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Table 2. Rate equations and parameter values of the gene network model

Rate equation Parameter values
Vls'(l-FAM'([mRNA4]/K1a4)”Mj V51:5;A14:4;

" n K= 1.6; = 2;
(1+([mRNA4VKf’4) 14)-(1+([mRNA2]/K{2) ") 14 M4
KllZ = 05, np=1

Vsynth —

ysynth _ Vy - (1+A24 ([mRNA4]/K“ )"24) Vo) =35 Adys = 4:
? a )i
1+([mrNA4, ) K2, Koss— 1.6 2
ysynth Vi '(1+A32 '([mRNAz ]/Ksaz)nn) V3=3;43="5;

K% =1.5; n3=2;
K[31 20.7; ni = 1

v .(1 + Ay ([mRNA3]/Kffs)n43) Va=4 A =2;

(1 + ([mRNA2 k4 )"” ) : (1 + ([mRNAl V&, )"“ )

cynth
A — feva ks K% =0.15; ny3 =2
vier —pd [mrna ) (K + [mRNA,) V4 =200; K% =30
Ve —p [mRNA, ) (K¢ + [mRN4, ) 1%, =500; K% = 60
v —pd [mrNA, /(K¢ + [mRNA ) V=150, K% =10
v~y mRNA ) (K¢ + [mRNA, ) V4, =500; K% =50

Concentrations ((mRNA;], i = 1 — 4) and Michaelis constants (K%, K'; KY) are given in
nM. Maximal enzyme rates (V%;, V%)) are expressed in nM-s . Kinetic equations
comprising the model are: d[mRNA;]/dt = V™" — poee,



