Name | Arm[Mature miRNA sequence Cloning Pre-m_lRNA genomic Pre-miRNA secondary structure SVM Ho_mologs Othgr .
frequency |coordinates score [(mismatches<6) predictions
G U - AC GAUU
RN-1 | 5 |acucanaveuccescacacuu 1(m) chrl, 64350964-64351026, - e o s -0.33 |mmu-mir-295%(0) L290
G U A A- GCGU
18} - U AUCCA A CU HN 4(1)
GGUC CCU UGAGGGGCCUC GCCucCu GG UUAU U -
RN-2 3 [ACCAGGAGGCUGAGGUCCCUU 1(m) chr6, 134183482-134183559, + CCGG GOA ALUCCCUGOAG CGOAGG oo agua U -0.03 MN-6(0)
C (e} 1) A---- - uu
GA----- UGA - C--- uc- AGG hsa/mmu/rno-
RN-3 | 5 [aucaucavssscuccucscus 2(h), 1(m) | chr6, 134189465-134189537, + s s -1.81 |mir-433-3P(0)
CUAGGAA  UAG C  AGUA CCA  CGA MP-24(5)
U cucu uG - cuc uc U . 434(0)
GUCGA UGA UGGUU AACCAC AG GAC AUGGU U mmu-mir-
RN-4 [ 5 |GCUCGACUCAUGGUUUGAACC 4(m) chr6, 134192432-134192513, + |L.0cy acy  ACOAA UUGGUG UC  CUG  UACCA G -0.06 MP-34(0)
C ---- GU C AAA U- A
5 |nuacuAGACCGUAUAGCGUAC 2(h), 4(m) AGR A AUR c uny )
GAG  UAGU GACCGU  GCGUACG UU  \ mmu-mir-411(0)
RN-5 chr6, 134395538-134395603, + [Gne  auen coeccs  oeuance ao o 05 | N-5(0)
3 |UAUGUAACACGGUCCACUAA 1(m) cea c CAA _ ucu
A GUU GA c U h . 380(0)
GA AAGAUG GACCAUA ACAUGCG UAC U sa-mir-.
RN-6 5 |AUGGUUGACCAUAGAACAUGC 1(m) chr6, 134397179-134397245, + CU UUCUAC  CUGGUAU UGUAUGG GUG C -0.81 mmu-miR-380(0)
C AC- GA U 1)
A-- - GAG - AG
RN-7 | 3 [sscuscacceueaucaccus 2(m) | chr6, 134403226-134403284, + [hococce o concn  rocies o o 211 |MN-7(0)
CUA G - Cc ca
G uG A A C UAU HP_49(0)
RN-8 | 3 |aavauaacacacavesccusy 3(h), 1(m) | chré, 134431273-134431338, + |Tnoon 2GS0 UCUGTS WS omuce U -0.39 |hsa-mir-410(0) X26
e} cU A A - UAA mmu-mir-410(0)
U uu c A ARAC AG G h a/ /
GGGG GGAGG UG UGG UGAGAGG GAUU \ sa/mmu/rno-
RN-9 | 5 |GAUGGAAACUGAGAGGA 1(m) chr9, 22136907-22136975, + Cooe COUCE AC ACG ACUCUUC  UUAG C -2.01 mir-184(4)
A U- - - C--- GU U
AGC. GC C. - GUGG! GU C—-GGCACU hsa-mir-497(0)
A CACA UGUGGUUUG A
RN-10| 5 |AGCAGCACACUGUGGUUUGUA 2(m) chrl0, 57087471-57087528, + | 0oy Guey acaccarac UG oG G -0.06 [HN-9(0) X43
G ¢ c ca QU MN-5(0)
A c o U Esmeu;rno—m?r—%E(l)g
AAGUGCUU CAGUGCAG UAG UC U sa/mmu/rno-mir-.
RN-11| 5 |cuvacacuscaceua 1(h) chrX, 139814891-139814942, - [Ho T8 Ch e S o & 022 1 a-mir-106a(0) BO71
C - U- A

mm-mir-106a(1)




