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Color code of Cen8 sequence features
I RT-PCR positive, expressed in etiolated seedling W Autonomous CRR W CentO, other satellite DNA

RT-PCR positive, expressed in leaves, roots, and/or calli W Nonautonomous CRR, CRR solo LTR W MITE
el
0 RT-PCR not done, with EST or fl-cDNA match

I RT-PCR not done, without EST or fl-cDNA match
I RT-PCR negative, without EST or fl-cDNA match

W Other retrotransposon W Other repeats
W Transposon

Supplemental Figure 2. Distribution of genes and repetitive elements within the ~ 3.5 Mb CenS8
virtual contig. Locations of the 222 annotated genes are depicted as five different coloured boxes
indicating the availability of transcriptional evidence. Solid line connects the same repetitive
element that is interrupted by other DNA sequences.



