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CAGL0K04037g
About Search Families Download Top
Help! Blast Publications CBiB

CAGL0K04037g 
tr|Q9P8N8 Candida glabrata
1, 3-beta-glucan synthase,
identified start

Candida glabrata Complete
CDS. 
ORF from
Cagl0K:372546..378239 sense
(p) 
Predicted protein is 1897 aa

Synonyms:
CAGL0K04037g|CAGL-
IPF2142|CAGL-CDS0043.1

Theoretical
Molecular weight: 217.6 kDa 
Avg residue weight: 114.7 Da 
Isoelectric point: 7.8 
Charge: 23.5

(InterPro domains cartoon)

Protein family
Family GLR.23 sckdy: 13 proteins (3 3 3 2 2)

Results

S.cerevisiae blastp Uniprot blastp
C.albicans blastp N.crassa blastp
C.glabrata blastp K.lactis blastp
D.hansenii blastp Y.lipolytica blastp

CDS translation product
>gnl|GLV|CAGL0K04037g Translation product.
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 MSYDQGGNGNWQNTDPNGNYYYNGAENNEFYDQDYASQQPEQQQGGEGYYDEYGQPNYNY
 MNDPQQGQMPQQQPGGYENDGYYDSYYNNQMNAGVGNGLGPDQTNFSDFSSYGPPPFQNN
 QANYTPSQLSYSNNGMGSNGMNMSGSSTPVYGNYDPNAIAMTLPNDPYPAWTADPQSPVS
 IEQIEDVFIDLTNKFGFQRDSMRNIFDLFMTLLDSRTSRMSPDQALLSVHADYIGGDTAN
 YKKWYFAAQLDMDDEVGFRNMNLGKLSRKARKAKKKNKKAMEEANPEDAAEVLNKIEGDN
 SLEASDFRWKTKMNMLTPIERVRQVALYMLIWGEANQVRFTSECLCFIYKCASDYLESPL
 CQQRTEPIPEGDYLNRVITPIYQFIRNQVYEIVDGRYVKREKDHNKIIGYDDVNQLFWYP
 EGITKIVLEDGTKLTDIPSEERYLRLGEVAWNDVFFKTYKETRTWLHLVTNFNRIWIMHV
 SVYWMYVAYNSPTFYTHNYQQLVNNQPVPAYRWASAALAGTVASAIQLFATVCEWWFVPR
 KWAGAQHLSRRFWFLCGILGVNLGPLIFVFAYEKDTVQSKAGHAVAAVTFFIAVATVLFF
 SIMPLGGLFTSYMQKSSRRYVASQTFTASFAPLQGLDRWLSYLVWVTVFAAKYSESYFFL
 ILSLRDPIRILSTTTMRCTGEYWWGSKLCRHQSKIVLGFMIATDFILFFLDTYLWYIVVN
 TVFSVGKSFYLGISILTPWRNIFTRLPKRIYSKILATTDMEIKYKPKVLISQIWNAIIIS
 MYREHLLAIDHVQKLLYHQVPSEIEGKRTLRAPTFFVSQDDNNFETEFFPRNSEAERRIS
 FFAQSLATPMPEPLPVDNMPTFTVLTPHYSERILLSLREIIREDDQFSRVTLLEYLKQLH
 PVEWECFVKDTKILAEETAAYENEETQDPEKSDALKTQIDDLPFYCIGFKSAAPEYTLRT
 RIWASLRSQTLYRTVSGFMNYARAIKLLYRVENPEIVQMFGGNAEGLERELEKMARRKFK
 FLVSMQRLAKFKPHELENTEFLLRAYPDLQIAYLDEEPPLNEGEEPRIYSALIDGHCEML
 ENGRRRPKFRVQLSGNPILGDGKSDNQNHALIFYRGEYIQLIDANQDNYLEECLKIRSVL
 AEFEELNAEPVYPYTPGVKYEDQKTNHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTL
 FARTLAQIGGKLHYGHPDFINATFMTTRSGLSKAQKGLHLNEDIYAGMNALLRGGRIKHC
 EYYQCGKGRDLGFGTILNFTTKIGAGMGEQMLSREYYYLGTQLPVDRFLTFYYAHPGFHL
 NNLFIQLSLQMFMLTLVNLHALAHESILCIYDRNKPKTDVLYPIGCYNFSPAIDWIRRYT
 LSIFIVFWIAFVPIVVQELIERGLWKATQRFFRHILSLSPMFEVFAGQIYSAALLSDMTV
 GGARYISTGRGFATSRIPFSILYSRFASSAIYMGARSMLMLLFGTVAHWQAPLLWFWASL
 SALLFSPFIFNPHQFSWEDFFLDYRDYIRWLSRGNNKYHKNSWIGYVRMARSRITGFKRK
 LIGDDSEKAAGDANRAHRTNLILAELIPTAINAGSCFIGFTFINAQTGVKATDDDRVNSV
 LRVVLCTLGPIAVDVGVLFFCLGMSCCSGPLFGMCCKKTGAVMAAVAHGVSVVIHIGFFI
 VMWVLEGFNFTRMLVGVATVIQCQRFIFQLMTILLLTREFKNDHANTAFWTGKWYGSGFG
 YMAWTQPMRELTAKVIEMSEFAADFVLGHVILFAQFPVLCIPAIDKFHSIMLFWLKPSRH
 IRPPIYSLKQSRLRKRMVKRYLTLYIIIFLVFAGAIVGPAVAASHVPQDIGHTLTGPFHN
 IVQPRNKSNNDTGLQISTYSNHYYTHTPSLKTWSTIK

Predicted mRNA for coding sequence
>gnl|GLV|CAGL0K04037g tr|Q9P8N8 Candida glabrata 1, 3-beta-glucan synthase,
 identified start [Candida glabrata] Complete CDS. 
 AUGUCUUACGAUCAAGGUGGUAAUGGCAAUUGGCAGAACACCGAUCCCAAUGGUAACUAU
 UACUACAAUGGGGCCGAGAACAACGAAUUCUAUGAUCAGGAUUAUGCUUCUCAACAACCA
 GAACAACAACAAGGUGGUGAAGGUUACUACGAUGAGUACGGACAACCCAACUAUAAUUAC
 AUGAACGACCCACAGCAAGGUCAAAUGCCACAACAACAACCUGGUGGUUAUGAGAACGAC
 GGCUACUACGACUCGUACUAUAACAACCAGAUGAACGCUGGUGUUGGCAAUGGGUUGGGA
 CCUGACCAGACUAAUUUUUCAGAUUUUAGCAGCUACGGACCACCUCCAUUUCAAAAUAAC
 CAAGCUAAUUAUACACCAUCCCAACUAAGUUAUAGCAACAAUGGGAUGGGCAGCAACGGU
 AUGAAUAUGUCUGGUUCGUCAACUCCAGUAUACGGUAACUACGAUCCGAACGCUAUUGCG
 AUGACAUUACCAAACGACCCAUACCCAGCUUGGACCGCUGAUCCACAAAGUCCCGUUUCC
 AUUGAACAAAUCGAAGACGUCUUCAUCGAUCUAACCAACAAAUUUGGUUUCCAAAGAGAC
 UCUAUGAGAAACAUCUUCGACCUGUUUAUGACUUUAUUGGACUCUAGAACAUCCAGAAUG
 UCUCCAGACCAAGCAUUGCUAUCUGUCCACGCUGAUUAUAUUGGUGGUGACACUGCUAAC
 UACAAGAAAUGGUAUUUCGCAGCUCAGCUUGAUAUGGAUGAUGAAGUUGGUUUCAGAAAC
 AUGAAUUUGGGUAAGUUAUCAAGAAAAGCAAGGAAAGCUAAGAAGAAGAACAAAAAAGCA
 AUGGAAGAGGCCAACCCUGAAGACGCUGCUGAAGUGCUUAAUAAAAUCGAAGGUGAUAAC
 UCUCUUGAAGCUUCUGACUUCAGAUGGAAGACUAAGAUGAACAUGCUAACUCCUAUUGAA
 AGGGUUCGUCAAGUGGCCCUUUACAUGUUAAUCUGGGGUGAAGCUAACCAAGUUAGAUUC
 ACUUCUGAAUGUCUAUGUUUCAUUUACAAAUGUGCUUCUGACUACCUAGAAUCACCAUUA
 UGCCAACAGAGAACAGAGCCAAUCCCAGAAGGUGAUUAUCUAAAUAGAGUCAUCACUCCA
 AUUUAUCAAUUUAUCAGAAACCAGGUCUAUGAAAUUGUCGAUGGACGUUAUGUCAAACGU
 GAAAAGGACCAUAACAAGAUUAUUGGUUAUGAUGAUGUCAAUCAACUGUUUUGGUACCCA
 GAAGGUAUCACUAAGAUUGUAUUGGAAGAUGGUACUAAACUAACUGAUAUUCCAAGCGAG
 GAACGUUACUUAAGACUUGGGGAAGUGGCUUGGAACGAUGUCUUCUUUAAGACAUACAAG



09/17/2005 02:42 PMGenolevures : Locus CAGL0K04037g

Page 3 of 6http://cbi.labri.fr/Genolevures/elt/CAGL/CAGL0K04037g

 GAAACACGUACUUGGUUACAUCUUGUGACCAAUUUCAAUCGUAUUUGGAUUAUGCACGUU
 UCCGUCUACUGGAUGUAUGUUGCUUAUAACUCUCCUACUUUCUACACUCACAACUAUCAA
 CAACUGGUAAACAAUCAACCUGUCCCUGCUUAUAGAUGGGCAAGUGCCGCCUUGGCUGGU
 ACAGUGGCUAGUGCAAUCCAGUUGUUUGCAACUGUUUGUGAAUGGUGGUUCGUUCCAAGG
 AAAUGGGCUGGUGCUCAACAUUUAUCUCGUAGGUUUUGGUUUUUAUGUGGUAUCCUAGGU
 GUUAAUCUUGGUCCUUUAAUUUUUGUCUUUGCUUAUGAAAAGGACACUGUUCAAUCGAAG
 GCUGGUCAUGCUGUAGCAGCUGUGACAUUUUUCAUUGCUGUGGCCACUGUUUUAUUCUUC
 UCGAUUAUGCCAUUAGGUGGUCUUUUCACCUCAUAUAUGCAAAAAUCAAGUAGAAGAUAU
 GUUGCUUCUCAGACUUUCACCGCAUCUUUUGCCCCAUUACAAGGUUUGGAUAGAUGGUUA
 UCUUAUUUAGUUUGGGUUACAGUUUUUGCUGCCAAAUACUCUGAAUCGUACUUCUUCUUG
 AUUUUGUCUCUAAGAGACCCUAUCAGAAUUUUAUCAACUACUACCAUGAGAUGUACUGGU
 GAGUAUUGGUGGGGUUCAAAGUUAUGUAGACAUCAAUCGAAGAUUGUUUUAGGUUUCAUG
 AUUGCUACAGAUUUCAUUUUGUUCUUCCUUGAUACUUAUUUGUGGUACAUUGUUGUCAAC
 ACUGUCUUCUCUGUUGGUAAAUCCUUCUAUCUAGGUAUUUCCAUCUUAACUCCUUGGAGA
 AAUAUCUUUACAAGAUUACCAAAGAGAAUUUACUCAAAGAUUUUGGCCACAACUGAUAUG
 GAGAUUAAAUAUAAACCAAAGGUUCUAAUCUCUCAAAUUUGGAAUGCAAUUAUUAUUUCC
 AUGUACAGAGAACAUUUACUUGCUAUCGACCAUGUUCAGAAACUGUUAUACCAUCAAGUU
 CCAUCUGAAAUUGAAGGUAAAAGAACUCUAAGAGCUCCAACGUUCUUUGUAUCUCAGGAU
 GAUAACAAUUUUGAAACUGAGUUUUUCCCAAGAAACUCUGAAGCUGAACGUCGUAUCUCA
 UUCUUUGCCCAAUCAUUGGCUACCCCAAUGCCAGAACCAUUACCAGUUGACAACAUGCCA
 ACUUUUACCGUCUUGACUCCACACUAUUCUGAAAGAAUAUUGCUUUCUCUAAGAGAAAUC
 AUCAGAGAAGAUGAUCAAUUUUCAAGAGUCACUCUAUUAGAAUAUUUGAAACAAUUGCAU
 CCUGUUGAAUGGGAAUGUUUUGUUAAGGAUACCAAGAUUCUGGCAGAAGAAACAGCCGCU
 UAUGAAAAUGAGGAGACUCAGGAUCCAGAGAAAUCUGACGCUUUGAAAACUCAAAUUGAU
 GAUCUUCCUUUCUACUGUAUUGGUUUCAAGUCUGCUGCUCCAGAAUACACUUUACGUACA
 CGUAUUUGGGCAUCGUUGAGAUCCCAAACCUUGUACCGUACUGUUUCUGGUUUUAUGAAC
 UACGCUAGAGCGAUUAAAUUGCUAUACCGUGUCGAAAACCCAGAGAUUGUUCAAAUGUUU
 GGUGGCAAUGCUGAAGGUCUUGAGAGAGAAUUGGAGAAAAUGGCUAGAAGAAAGUUUAAG
 UUUUUGGUUUCAAUGCAAAGAUUGGCUAAGUUUAAGCCACAUGAAUUAGAAAAUACUGAA
 UUCUUGUUAAGAGCUUACCCUGAUUUACAAAUUGCUUACUUGGAUGAAGAACCUCCUUUG
 AACGAGGGAGAAGAACCAAGAAUUUAUUCUGCCUUGAUUGACGGUCACUGUGAAAUGUUG
 GAAAACGGUCGGAGACGUCCAAAAUUCAGAGUUCAAUUAUCUGGUAACCCUAUUCUUGGU
 GAUGGUAAAUCUGAUAAUCAAAACCAUGCUUUGAUUUUCUACAGAGGUGAAUACAUUCAA
 UUAAUUGAUGCUAACCAAGACAACUAUUUGGAAGAAUGUUUGAAGAUUAGAUCCGUUUUA
 GCCGAAUUUGAGGAAUUAAAUGCCGAACCCGUCUACCCAUACACUCCUGGUGUUAAAUAU
 GAAGACCAGAAGACUAAUCAUCCAGUCGCAAUUGUUGGUGCUAGAGAAUAUAUUUUCUCC
 GAAAACUCUGGUGUGCUUGGUGAUGUCGCCGCUGGUAAGGAACAGACUUUUGGUACAUUG
 UUUGCUCGUACAUUGGCUCAAAUUGGUGGUAAACUGCAUUAUGGUCACCCGGAUUUCAUC
 AAUGCUACGUUUAUGACAACAAGAAGUGGUCUAUCCAAGGCUCAAAAGGGUUUACAUUUG
 AACGAAGAUAUUUACGCCGGUAUGAAUGCCCUAUUACGUGGUGGUCGUAUUAAGCACUGU
 GAAUAUUAUCAAUGUGGUAAAGGUAGAGAUUUAGGUUUUGGUACAAUUUUGAAUUUCACA
 ACUAAGAUUGGUGCAGGUAUGGGUGAACAAAUGUUGUCCCGUGAGUACUACUAUUUAGGU
 ACACAAUUGCCCGUAGACCGUUUCUUGACUUUCUACUAUGCGCAUCCUGGUUUCCAUUUG
 AAUAACUUGUUCAUUCAAUUGUCUUUGCAAAUGUUUAUGCUAACUUUGGUCAAUUUGCAU
 GCGCUUGCCCACGAAUCCAUUCUUUGUAUUUACGAUAGAAAUAAGCCUAAGACUGAUGUC
 UUGUAUCCUAUCGGUUGUUACAACUUCUCACCAGCCAUUGAUUGGAUCAGACGUUAUACA
 UUGUCCAUUUUCAUUGUUUUCUGGAUUGCCUUUGUUCCUAUUGUUGUUCAAGAGUUGAUU
 GAACGUGGUCUAUGGAAGGCUACUCAAAGAUUUUUCCGUCACAUUCUAUCUCUAUCCCCA
 AUGUUUGAAGUUUUUGCUGGUCAAAUUUAUUCUGCUGCUCUAUUGAGUGACAUGACUGUG
 GGUGGUGCUCGUUAUAUAUCCACCGGUCGUGGUUUUGCAACAUCCCGUAUUCCAUUCUCA
 AUUUUAUACUCCAGAUUUGCCAGCUCUGCCAUUUAUAUGGGGGCCAGAUCUAUGCUGAUG
 UUAUUAUUCGGUACAGUGGCACAUUGGCAAGCUCCAUUACUAUGGUUCUGGGCAUCUCUA
 UCUGCUUUACUGUUCUCUCCAUUCAUAUUUAAUCCACAUCAAUUUUCCUGGGAAGAUUUC
 UUCUUGGACUACAGAGACUAUAUUAGAUGGUUAUCAAGAGGUAACAAUAAGUACCACAAA
 AAUUCUUGGAUUGGCUACGUAAGAAUGGCAAGAUCACGUAUUACAGGUUUCAAACGUAAG
 UUGAUUGGUGAUGAUUCUGAAAAGGCUGCAGGUGAUGCUAACAGAGCUCAUAGAACAAAC
 UUAAUACUAGCUGAAUUGAUUCCAACUGCAAUUAAUGCAGGUAGUUGUUUCAUUGGUUUU
 ACCUUCAUUAACGCUCAAACCGGUGUUAAGGCCACCGAUGAUGACAGAGUCAACUCUGUU
 CUAAGAGUUGUCUUGUGUACACUUGGUCCAAUCGCUGUUGAUGUUGGUGUAUUAUUUUUC
 UGUUUGGGUAUGUCCUGUUGUUCUGGUCCAUUGUUUGGUAUGUGCUGUAAGAAGACAGGU
 GCUGUUAUGGCGGCGGUUGCACACGGUGUCUCAGUUGUGAUUCAUAUUGGUUUCUUCAUU
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 GUAAUGUGGGUUCUAGAAGGUUUUAACUUCACUAGAAUGCUGGUUGGUGUUGCCACAGUU
 AUCCAAUGUCAAAGAUUUAUUUUCCAAUUAAUGACAAUUUUACUAUUGACCAGAGAAUUC
 AAGAAUGACCAUGCUAACACGGCUUUCUGGACAGGUAAGUGGUAUGGUUCUGGCUUUGGU
 UACAUGGCUUGGACUCAACCAAUGAGAGAAUUGACUGCAAAGGUUAUAGAGAUGUCUGAA
 UUUGCAGCUGAUUUUGUUCUUGGUCAUGUCAUCUUAUUUGCCCAAUUCCCUGUGCUUUGU
 AUUCCUGCCAUUGAUAAAUUCCACUCAAUCAUGCUGUUCUGGUUGAAACCAUCUCGUCAU
 AUUCGCCCACCAAUUUAUUCAUUAAAGCAAUCCCGUUUAAGAAAGAGAAUGGUGAAGAGA
 UACUUGACUCUUUACAUCAUUAUUUUCUUGGUGUUUGCAGGCGCCAUUGUUGGCCCAGCU
 GUCGCCGCUAGCCAUGUGCCACAGGAUAUUGGCCAUACAUUGACUGGCCCAUUCCAUAAC
 AUUGUUCAACCUAGAAACAAGAGUAACAAUGAUACUGGUUUGCAAAUUUCGACAUAUAGU
 AAUCAUUACUACACACAUACGCCAUCUCUAAAGACCUGGUCCACUAUAAAAUAA

CDS chromosomic neighborhood
>gnl|GLV|CAGL0K04037g -500,+200 neighborhood
GTTTCTGATCTCTTCCGTCCCTCTCTGTTTTGGCGGCTCCAGACACACTCCCCTTTATCT
TCCTAGCCGCCCATTCTCTTCTACCTTTATTTGGTCTCTTTTCTAACTTTGAGATCTGGG
AACTAAGCGCCGAGGTTCCGTATTATCCGTTGAAAATTGTACGAGCCCTCACTAGACATT
CACTTTGTACAAGAATTAAGGACATCATACAGCGGTAAACTTTTTACAACACTACAAGTC
TTTTGTTCTTTCTTCTCATCGAAGAAAACAGGAATAGACACAAAAAAAAGAGAGTAAGTG
TTTTAGATTTTCTTTTCATAAAATAAAGGAAGATTAAAACAAGCTGGGGAAAATAACTGC
CTAACTTCCCACTTGTGCTGACAATTCGCTTAAGTTAAAGAACAAGGTATCAAGGATTTA
GGAAGAAATTCTTTTACTATCCCAAGTCTCTATCAGCCAATAAAGGAATAAGAACAAGAC
AGAAAAAGAAAATTCCAACCATGTCTTACGATCAAGGTGGTAATGGCAATTGGCAGAACA
CCGATCCCAATGGTAACTATTACTACAATGGGGCCGAGAACAACGAATTCTATGATCAGG
ATTATGCTTCTCAACAACCAGAACAACAACAAGGTGGTGAAGGTTACTACGATGAGTACG
GACAACCCAACTATAATTACATGAACGACCCACAGCAAGGTCAAATGCCACAACAACAAC
CTGGTGGTTATGAGAACGACGGCTACTACGACTCGTACTATAACAACCAGATGAACGCTG
GTGTTGGCAATGGGTTGGGACCTGACCAGACTAATTTTTCAGATTTTAGCAGCTACGGAC
CACCTCCATTTCAAAATAACCAAGCTAATTATACACCATCCCAACTAAGTTATAGCAACA
ATGGGATGGGCAGCAACGGTATGAATATGTCTGGTTCGTCAACTCCAGTATACGGTAACT
ACGATCCGAACGCTATTGCGATGACATTACCAAACGACCCATACCCAGCTTGGACCGCTG
ATCCACAAAGTCCCGTTTCCATTGAACAAATCGAAGACGTCTTCATCGATCTAACCAACA
AATTTGGTTTCCAAAGAGACTCTATGAGAAACATCTTCGACCTGTTTATGACTTTATTGG
ACTCTAGAACATCCAGAATGTCTCCAGACCAAGCATTGCTATCTGTCCACGCTGATTATA
TTGGTGGTGACACTGCTAACTACAAGAAATGGTATTTCGCAGCTCAGCTTGATATGGATG
ATGAAGTTGGTTTCAGAAACATGAATTTGGGTAAGTTATCAAGAAAAGCAAGGAAAGCTA
AGAAGAAGAACAAAAAAGCAATGGAAGAGGCCAACCCTGAAGACGCTGCTGAAGTGCTTA
ATAAAATCGAAGGTGATAACTCTCTTGAAGCTTCTGACTTCAGATGGAAGACTAAGATGA
ACATGCTAACTCCTATTGAAAGGGTTCGTCAAGTGGCCCTTTACATGTTAATCTGGGGTG
AAGCTAACCAAGTTAGATTCACTTCTGAATGTCTATGTTTCATTTACAAATGTGCTTCTG
ACTACCTAGAATCACCATTATGCCAACAGAGAACAGAGCCAATCCCAGAAGGTGATTATC
TAAATAGAGTCATCACTCCAATTTATCAATTTATCAGAAACCAGGTCTATGAAATTGTCG
ATGGACGTTATGTCAAACGTGAAAAGGACCATAACAAGATTATTGGTTATGATGATGTCA
ATCAACTGTTTTGGTACCCAGAAGGTATCACTAAGATTGTATTGGAAGATGGTACTAAAC
TAACTGATATTCCAAGCGAGGAACGTTACTTAAGACTTGGGGAAGTGGCTTGGAACGATG
TCTTCTTTAAGACATACAAGGAAACACGTACTTGGTTACATCTTGTGACCAATTTCAATC
GTATTTGGATTATGCACGTTTCCGTCTACTGGATGTATGTTGCTTATAACTCTCCTACTT
TCTACACTCACAACTATCAACAACTGGTAAACAATCAACCTGTCCCTGCTTATAGATGGG
CAAGTGCCGCCTTGGCTGGTACAGTGGCTAGTGCAATCCAGTTGTTTGCAACTGTTTGTG
AATGGTGGTTCGTTCCAAGGAAATGGGCTGGTGCTCAACATTTATCTCGTAGGTTTTGGT
TTTTATGTGGTATCCTAGGTGTTAATCTTGGTCCTTTAATTTTTGTCTTTGCTTATGAAA
AGGACACTGTTCAATCGAAGGCTGGTCATGCTGTAGCAGCTGTGACATTTTTCATTGCTG
TGGCCACTGTTTTATTCTTCTCGATTATGCCATTAGGTGGTCTTTTCACCTCATATATGC
AAAAATCAAGTAGAAGATATGTTGCTTCTCAGACTTTCACCGCATCTTTTGCCCCATTAC
AAGGTTTGGATAGATGGTTATCTTATTTAGTTTGGGTTACAGTTTTTGCTGCCAAATACT
CTGAATCGTACTTCTTCTTGATTTTGTCTCTAAGAGACCCTATCAGAATTTTATCAACTA
CTACCATGAGATGTACTGGTGAGTATTGGTGGGGTTCAAAGTTATGTAGACATCAATCGA
AGATTGTTTTAGGTTTCATGATTGCTACAGATTTCATTTTGTTCTTCCTTGATACTTATT
TGTGGTACATTGTTGTCAACACTGTCTTCTCTGTTGGTAAATCCTTCTATCTAGGTATTT
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CCATCTTAACTCCTTGGAGAAATATCTTTACAAGATTACCAAAGAGAATTTACTCAAAGA
TTTTGGCCACAACTGATATGGAGATTAAATATAAACCAAAGGTTCTAATCTCTCAAATTT
GGAATGCAATTATTATTTCCATGTACAGAGAACATTTACTTGCTATCGACCATGTTCAGA
AACTGTTATACCATCAAGTTCCATCTGAAATTGAAGGTAAAAGAACTCTAAGAGCTCCAA
CGTTCTTTGTATCTCAGGATGATAACAATTTTGAAACTGAGTTTTTCCCAAGAAACTCTG
AAGCTGAACGTCGTATCTCATTCTTTGCCCAATCATTGGCTACCCCAATGCCAGAACCAT
TACCAGTTGACAACATGCCAACTTTTACCGTCTTGACTCCACACTATTCTGAAAGAATAT
TGCTTTCTCTAAGAGAAATCATCAGAGAAGATGATCAATTTTCAAGAGTCACTCTATTAG
AATATTTGAAACAATTGCATCCTGTTGAATGGGAATGTTTTGTTAAGGATACCAAGATTC
TGGCAGAAGAAACAGCCGCTTATGAAAATGAGGAGACTCAGGATCCAGAGAAATCTGACG
CTTTGAAAACTCAAATTGATGATCTTCCTTTCTACTGTATTGGTTTCAAGTCTGCTGCTC
CAGAATACACTTTACGTACACGTATTTGGGCATCGTTGAGATCCCAAACCTTGTACCGTA
CTGTTTCTGGTTTTATGAACTACGCTAGAGCGATTAAATTGCTATACCGTGTCGAAAACC
CAGAGATTGTTCAAATGTTTGGTGGCAATGCTGAAGGTCTTGAGAGAGAATTGGAGAAAA
TGGCTAGAAGAAAGTTTAAGTTTTTGGTTTCAATGCAAAGATTGGCTAAGTTTAAGCCAC
ATGAATTAGAAAATACTGAATTCTTGTTAAGAGCTTACCCTGATTTACAAATTGCTTACT
TGGATGAAGAACCTCCTTTGAACGAGGGAGAAGAACCAAGAATTTATTCTGCCTTGATTG
ACGGTCACTGTGAAATGTTGGAAAACGGTCGGAGACGTCCAAAATTCAGAGTTCAATTAT
CTGGTAACCCTATTCTTGGTGATGGTAAATCTGATAATCAAAACCATGCTTTGATTTTCT
ACAGAGGTGAATACATTCAATTAATTGATGCTAACCAAGACAACTATTTGGAAGAATGTT
TGAAGATTAGATCCGTTTTAGCCGAATTTGAGGAATTAAATGCCGAACCCGTCTACCCAT
ACACTCCTGGTGTTAAATATGAAGACCAGAAGACTAATCATCCAGTCGCAATTGTTGGTG
CTAGAGAATATATTTTCTCCGAAAACTCTGGTGTGCTTGGTGATGTCGCCGCTGGTAAGG
AACAGACTTTTGGTACATTGTTTGCTCGTACATTGGCTCAAATTGGTGGTAAACTGCATT
ATGGTCACCCGGATTTCATCAATGCTACGTTTATGACAACAAGAAGTGGTCTATCCAAGG
CTCAAAAGGGTTTACATTTGAACGAAGATATTTACGCCGGTATGAATGCCCTATTACGTG
GTGGTCGTATTAAGCACTGTGAATATTATCAATGTGGTAAAGGTAGAGATTTAGGTTTTG
GTACAATTTTGAATTTCACAACTAAGATTGGTGCAGGTATGGGTGAACAAATGTTGTCCC
GTGAGTACTACTATTTAGGTACACAATTGCCCGTAGACCGTTTCTTGACTTTCTACTATG
CGCATCCTGGTTTCCATTTGAATAACTTGTTCATTCAATTGTCTTTGCAAATGTTTATGC
TAACTTTGGTCAATTTGCATGCGCTTGCCCACGAATCCATTCTTTGTATTTACGATAGAA
ATAAGCCTAAGACTGATGTCTTGTATCCTATCGGTTGTTACAACTTCTCACCAGCCATTG
ATTGGATCAGACGTTATACATTGTCCATTTTCATTGTTTTCTGGATTGCCTTTGTTCCTA
TTGTTGTTCAAGAGTTGATTGAACGTGGTCTATGGAAGGCTACTCAAAGATTTTTCCGTC
ACATTCTATCTCTATCCCCAATGTTTGAAGTTTTTGCTGGTCAAATTTATTCTGCTGCTC
TATTGAGTGACATGACTGTGGGTGGTGCTCGTTATATATCCACCGGTCGTGGTTTTGCAA
CATCCCGTATTCCATTCTCAATTTTATACTCCAGATTTGCCAGCTCTGCCATTTATATGG
GGGCCAGATCTATGCTGATGTTATTATTCGGTACAGTGGCACATTGGCAAGCTCCATTAC
TATGGTTCTGGGCATCTCTATCTGCTTTACTGTTCTCTCCATTCATATTTAATCCACATC
AATTTTCCTGGGAAGATTTCTTCTTGGACTACAGAGACTATATTAGATGGTTATCAAGAG
GTAACAATAAGTACCACAAAAATTCTTGGATTGGCTACGTAAGAATGGCAAGATCACGTA
TTACAGGTTTCAAACGTAAGTTGATTGGTGATGATTCTGAAAAGGCTGCAGGTGATGCTA
ACAGAGCTCATAGAACAAACTTAATACTAGCTGAATTGATTCCAACTGCAATTAATGCAG
GTAGTTGTTTCATTGGTTTTACCTTCATTAACGCTCAAACCGGTGTTAAGGCCACCGATG
ATGACAGAGTCAACTCTGTTCTAAGAGTTGTCTTGTGTACACTTGGTCCAATCGCTGTTG
ATGTTGGTGTATTATTTTTCTGTTTGGGTATGTCCTGTTGTTCTGGTCCATTGTTTGGTA
TGTGCTGTAAGAAGACAGGTGCTGTTATGGCGGCGGTTGCACACGGTGTCTCAGTTGTGA
TTCATATTGGTTTCTTCATTGTAATGTGGGTTCTAGAAGGTTTTAACTTCACTAGAATGC
TGGTTGGTGTTGCCACAGTTATCCAATGTCAAAGATTTATTTTCCAATTAATGACAATTT
TACTATTGACCAGAGAATTCAAGAATGACCATGCTAACACGGCTTTCTGGACAGGTAAGT
GGTATGGTTCTGGCTTTGGTTACATGGCTTGGACTCAACCAATGAGAGAATTGACTGCAA
AGGTTATAGAGATGTCTGAATTTGCAGCTGATTTTGTTCTTGGTCATGTCATCTTATTTG
CCCAATTCCCTGTGCTTTGTATTCCTGCCATTGATAAATTCCACTCAATCATGCTGTTCT
GGTTGAAACCATCTCGTCATATTCGCCCACCAATTTATTCATTAAAGCAATCCCGTTTAA
GAAAGAGAATGGTGAAGAGATACTTGACTCTTTACATCATTATTTTCTTGGTGTTTGCAG
GCGCCATTGTTGGCCCAGCTGTCGCCGCTAGCCATGTGCCACAGGATATTGGCCATACAT
TGACTGGCCCATTCCATAACATTGTTCAACCTAGAAACAAGAGTAACAATGATACTGGTT
TGCAAATTTCGACATATAGTAATCATTACTACACACATACGCCATCTCTAAAGACCTGGT
CCACTATAAAATAAAGAGGCAATAGATAATCCCCTAATTGAGTATGATTTTCAAGAATTT
TTCTAATTAGGAATTAGCATCATTACTCTTTCAACTATCATTTTATCCTTATAAATGTCA
ATCATTTATTTTATTTTTATCTATTTGTTTTAATTTGTTACGGAAAGAGACTATTTATTG
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