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Table 3. Frequency of single nucleotide polymorphisms (SNPs) between Brucella
suis and Brucella melitensis and comparative SNP data between strains of sequenced
bacterial species
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  N. meningitidis MC58 vs. Z2491
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7,301 mutations over 3,238,849 bp

132065201316

13849036919

67308541463

124867011318A

C

G

T

 A          C    G          T

             E. coli K12 vs. O157:H7
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201 mutations over 1,222,654 bp 16,046 mutations over 956,529 bp
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