Table S2. Probes that idi i ially to B. i lica complex | and IV genomes as determined by SAM analysis

ProbelD  Probe species® BB ORF® BP ORF® BPP ORF’ Mean fold change® Gene name and product’ Function® Multifun
Overrepresented in complex IV

5046 B8 0382 249 hypothetical protein Unknown function, no known homologs
23903 8P 0408 o227 0406 200 psiF; phosphate starvation-inducible protein precursor Adaptation
1873 &P 0473 0425 0473 275 probable LysR-family transcriptional regulator Global regulatory functions
3742 8P 1366 1054 1150 512 prn; pertactin precursor adhesin Pathogeniciy islands/determinants
2624 8P 1649 2224 2251 213 bapA; putative autotransporter Unknown function, no known homologs
303 8P 1847 2017 2307 3.00 putative haloacid-type dehydrogenase Not classified (including putaiive assignments)
3756 &P 2031 2741 2588 448 putative TetR-family ranscriptional regulator Global regulatory funciions
2690 8P 158 652 [2837) 312 intergenic region
3530 8P 3201 1201 3.00 tefA; tracheal colonization factor precursor adnesin Pathogenicity islands/determinants
1025 8P 2137 072 9.43 uransposase Transposon-related functions

3734 B8P 4708 0632 215 putative pimeloyl-CoA synthetase

putative aldehyde dehydrogenase Not classified (including putative assignments)
Conserved in other organisms
Not classified (including putative assignments)

‘TonB-dependent receptor protein (pseudogene) iron uptake Fe storage

Conserved in other organisms
putative sodium:alanine symporter Transportibinding proteins
hypothetical protein Unknown function, no known homologs

Conserved in other organisms
Not classified (including putative assignments)
Pool, mulipurpose conversions of intermed. metm
Pool, mullipurpose conversions of intermed. metm
Transportibinding proteins

Global regulatory functions

multiple 1S1663 transposon
multiple 151663 transposon
Conserved in other organisms
Conserved in other organisms

Underrepresented in complex IV
5535

putative metal transporter
5536 BB . putative metal transporter

Pathogenicity islands/determinants
Not classified (including putative assignments)
Unknown function, no known homologs

intergenic region

Global regulatory functions
Conserved in other organisms
Periplasmiclexportedipoproteins

Unknown function, no known homologs
Unknown function, no known homologs
Plasmid-related functions

Inner membrane

Plasmid-related functions

Unknown function, no known homologs
Plasmid-related functions
Plasmid-related functions

Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs

Phage-related functions and prophages
Conserved in other organisms

Not classified (including putative assignments)
Unknown function, no known homologs

I

putative exported protein

putative branched-chain amino acid transport ATP-binding protein

conserved hypothetical protein

Periplasmiclexported/ipoproteins

Not classified (including putative assignments)
Global regulatory functions

Not classified (including putative assignments)
Inner membrane

putative outer membrane protein

autotrans

DNA - replication, repair, restr.imodificn
Conserved in other organisms
Conserved in other organisms
Conserved in other organisms
Periplasmiclexported/ipoproteins
Amines

Inner membrane
Global regulatory functions
Periplasmiclexported/ipoproteins
Periplasmic/exportedipoproteins
LysR-family transcriptional regulator Global regulatory functions
Cations

Global regulatory functions

. porter

hypothetical protein

prn; pertactin precursor adhesin Pathogenicity islands/determinants

pm; pertactin precursor adhesin Pathogenicity islands/determinants
Conserved in other organisms
Periplasmiclexportediipoproteins

Conserved in other organisms

Not classified (including putative assignments)
Not classified (including putative assignments)

Putative oxidoreductase ; (Bpp) Pseudogene

putative acetyltransferase Not classified (including putative assignments)
Phage-related functions and prophages.
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages.
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages.
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages

Putative TetR-family regulatory protein ; (Bpp) Pseudogene

putative TetR-family transcriptional regulator Global regulatory functions

Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages




Phage-related functions and prophages
‘Transportibinding proteins
Ribosomal proteins - synthesis, modification
Unknown function, no known homologs
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages.
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Conserved in other organisms
Unknown function, no known homologs
Unknown function, no known homologs
Plasmid-related functions
Plasmid-related functions
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Conserved in other organisms
Conserved in other organisms
Unknown function, no known homologs
Unknown function, no known homologs
Unknown function, no known homologs
Phage-related functions and prophages
Phage-related functions and prophages.
Phage-related functions and prophages
Unknown function, no known homologs
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Unknown function, no known homologs
utative outer membrane ligand binding protein Pathogenicity islands/determinants
utative outer membrane ligand binding protein Pathogenicity islands/determinants
Surface structures

probable membrane effiux protein Transportibinding proteins

putative cytochrome (BP pseudogene) Electron transport

Conserved hypothetical protein

Inner membrane

Conserved in other organisms

Not classified (including putative assignments)

Other

Not classified (including putative assignments)
Conserved in other organisms
Not classified (including putative assignments)
Global regulatory functions

hypothetical protein Unknown function, no known homologs
Not classified (including putative assignments)
Conserved in other organisms
Global regulatory functions

conserved hypothetical protein Conserved in other organisms
Global regulatory functions
Periplasmiclexportedipoproteins
Conserved in other organisms
Conserved in other organisms

putative membrane protein
tcfA; tracheal colonization factor precursor and other autotransporters i Pathogenicity islands/determinants
BPP 3201 1618 0.44 tcfA; tracheal colonization factor precursor adhesin
1684 fimbrial protein adhesin
Unknown function, no known homologs
Phage-related functions and prophages.
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages
Phage-related functions and prophages.
Periplasmiclexported/ipoproteins
Phage-related functions and prophages
Phage-related functions and prophages
ypothetical protein Phage-related functions and prophages.
retical protein Phage-related functions and prophages
Phage-related functions and prophages
Pathogenicity islands/determinants
Pathogenicity islands/determinants
3078 3439 3543 dnt; dermonecrotic toxin Colicin-related functions

Global regulatory functions
Periplasmic/exportedipoproteins
Periplasmiclexported/ipoproteins
putative exported protein Periplasmiclexportediipoproteins
2920 BP 4808 0672 4220 0.36 acetyl-CoA synthetase Carbon compounds
conserved hypothetical protein Unknown function, no known homologs

Pathogenicity islands/determinants
Pathogenicity islands/determinants
Pathogenicity islands/determinants
Pathogenicity islands/determinants
Pathogenicity islands/determinants
Pathogenicity islands/determinants
Pathogenicity islands/determinants
Transportibinding proteins
Transport/binding proteins
Transportibinding proteins.
Transportibinding proteins
Transportibinding proteins
Transportibinding proteins
Transportibinding proteins

putative exported protein Periplasmiclexported/ipoproteins

putative exported protein Periplasmiclexportedipoproteins
Phage-related functions and prophages
Unknown function, no known homologs
Conserved in other organisms
Global regulatory functions
Conserved in other organisms
Conserved in other organisms

Not classified (including putative assignments)

6044 BPP . Phage-related functions and prophages

“Species from which the PCR product was amplified

° ORF numbers as annotated by the Sanger Centre sequencing team

©Fold difference between mean Cy5/Cy3 ratio in B. bronchiseptica complex IV versus complex I.
9Gene name and product as annotated by the Sanger Centre sequencing team



© Selected functional annotations
"ORF numbers between brackets indicate intergenic regions

Contiguous colors indicate that the probes are clustered on the genome.



