGCATCCAGGCAGGCATGGTGCAGGAGWAGCTGCGAGTTCC

281 ACCTCTTGTTCCAAAGGCAGGTAGGAGAAGATTGGCTTCCAGGCAGCTAGGACAAGGGTCTTAAAGTCCA
ACCTCTTGTTCCAAAGGCAGGTAGGAGAAGATTGGCTTCCAGGCAGCTAGGACAAGGGTCTTAAAGTCCA

351 TACCACEGTGACACACTTCCTCCAACAAGATCACACCTACTCCAACAAGACCACATCTCCAAATAGTGC
TAC[HCACHGTGACACACTTCCTCCAACAAGATCACACCTACTCCAACAAGACCACATCTCCAAATAGTGC

421 TATTCCCTGAGCCAAGCATATTCAAACCACACAACATAATTGCARTAATTTCTCHCTTCCCTTTTTCCCT
TATTCCCTGAGCCAAGCATATTCAAACCACACAACATAATTGCAQTAATTTCTCCTTCCCTTTTTCCCT

491 CCAAGGCTCCCATATACCCTCCACTC 320-4J_SP6
CCAAGGCTCCCATATACCCTCCACTC chri3

>320-4J_T7 vs. chr13: 101,703,433-101,704,061 (-), 636 bp overlap
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71

141

211

281

CTCCATGGAAAGAGAGGCTACATGGTCTCCACAAGACTTATAAAGTTTATACAGCAGTGACCTCCATCCC
CTCCATGGAAAGAGAGGCTACATGGTCTCCACAAGACTTATAAAGTTTATACAGCAGTGACCTCCATCCC

CTGAGTCCTTTCCCAAAGAGTCATGTAGCCATTTATTCTGGAAACCATAAAATAGGAAAAGGGGAATTTC
CTGAGTCCTTTCCCAAAGAGTCATGTAGCCATTTATTCTGGAAACCATAAAATAGGAAAAGGGGAATTTC

TACATCTTCCAGCI\GC[E/CCGGGGACAGAATCTGAGCAGACACTGCTGTTCTGATATTGTTCTTCTGTGCA
TACATCTTCCAGC[gGC[CCGGGGACAGAATCTGAGCAGACACTGCTGTTCTGATATTGTTCTTCTGTGCA

ACAGGGTTTGGAAGCAGACTTAACTCATGGTGTGCCAACTGCTTTTATGGGACTTCTTTCTCCAATTCTC
ACAGGGTTTGGAAGCAGACTTAACTCATGGTGTGCCAACTGCTTTTATGGGACTTCTTTCTCCAATTCTC

AAACCTATCAGTGGAATGGATGTACTTAGCAGTCGGCAGCAGCAGCACTTEGGITCTTAGCCTGGAGAGG
AAACCTATCAGTGGAATGGATGTACTTAGCAGTCGGCAGCAGCAGCACTTYGGETCTTAGCCTGGAGAGG

------ TAATGTATTTGGGGGGAAAAAAARGACCGAGTAAATATTCCAGTAACCATTAACETTCTATTCT

350 AAGAGGTAATGTATTTGGGGGGAAAAAAAEGACCGAGTAAATATTCCAGTAACCATTAACTTTCTATTCT

420

490

560

630

CAGCGAGATCAAATCATTGCTA[MGTAAGGGTGATGGTGGAGATACAGGGTTCCTTTGGTGGATCETAGCA
CAGCGAGATCAAATCATTGCTALN\GTAAGGGTGATGGTGGAGATACAGGGTTCCTTTGGTGGATC[TAGCA

GGGGCAGCAGATACATTGETGCCAGCA[CCCCAGTGGGAACTGCTGTGCCAGTGTGTTCTCTCTACAACA
GGGGCAGCAGATACATTGETGCCAGCAJN\CCCCAGTGGGAACTGCTGTGCCAGTGTGTTCTCTCTACAACA

GCTTAAAACAGTCT[MAGTTATGTATATTGTGAGGA[CTAACCCAGTTACCCAATCTTTCCCTCTTGTGGG
GCTTAAAACAGTCTHAGTTATGTATATTGTGAGGARCTAACCCAGTTACCCAATCTTTCCCTCTTGTGGG

GAJJAATA 320-4J_T7
GARGAATA chri3

>322-4J_SP6 vs. chrX: 130,761,839-130,762,372 (+), 525 bp overlap

71

141

210

280

350

GAATTCATTCTGTAQACCAGGCTGGCCTAGAACTCAGAAATCCACCTGCCTCTGCCTCCCGAGTGCTGGG
GAATTCATTCTGTA[ACCAGGCTGGCCTAGAACTCAGAAATCCACCTGCCTCTGCCTCCCGAGTGCTGGG

ATTAAAGGCGTGCGCCACCACGCCCGGCTCAATTTATCTTTTCAGTAATICATTTGTCTCCATCACACAC
ATTAAAGGCGTGCGCCACCACGCCCGGCTCAATTTATCTTTTCAGTAATI\CATTTGTCTCCATCACACAC

ATTCATCCTGTCTCTTACATTTCCATATTTTGAMNATTTTTTGTTGACTATGAAGTGTATTTTTTTTZACA
ATTCATCCTGTCTCTTACATTTCCATATTTTGAMATTTTTTGTTGACTATGAAGTGTATTTTTTTTJACA

TINATTCATGTGCTGGTCCCATCGCACCAAGTCTTATTGATINCCCACAGAATCATATTCACCATTGCAATC
TWATTCATGTGCTGGTCCCATCGCACCAAGTCTTATTGATENCCCACAGAATCATATTCACCATTGCAATC

TTAGAAACTGAGTTCAGTCCCCAGGCTTGCTGGCCAGACAACCTAGCCCACTTGATTAGTTCCACACCAC
TTAGAAACTGAGTTCAGTCCCCAGGCTTGCTGGCCAGACAACCTAGCCCACTTGATTAGTTCCACACCAC

TGAGAGACTCTATATCAGTAAAA[MAATAATAGACAGAGCCTGAAGAATGACACCCAGGAGHIGICECHCHE
TGAGAGACTCTATATCAGTAAAAINAATAATAGACAGAGCCTGAAGAATGACACCCAGGAGRGECECIACEYY

419 CACAACACACACACACACATATACACACAAATAAATAAGAATGATTTTGAAATAAAAATT
EACENYACA

482

(NN NGACACACACACACACATATACACACAAATAAATAAGAATGATTTTGAAATAAAAATT

CCAATACTAGCACAAAGAACACTCTTCCCTTTTTCATATATATT 322-4J_SP6
CCAATACTAGCACAAAGAACACTCTTCCCTTTTTCATATATATT chrX

>322-4J_T7 vs. chrX: 130,878,933-130,879,529 (-), 602 bp overlap

70

ACACCACACACACACACACACACACACACACACATGCATGCAAGCACACACACACATTCATGTGAGCAC
ACACJN\CACACACACACACACACACACACACACACATGCATGCAAGCACACACACACATTCATGTGAGCAC

ACATACACACACA[eNeeleley ey NeF ey ey eV e/ NeVN\GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
ACATACACACACA[Y GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
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140

210

280

349

419

489

559

GAGAGAGAGAGAGAGAGAGAGAGAGAGAAATCATAAATATGTTCCAGTATCATTCAGCCTAAAACAACAC
GAGAGAGAGAGAGAGAGAGAGAGAGAGAAATCATAAATATGTTCCAGTATCATTCAGCCTAAAACAACAC

CATTTCCTTTCAAACAAATATTTCTCTGACCTTTATTAAACCCACTTTGACTGAATTAATTCTGCTTCTA
CATTTCCTTTCAAACAAATATTTCTCTGACCTTTATTAAACCCACTTTGACTGAATTAATTCTGCTTCTA

CTGCACAACAGCTTGTAAGGGGGTTGGGGTGGGGAGAAAGGAGGGGAATGAAGCAGAAGTGAGAGGAGG
CTGCACAACAGCTTGTAAGGGGGTTGGGGTGGGGAGAAAGGAGGGG[YAATGAAGCAGAAGTGAGAGGAGG

CAGAAAGAAAGGGAGAAGAAAGGGAGGAGAAAGAAGAACAAGGTGCTGACAATGTAAGAAATGATGTTTT
CAGAAAGAAAGGGAGAAGAAAGGGAGGAGAAAGAAGAACAAGGTGCTGACAATGTAAGAAATGATGTTTT

GCTACAACCATAGGAATATTAAAAACACATTAGAATGATGTTTATAGATCACATATGTTAACATTGAAAA
GCTACAACCATAGGAATATTAAAAACACATTAGAATGATGTTTATAGATCACATATGTTAACATTGAAAA

GCATTCATAGTATCTTTTAATATAATTTGTTTGTTTTAATTTTATGTGCATTGGTGTTTTGCCTGCATGT
GCATTCATAGTATCTTTTAATATAATTTGTTTGTTTTAATTTTATGTGCATTGGTGTTTTGCCTGCATGT

GCATGTCCGTGTGAGGGTGTCTGATTCCCTG/NEFICTGTRGAATTC 322-4J_T7
GCATGTCCGTGTGAGGGTGTCTGATTCCCTGEWACTGTIGAATTC chrX

>327-5I_SP6 vs. chr7: 130,719,661-130,720,069 (-), 409 bp overlap

71

141

211

281

351

AAGGAGTCCCAGGATGTGGGCTTCCCTGGGTCTCTCTCAGGGCATTGCCTCCTATGATGCTCTGGTGCAG
AAGGAGTCCCAGGATGTGGGCTTCCCTGGGTCTCTCTCAGGGCATTGCCTCCTATGATGCTCTGGTGCAG

GTGGAGGATGCIAGTGTTGGACACCTATGACTTCGTGTATGATCAGGCAATGAAGAGCCCATCTAGCAACT
GTGGAGGATGCGTGTTGGACACCTATGACTTCGTGTATGATCAGGCAATGAAGAGCCCATCTAGCAACT

GGTGGCAGGAGCTGGCCI\TCATCCAGGACACGGTGAGCTAAGGACAGGGTAGTCATACTTGCTGTGCTCC
GGTGGCAGGAGCTGGCC[TCATCCAGGACACGGTGAGCTAAGGACAGGGTAGTCATACTTGCTGTGCTCC

AGAGAAAGGATGCCAGAAATCCTGTAGAGTCAGCCATCCTGGCAAGGCTTCAAGAGGAGGTCTCAGAACG
AGAGAAAGGATGCCAGAAATCCTGTAGAGTCAGCCATCCTGGCAAGGCTTCAAGAGGAGGTCTCAGAACG

CAGGTTCATTTTGAGTAGATGACTGAGCTCCCACCCAT[CCCCTCCACCCCAAATAGGACTGGCTACCCA
CAGGTTCATTTTGAGTAGATGACTGAGCTCCCACCCATECCCCTCCACCCCAAATAGGACTGGCTACCCA

ATGTATGGCTAPITGCAAAATAAAAGGGCAATGCCCCTGTTCAGTAGGGACTGAGAATTC 327-5I_SP6
ATGTATGGCTA[TGCAAAATAAAAGGGCAATGCCCCTGTTCAGTAGGGACTGAGAATTC chr7

>327-5I_T7 vs. chr7: 130,587,753-130,588,368 (+), 616 bp overlap

71

141

211

281

351

421

GAATTCTTTTTATTATGAGGAAGGCCTTAGGCTTCAGTGAGAATCAGTGTGTGGCTATAGGCCACAGTGA
GAATTCTTTTTATTATGAGGAAGGCCTTAGGCTTCAGTGAGAATCAGTGTGTGGCTATAGGCCACAGTGA

AAACTTTGGACTGCCCCACAAAGCTGATCAGCCTTGAAGAGGTAGGCCTAGGACTGTGGTAAGGAACTTA
AAACTTTGGACTGCCCCACAAAGCTGATCAGCCTTGAAGAGGTAGGCCTAGGACTGTGGTAAGGAACTTA

GAGTAAACTTAAGAGTGTGAAGAACCTCAGCATAACAACTTTTGATACAAGAACCTACCTTCTTGCTCAT
GAGTAAACTTAAGAGTGTGAAGAACCTCAGCATAACAACTTTTGATACAAGAACCTACCTTCTTGCTCAT

GACACTTGCTAAGGACACTCATAATGTCATTCCTAAGATTCTAACTTGAATCTAAGGTTTTCTTGATATT
GACACTTGCTAAGGACACTCATAATGTCATTCCTAAGATTCTAACTTGAATCTAAGGTTTTCTTGATATT

CTCATTGGTGTATAAACTITTCCHYAGGATTTCTTTGCGGTATAATGTCTTCTTGAGTACTGACTGTGCC
CTCATTGGTGTATAAACTTTCCIJAGGATTTCTTTGCGGTATAATGTCTTCTTGAGTACTGACTGTGCC

TGAGGTCTTTCCCAGATTCACATTGGGGTCTAAGGCTTTCCCCTGGTTCTGTCTCATAAGGCCTTTTTAT
TGAGGTCTTTCCCAGATTCACATTGGGGTCTAAGGCTTTCCCCTGGTTCTGTCTCATAAGGCCTTTTTAT

CCTCTCACTTGTCATT[AAATATATTTAGGGTTTCTCTGGAACACAGGGNCCTCCTCAGGTACTCAGAAC
CCTCTCACTTGTCATT[NMAAATATATTTAGGGTTTCTCTGGAACACAGGGCCTCCTCAGGTACTCAGAAC
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491 TCTACAGAGGCCTTCCTCAGGTTGTAATTAGGGCCTAAGGCCTTCTCAGHATCTCACTGGGACCTAAGAC 327-5I_T7
TCTACAGAGGCCTTCCTCAGGTTGTAATTAGGGCCTAAGGCCTTCTCAGENYTCTCACTGGGACCTAAGAC chr7

561 CTTCCCCTGCATCTCACTTGTGTCTAAGGACATTCTAAAGTTCTAATTGGCACCTA 327-5I_T7
CTTCCCCTGCATCTCACTTGTGTCTAAGGACATTCTAAAGTTCTAATTGGCACCTA chr7
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