Table 15. The top-100 differentially expressed genes in TCF3/PBX1 vs. B lineage ALL

Accession no. Gene name Gene symbol Entrez gene Reporter ID Score* P Sign'
AA401304 Pre-B cell leukemia transcription factor 1 PBX1 5087 741880 6.789706  0.0002 +
BX103840 Snf2-related CBP activator protein SRCAP 10847 429446 2.993641  0.0002 +
H22559 Formin homology 2 domain containing 3 FHOD3 80206 51807 2.974576  0.0002 +
BX096523 Uronyl-2-sulfotransferase usT 10090 505335 2717449  0.0002 +
Al698719 Myeloid/lymphoid or mixed-lineage leukemia 2 MLL2 8085 2302544 2.255838 0.0002 +
AA489331 Adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) ADARB1 104 842939 2.227474 0.0002 +
AA825491 Interferon regulatory factor 4 IRF4 3662 1358229 2.22339 0.0002 +
AA46776 Fibroblast growth factor 9 (glia-activating factor) FGF9 2254 1589786 2.204253  0.0002 +
Membrane protein, palmitoylated 7 (MAGUK p55 subfamily
AA009593 member 7) MPP7 143098 365517 2.168292  0.0002 +
Nuclear factor of activated T cells, cytoplasmic, calcineurin-
AA394127 dependent 4 NFATC4 4776 725649 2.131731  0.0002 +
AA664237 Synaptopodin SYNPO 11346 855610 2.105756  0.0002 +
A1985408 Solute carrier family 27 (fatty acid transporter), member 2 SLC27A2 11001 2496336 2.086332  0.0002 +
Al360738 KIAA1036 KIAA1036 22846 2011138 1.942721 0.0002 +
AA428394 HtrA serine peptidase 3 HTRA3 94031 773558 1.907847 0.0002 +
AA425618 Immunoglobulin superfamily, member 3 IGSF3 3321 773335 1.89824 0.0002 +
R88680 Hypothetical protein MGC10485 MGC10485 112936 166530 1.878579  0.0002 +
AA629903 Hypothetical protein LOC143458 LOC143458 143458 884662 1.866895  0.0002 +
HECT, C2 and WW domain containing E3 ubiquitin protein
BX105523 ligase 1 NEDL1 23072 180885 1.860222  0.0002 +
Al652019 MAD?2 mitotic arrest deficienT like 2 (yeast) MAD2L2 10459 2306860 1.811611  0.0002 +
AA152294 Presenilin 2 (Alzheimer disease 4) PSEN2 5664 491232 1.786587  0.0002 +
Phosphatidylinositol 3,4,5-trisphosphate-dependent RAC
AA504431 exchanger 1 PREX1 57580 825270 1.785102 0.0002 -
AA430410 Hypothetical protein LOC162073 LOC162073 162073 769947 1.769117 0.0002 +
N50428 Hypothetical protein FLJ30046 FLJ30046 122060 280640 1.750699 0.0002 +
N21334 Abl interactor 2 ABI2 10152 265102 1.709876 0.0002 +
AA426027 Sorting nexin 3 SNX3 8724 757225 1.706259 0.0002 -
AA430546 KIAA0056 protein KIAA0056 23310 770066 1702361  0.0002 +
AA056375 Hypothetical protein from clone 643 LOC57228 57228 509458 1.695667  0.0002 -
AA131701 Sperm autoantigenic protein 17 SPA17 53340 503866 1.682566  0.0002 +
AA485439 CGI-146 protein PNAS-4 51029 811058 1.654405 0.0002 +
AA866153 Protein inhibitor of activated STAT, 1 PIAS1 8554 1469434 1.649264 0.0002 -
N95435 Putative G protein coupled receptor GPR 11245 309929 1.612058 0.0002 +
R26176 Signal transducer and activator of transcription 5B STAT5B 6777 132857 1.598807  0.0002 +
AA428001 Activated Cdc42-associated kinase 1 ACK1 10188 773478 1581865  0.0002 +
AA465494 Acyl-CoA synthetase long-chain family member 5 ACSL5 51703 814053 1.57759 0.0002 -
AA460074 Protein kinase, CAMP-dependent, catalytic, beta PRKACB 5567 796442 1542128  0.0002 -
AA453028 Paired immunoglobin-like type 2 receptor beta PILRB 29990 788355 1.53357 0.0002 -
AA44T7661 Sestrin 1 SESN1 27244 813584 1532933  0.0002 -
BX101090 Bone morphogenetic protein 2 BMP2 650 359610 1.526689 0.0002 -
T53169 KIAA2002 protein KIAA2002 79834 68534 1.522924 0.0002 -
AA424629 Latent transforming growth factor beta binding protein 2 LTBP2 4053 767202 1.519619 0.0002 +
W02963 Fc receptor homolog expressed in B cells FREB 84824 291871 1.495679  0.0002 +
AA663910 Golgi autoantigen, golgin subfamily a, 3 GOLGA3 2802 855684 1476934  0.0002 +
BX105103 Leucine rich repeat containing 28 LRRC28 123355 198694 1.44743 0.0002 +
BX098872 Hypothetical protein LOC339290 LOC339290 339290 767347 1.445433  0.0002 -
Similar to tripartite motif-containing 16; estrogen-responsive B
Al651167 box protein 0 147166 2298710 1.436844  0.0002 +
AA458653 Tribbles homolog 2 (Drosophila) TRIB2 28951 813426 1.422705  0.0002 +
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N31952 Methylcrotonoyl-Coenzyme A carboxylase 2 (beta) MCCC2 64087
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*Value from discriminatory analysis, with a high value indicating a high correlation with the classes.
"The plus (+) sign indicates relative up-regulation in TCF3/PBX1-positive ALLs, the minus (-) sign

indicates up-regulation in the remaing ALLs.



