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Fig. 8. A ball-and-stick representation of the X-ray structure of [(η6-

indan)Ru(en)I][PF6] (11). The iodide ligand is not electronegative enough to 

participate in significant hydrogen bonding, and, instead, crystal packing is dominated 

by π interactions. Neighboring complexes stack with inter-carbon distances of 3.45, 

3.47, and 3.48 Å. The stacking is slightly off-center, the vectors defined by pairs of 

stacked carbon atoms lie at angles of 79.5º, 83.1º, and 86.8º with respect to the indan 

planes. As in 3, the “up” amino protons in 11 are hydrogen-bonded to PF6
- 

counterions. The “down” amino protons, meanwhile, do not participate in hydrogen 

bonding.  

Another difference between the crystal structures of the chloro complex 3 and 

the iodo complex 11 is the conformation adopted by the en ligand. When the 

molecular structure of either of the compounds is viewed with the arene on top and 

the halide protruding towards the viewer, the five-membered indan ring is either 

located at the left- or right-hand side of the aromatic ring. Both the unit cells of 3 and 

11 contain one of each possibility, and the lack of C2v symmetry in these complexes 




