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13 members : 

Gene Name aa
length Defline

YGR032w 1895 GSC2 1,3-beta-D-glucan synthase subunit
P3.64.f3.1

YLR342w 1876 FKS1 1,3-beta-D-glucan synthase, catalytic subunit
P3.64.f3.1
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YMR306w 1785 FKS3 similarity to 1,3-beta-glucan synthases
P3.64.f3.1

CAGL0G01034g 1863

highly similar to sp|P40989 Saccharomyces
cerevisiae YGR032w GSC2 or sp|P38631
Saccharomyces cerevisiae YLR342w FKS1, start
by similarity [Candida glabrata] Complete CDS.
CAGL0G01034g|CAGL-IPF3885|CAGL-
CDS0047.1

CAGL0K04037g 1897

tr|Q9P8N8 Candida glabrata 1, 3-beta-glucan
synthase, identified start [Candida glabrata]
Complete CDS. CAGL0K04037g|CAGL-
IPF2142|CAGL-CDS0043.1

CAGL0M13827g 1840

similar to sp|Q04952 Saccharomyces cerevisiae
YMR306w FKS3, hypothetical start [Candida
glabrata] Complete CDS. CAGL0M13827g|CAGL-
IPF6051|CAGL-CDS0048.1

KLLA0B05841g 1878

highly similar to sp|P40989 Saccharomyces
cerevisiae GR032w GSC2 1, 3-beta-D-glucan
synthase subunit, start by similarity
[Kluyveromyces lactis] Complete CDS.
KLLA0B05841g|KLLA-IPF7496|KLLA-
CDS0039.1

KLLA0C08888g 1775

similar to sp|O13423 Candida albicans Glucan
synthase, start by similarity [Kluyveromyces lactis]
Complete CDS. KLLA0C08888g|KLLA-
IPF6217|KLLA-CDS0046.1

KLLA0C14069g 1761

similar to sp|Q04952 Saccharomyces cerevisiae
YMR306w FKS3, start by similarity
[Kluyveromyces lactis] Complete CDS.
KLLA0C14069g|KLLA-IPF5889|KLLA-
CDS0048.1

DEHA0A07436g 1748

similar to sp|Q04952 Saccharomyces cerevisiae
YMR306w FKS3 1,3-beta-glucan synthase, start by
similarity [Debaryomyces hansenii] Complete
CDS. DEHA0A07436g|DEHA-IPF6841|DEHA-
CDS0058.1
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DEHA0C02112g 1881

highly similar to tr|O13428 Candida albicans Beta-
1, 3-glucan synthase catalytic subunit 1, start by
similarity [Debaryomyces hansenii] Complete
CDS. DEHA0C02112g|DEHA-IPF2416|DEHA-
CDS0041.1

YALI0C01411g 1914

similar to tr|Q9UVK9 Yarrowia lipolytica Fks1p,
hypothetical start [Yarrowia lipolytica] Partial
CDS. YALI0C01411g|YALI-IPF7476|YALI-
CDS0031.1

YALI0E21021g 1960
tr|Q9UVK9 Yarrowia lipolytica glucan synthase,
identified start [Yarrowia lipolytica] Complete
CDS. YALI0E21021g|YALI-IPF40294

See the proteins sequences for GLR.23 family

See the protein to protein distances for GLR.23 family

Load the PSSM matrix corresponding to GLR.23 family

T-COFFEE, Version_1.37(Wed Jul 11 14:38:06 PDT 2001)
Notredame, Higgins, Heringa, JMB(302)pp205-217,2000
CPU TIME:0 sec.
SCORE=65
*
 BAD AVG GOOD
*
YGR032w        :  66
YLR342w        :  67
CAGL0G01034g   :  66
YMR306w        :  67
CAGL0M13827g   :  65
KLLA0C14069g   :  67
DEHA0A07436g   :  65
YALI0C01411g   :  60
YALI0E21021g   :  66
DEHA0C02112g   :  67
KLLA0B05841g   :  67
CAGL0K04037g   :  66
KLLA0C08888g   :  50

YGR032w        ------------MSYNDPNLNGQYYSNGDGTGDGNYPTYQVTQDQSAYDEYGQPIYT
YLR342w        --------------------MNTDQQPYQGQTDYTQGPGNGQSQEQDYDQYGQPLYP
CAGL0G01034g   -------------------------MSYNNNGQQMSDQGYYDNNQGYYQPEDQQNGQ
YMR306w        ---------------------------------------------------------
CAGL0M13827g   ---------------------------------------------------------
KLLA0C14069g   ---------------------------------------------------------
DEHA0A07436g   ---------------------------------------------------------
YALI0C01411g   ----------MPRRATMRSVYSESTHSMASYDNRSSDFSEDYTTEGHITENAATDGH
YALI0E21021g   MAVKAATAPVAPATPPSLQKPCRQLQLSYDYNYDYQQPGQQGGDGQHNGQNQQHPGQ
DEHA0C02112g   -------------------------MSYNDNNHNYYDPNQHGAAGDEGYYQQQPYDD
KLLA0B05841g   ----------------------------MSYNDPYQDQGGHIPRDEYDQQQYDEYGQ
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KLLA0B05841g   ----------------------------MSYNDPYQDQGGHIPRDEYDQQQYDEYGQ
CAGL0K04037g   -----------MSYDQGGNGNWQNTDPNGNYYYNGAENNEFYDQDYASQQPEQQQGG
KLLA0C08888g   ---------------------------------------------------------

Cons                                                                    

YGR032w        QNQLDDGYYDPNEQYVDGTQFPQGQDPSQDQGPYNNDASYYNQPP--NMMNPSSQDG
YLR342w        SQA--DGYYDPNVAAGTEADMYGQQPPNESYDQDYTNGEYYGQPP-----NMAAQDG
CAGL0G01034g   AMYGDEGYYDPNI----------------------SGGDYYNQPPPP--PNMMGQDM
YMR306w        ---------------------------------------------------------
CAGL0M13827g   -------------------------------------------------MHIDGSEK
KLLA0C14069g   ---------------------------------------------------------
DEHA0A07436g   ---------------------------------------------------------
YALI0C01411g   YTTTDDDSYDSYYDGGDNASTMRMAPDTSSLAAVNSSVDWIREKDEAIVNPGVAPDL
YALI0E21021g   QEYYDDYYDDGYGNQYGAQEGYQEGVDQHGNPYQHDPHAGVAAATSGGYRNVKDDGS
DEHA0C02112g   LNQPQQDYYDPNVQYQQQPYDMDGYQDQFTG----------GQQLPGQPVGGYNADP
KLLA0B05841g   PIYAQDQYYAQDPGYYDQSAEYYQQPGQPGQP----GQGYYDQP------RGAGQDP
CAGL0K04037g   EGYYDEYGQPNYNYMNDPQQGQMPQQQPGGYENDGYYDSYYNNQMNAGVGNGLGPDQ
KLLA0C08888g   ---------------------------------------------------------

Cons                                                                    

YGR032w        ENFSDFSSYGP--------PSGTYPND-------------------QYTPSQMSYPD
YLR342w        ENFSDFSSYGP--------PGTPG-YD---------------SYGGQYTASQMSYGE
CAGL0G01034g   ENFSDFSSYGP--------PGVQGYD------------YQNMNQSGQYTPSQMSYNG
YMR306w        ---------------------------------------------------------
CAGL0M13827g   EPLQDEEGDMKSNEDDIVDVSLDSTTD---------GIMKERADGNFYNDSDVRYIQ
KLLA0C14069g   ---------------------------------------------------------
DEHA0A07436g   -------------------------------------------MNGVENGGMIEEVD
YALI0C01411g   QGDGNLHSIPPDHQKYEHGAPAFTTGK---------MSAPYNQKSAPYDGQEMSGFV
YALI0E21021g   ETFSDFTEQNGQGYNQYNQGYNQGQYNQGYQGQYNQGYGGYDQYGQYNDASQISF--
DEHA0C02112g   EAFSDFSYGGQT-------PGTPG-YD---------------QYGTQYTPSQMSYGG
KLLA0B05841g   ENFSDFS-YAP--------PGTPGGYD--------SYGGASGNGYGQYAPSQMSYGD
CAGL0K04037g   TNFSDFSSYGP--------PPFQNNQ------------ANYTPSQLSYSNNGMGSNG
KLLA0C08888g   -----------------------------------------MDFAQDYVNYEGFWGK

Cons                                                                    

YGR032w        QDGSSGASTPYGNGVVNG--NGQYYDPNAIEMALPNDPYPAWTA--DPQSPLPIEQI
YLR342w        PN-SSGTSTP-----IYG-----NYDPNAIAMALPNEPYPAWTA--DSQSPVSIEQI
CAGL0G01034g   -DPNSGSSTP----I-YGNGMS-AYDPNAIAMALPNDPYPAWTA--DSQSPVPIEQI
YMR306w        ------------------------MDFMSPKFSLTDVEYPAWCQ--DDEVPITMQEI
CAGL0M13827g   KAYS-----------------------QKEIETLLGIDYPSWSL--ESELPLTSDEI
KLLA0C14069g   --------------------------MTSPQVSMTEIEFPAWYQ--DEQVPVTKQEI
DEHA0A07436g   GEEDNG---------IVSEVSDIEGSTYCNGIKEEATPYPSWCI--QNGAPINKDEI
YALI0C01411g   SPQVRYRMALFPEEIGSGNVPLEYTDEHQKHL---FETYFDWVPHPQIVIPINLYEV
YALI0E21021g   -R-SSGASTP-----IYGLDYAASQQGIGAGSGHSREPYPAWSA--DNQVPVTKEEI
DEHA0C02112g   PR-SSGASTP-----IYGGGMG-SYDPTQFQMS-SSLPYPAWSA--DPQAPIKIEHV
KLLA0B05841g   PR-SSGASTP-----IYG---GEGFDPSAVAMALPTEPYPAWTA--DTQTPVTASEI
CAGL0K04037g   MN-MSGSSTP-----VYG-----NYDPNAIAMTLPNDPYPAWTA--DPQSPVSIEQI
KLLA0C08888g   QDTGSKNEAP-------------NSSRKPIKKSKVAVDY--------------LAEL

Cons                                                 :                .:

YGR032w        EDIFIDLTNKFGFQRDSMRNMFDHFMTLLDSRSSRMSPE-------QALLSLHADYI
YLR342w        EDIFIDLTNRLGFQRDSMRNMFDHFMVLLDSRSSRMSPD-------QALLSLHADYI
CAGL0G01034g   EDVFIDLTNKFGFQRDSMRNMFDHFMTLLDSRTSRMAPD-------QALLSLHADYI
YMR306w        REIFVELMDKFGFQKSSMENMYQHLMGQLDSRASRTGAQ-------NALVSLHVSYI
CAGL0M13827g   LEIFDSLTHKFGFQESSKINIYHLFMSQLDSRASRTTPL-------SALISLHVSYI
KLLA0C14069g   KDIFNDLTRKFGFQQSSKENVYIHLLTQLDSRASRTTAQ-------QALISLHASYI
DEHA0A07436g   WQIFLTLGNMFGFQSDSQSNIYDLFMTLLDSRSSRMSCK-------LALLSLHADYI
YALI0C01411g   VEVFDLLQSKFGFQVQSMRNMRDHFMCLLDSRSSRMSYN-------DALLTLHADYI
YALI0E21021g   EDVFIDLTNKFGFQRDSMRNMYDFLMVLLDSRSSRMTPN-------QALLSLHADYI
DEHA0C02112g   EDIFIDLANKFGFQRDSMRNMFDYFMTLLDSRSSRMSPA-------QALLSLHADYI
KLLA0B05841g   EDVFIDLTNKFGFQRDSMRNMFDHFMTLLDSRASRMSPQ-------QALLSLHADYI
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KLLA0B05841g   EDVFIDLTNKFGFQRDSMRNMFDHFMTLLDSRASRMSPQ-------QALLSLHADYI
CAGL0K04037g   EDVFIDLTNKFGFQRDSMRNIFDLFMTLLDSRTSRMSPD-------QALLSVHADYI
KLLA0C08888g   SIIFDDLVHAFNFQKDNGRNMQDYFIVMWESRNARTCTNDEQKLSSESLISIYEEYI

Cons             :*  *   :.** ..  *:   ::   :** :*            :*:::: .**

YGR032w        GGDTANYKKWY-FAAQLDMDDEIGFRNMKL-GKLSRKARKAK-KKNKKAMQ--EASP
YLR342w        GGDTANYKKWY-FAAQLDMDDEIGFRNMSL-GKLSRKARKAK-KKNKKAME--EANP
CAGL0G01034g   GGDTANYKKWY-FAAQLDMDDEVGFRNMSL-GKLSRKARKAK-KKNKKAME--EANP
YMR306w        GGEHANYRKWY-FAAQLDLDEEIGFQNMRLHGKARQRNVKMAKKRGVSIKE--QIKQ
CAGL0M13827g   GGEHANYRKWY-FAAQLDLDEEIGFQNMKLHGRARKRNSKLAKKRGVSIKE--QISQ
KLLA0C14069g   GGDCSNYKKWY-FAAQLDLDEEIGFPYMKLHGKSKKRNAKFASEKGISIKE--QQRL
DEHA0A07436g   GGEHSNYKKWY-FAAHFELDENV---------KVNEKQWR-WFKDFAKFKS------
YALI0C01411g   GGEHSNYRKWY-FASQMDITDKIGGINVDYSGKLTKAGRRMVA--------------
YALI0E21021g   GGDNANYRKWY-FAAQLDLDDDIGFRNMKL-GKTNKRTRKAR-KKFRKEMQ--DPD-
DEHA0C02112g   GGDNANYKKWF-FASQQDLDDAIGFSNMTL-GKVGKKARKAS-KKSKKARKAVEEHG
KLLA0B05841g   GSDSANYKKWY-FAAQLDMDDEIGFRNMSL-GKMSRKARKAR-KKNKKAME--EANS
CAGL0K04037g   GGDTANYKKWY-FAAQLDMDDEVGFRNMNL-GKLSRKARKAK-KKNKKAME--EANP
KLLA0C08888g   WGTHSNFTKWYRFVYGLD-------------------AMPAWFTSSGP---------

Cons            .  :*: **: *.   :                                       

YGR032w        --ED----------TEETLNQIEGDNSLEAADFRWKSKMNQLSPFEMVRQIALFLLC
YLR342w        --ED----------TEETLNKIEGDNSLEAADFRWKAKMNQLSPLERVRHIALYLLC
CAGL0G01034g   --ED----------AEDILNKLEGDNSLEAADFRWKTKMNALTPIERVRQIALYLLI
YMR306w        WNEKEQEFINNHPKITLTQEQLEDQTNLKSADYKWKLKMKKLTPENMIRQLALYLLC
CAGL0M13827g   WRQREQEFVNSYPKITFDHSQLKDATNLTAANYRWKLKMKDLTPKQMVRQVALYLLC
KLLA0C14069g   WKQKQDEFLENYPKIIMSENERKTGSSYKAADYKWKMKMNSLTSSQMTRQLALYLLI
DEHA0A07436g   -----------KLNTPYNLNDIQDTSCLLAMEYNWRLRMKNYTDEDYIYQIALYLLI
YALI0C01411g   --------------TDTVWNEENANFSYEHSNRNWKNHMATISPKDQLKDIALYLLI
YALI0E21021g   --AD----------PAKTLEEIEGDNSLEAAEYRWKTKMNALSPLERVRHIALWLLC
DEHA0C02112g   --QD----------MDALANELEGDYSLDAAEIRWRAKMNGLSPEERVRDIALYLLL
KLLA0B05841g   -SEN----------PESALNQLEGDNSLEAADFRWKAKMNKLSPVERVRQIALYLLL
CAGL0K04037g   --ED----------AAEVLNKIEGDNSLEASDFRWKTKMNMLTPIERVRQVALYMLI
KLLA0C08888g   ---------------------------------------ELLITREIMTQIALWLLI

Cons                                                        :   .:**::* 

YGR032w        WGEANQVRFTPECLCFIYKCASDYLDSAQCQQRPDPLPEGD---------FLNRVIT
YLR342w        WGEANQVRFTAECLCFIYKCALDYLDSPLCQQRQEPMPEGD---------FLNRVIT
CAGL0G01034g   WGEANQVRFTSECLCFIYKCATDYLNSPLCQQRTEPMPEGD---------YLNRVIT
YMR306w        WGEANQVRFAPECLCFIFKCALDYDISTSSSEKTVKSPEYS---------YLNDVIT
CAGL0M13827g   WGEANQLRFAPECLCYIFKCAMDYDTSETIGSEENTRFIPC---------YLDDVIS
KLLA0C14069g   WGEANQLRFTPECLCFIFKCALDYDSS-LQDIEDSSQDEFT---------FLNNIIT
DEHA0A07436g   WGEANNLRFMPECICFIYKCAFDYFESAELDTKAN---EFE---------FLDTVVT
YALI0C01411g   WGEANQVRFMPECLCFLYNCARDFCYSTAFATAPD-VEDGV---------FLDTIIT
YALI0E21021g   WGEANQVRFTPECLCFIFKCADDYYTSAECQQRVEPVEEGD---------YLNRIIT
DEHA0C02112g   WGEANQVRFTPETICYIYKTAFDYLMSPQCQQRQEPVPEGD---------YLNRVIT
KLLA0B05841g   WGEANQVRFTSECLCFIYKCASDYLDSPLCQNRSDPIPEGD---------FLNRVIT
CAGL0K04037g   WGEANQVRFTSECLCFIYKCASDYLESPLCQQRTEPIPEGD---------YLNRVIT
KLLA0C08888g   WGESNNLRVMPELLCFIFDMMMTEY-KFYSRAKEEVLPKTTDNESISPPCFLQHVVN

Cons           ***:*::*. .* :*:::.       .                       :*: ::.

YGR032w        PLYRFIRSQVYEI-VDG--RYVKSEKDHNKVIGYDDVNQLFWYPEGIAKIVMEDGT-
YLR342w        PIYHFIRNQVYEI-VDG--RFVKRERDHNKIVGYDDLNQLFWYPEGIAKIVLEDGT-
CAGL0G01034g   PLYRFIRNQVYEI-VDG--RYVKREKDHHKVIGYDDVNQLFWYPEGIAKIVFEDST-
YMR306w        PLYEFLRGQVYKKDAKG--NWKRREKDHKNIIGYDDINQLFWYPEGFERIILNNGE-
CAGL0M13827g   PLYYFIRDQLFEK-KQESLKWIRKSLDHNDIIGYDDINQLFWYPEGIERIVLKDGQ-
KLLA0C14069g   PIYKFIRDQVYTLDSQG--KLIRREKDHKDIIGYDDVNQLFWYPEGIERIVLKSGA-
DEHA0A07436g   PIYSYIRNQQYEL-VNN--VWKKSEKDHSDIIGYDDVNQFFWYRGNLEKIMLLDKS-
YALI0C01411g   PLYSFYRNQRYEN-FEG--KFIDRERDHKDVIGYDDINQLFWYRQGLLRIKLKGGTN
YALI0E21021g   PLYRFIRGQGYEI-FDG--KFVKRERDHNKVIGYDDVNQLFWYPEGIERITFEDES-
DEHA0C02112g   PLYRFIRSQVYEI-YEG--RFVKREKDHNKVIGYDDVNQLFWYPEGISRIICEDGS-
KLLA0B05841g   PIYRFIRSQVYEV-VDG--RYVKREKDHNKVIGYDDVNQLFWYPEGIAKVILEDGT-
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KLLA0B05841g   PIYRFIRSQVYEV-VDG--RYVKREKDHNKVIGYDDVNQLFWYPEGIAKVILEDGT-
CAGL0K04037g   PIYQFIRNQVYEI-VDG--RYVKREKDHNKIIGYDDVNQLFWYPEGITKIVLEDGT-
KLLA0C08888g   PLYEFCQFQI----------TWNKSNDHSHIIGYDDINQCFWSLKTINQFKLKDGT-

Cons           *:* : : *               . ** .::****:** **    : :.   .   

YGR032w        RLIDLPAEERYLKLGEIPWDDVFFKTYKETRSWLHLVTNFNRIWIMHISVYWMYCAY
YLR342w        KLIELPLEERYLRLGDVVWDDVFFKTYKETRTWLHLVTNFNRIWVMHISIFWMYFAY
CAGL0G01034g   KLIEIPAEERYLRLGEVSWDDVFFKTYKETRSWFHMITNFNRIWIMHVTIFWMYVAY
YMR306w        RLVDKPLEERYLYFKDVAWSKVFYKTYRETRSWKHCFTNFNRFWIIHFAPFWFFTTF
CAGL0M13827g   RLVDIPMQKRYLFLKDVVWSKAFYKTYIEKRSWMHCITNFNRFWIIHLAPFWFFTSF
KLLA0C14069g   RLVDTPLENRFLLLKDVNWDVVFYKTYYETRTWLHSMTNFNRIWIIHFATFWFFTSF
DEHA0A07436g   LLYEYPRNQRYTKFKSIKWKKLFYKTYSERRTWLHLFTNFSRVWVIHVTMFWYYTCF
YALI0C01411g   RILDLPASERYNALSTVDWTTCFYKTYHESRSWMHLAVNFHRIWIIHFCVFWFYTAF
YALI0E21021g   RLVDVPQSERYMKLGDVIWDKVFFKTYKETRSWFHVFVNFNRIWIIHVTFYWYYASF
DEHA0C02112g   RLVDIPQEERYLKLGEIEWSNVFFKTYKEIRTWLHLLTNYNRIWVIHGTVYWMYTAY
KLLA0B05841g   RLIDLPAEERYLRLGDVIWDDVFFKTYKETRSWFHLVTNFNRIWVVHASIYWMYTAY
CAGL0K04037g   KLTDIPSEERYLRLGEVAWNDVFFKTYKETRTWLHLVTNFNRIWIMHVSVYWMYVAY
KLLA0C08888g   NYADLPRDMKYSKFTQIEWSKSLRKTYIESRTWYHLITNFHRIWTIHVATFWYFSVI

Cons              : * . ::  :  : *   : *** * *:* *  .*: *.* :*   :* :   

YGR032w        NAPTFYTHNYQQLVDNQPLAAYKWATAALGGTVASLIQVAATLCEWSFVPRKWAGAQ
YLR342w        NSPTFYTHNYQQLVDNQPLAAYKWASCALGGTVASLIQIVATLCEWSFVPRKWAGAQ
CAGL0G01034g   NSPTFYTHNYQQLVNNQPPAAYKWASAALGGTVASFIQLLATICEWSFVPRKWAGAQ
YMR306w        NSPTLYTKNYIQLLNNQPTPQVRLSVIAFGGTIACLVQILATVFEWGFVPREWPGAQ
CAGL0M13827g   NSPTLYTKNYIQLLDNQPTMQARLSVMAFGGSITCLIQIFATIFEWQFVPRTWPGAQ
KLLA0C14069g   NAPTLYSKNYIQTLDNPPTPQSRFSAIALGGAITCLVQIVATFAEWSFVPRDWPGAQ
DEHA0A07436g   NSPTIYTKNYVQLLDNKPAPQVQWSAVALGGTVACLLTILATLIEWLFVPRKWPGAQ
YALI0C01411g   NTPSLYTENYSQELDNLPPAHVRISVVGLGGVMAPLICLVAVMGEAVFVPMRWPGRE
YALI0E21021g   NSPTLYMKNYVPTLDNHPPPACKWGAGAIGGVIATGLQIIATLSEWAFVPRKWAGAQ
DEHA0C02112g   NSPTLYTKNYAQPLNNQPTASSRWASAAIGGVLASFIQIMATVCEWLFVPREWAGAQ
KLLA0B05841g   NAPTLYTHNYQQLLNNKPLAAYRWASSALAGSLATIIQIVATISEWFFVPRNWAGAQ
CAGL0K04037g   NSPTFYTHNYQQLVNNQPVPAYRWASAALAGTVASAIQLFATVCEWWFVPRKWAGAQ
KLLA0C08888g   NLKPLFTKHYIQTLDNDPELFVLFSVMSLAGTFSCLITISAIIGEMFFVPRDSNLRK

Cons           *  .:: .:*   ::* *      .  .:.* .:  : : * . *  ***      :

YGR032w        HLSRRFWFLCVIMGINLGPVIFVFAYDKDT----VYSTAAHVVGAVMFFVAVATLVF
YLR342w        HLSRRFWFLCIIFGINLGPIIFVFAYDKDT----VYSTAAHVVAAVMFFVAVATIIF
CAGL0G01034g   HLSRRFWFLCLIFAVNLGPIIFVFAYEKDT----VQSKAGHAVAAVMFFVAVATLLF
YMR306w        HLSSRMIGLLFCLAINLGPSVYVLGFFEWD----VHSKSAYIVSIVQLIIAFLTTFF
CAGL0M13827g   HLTKRFIGLILCLLINFGPSIYIFGFFDLN----VHSKSACILSICQLIIAVFTTFF
KLLA0C14069g   HLSKRMIGLFLCFLLNFGPSVYVFGFFDLD----VHSKSAYIVSIIQFTIAIITTIF
DEHA0A07436g   HLFFKLVLLVLITIINAGPSVYIFLFLPID----KYSKIGHIVGIIQFVISIITFLY
YALI0C01411g   RVAYRLFCLLLVTSLNAAPAVFVLLWYSRT----EENGQALMISIIQLVIAFVTVLY
YALI0E21021g   HLTRRLMFLIGILIVNLVAPVYVLGVVGTT----HESTSALAVGIVGFIISIFTFIF
DEHA0C02112g   HLTRRLLFLIIIFIVNLVPVVFTFYYAGLQ----TVSKAAHAVSIVGFFIAIATLIF
KLLA0B05841g   HLSRRFWFLVGILGVNLGPIIFVFAYDPLT----VYSKAALVVSAVMFFVALITIIF
CAGL0K04037g   HLSRRFWFLCGILGVNLGPLIFVFAYEKDT----VQSKAGHAVAAVTFFIAVATVLF
KLLA0C08888g   PTKSRLFILIFMLLLNIIPPSGILSLFHISRKRLINENILTIISFISLTVSIVTTIF

Cons               ::  *     :*  .    :            .     :.   : ::. * .:

YGR032w        FSVMPLGGLFTSY--MK--------------------------------KSTRSYVA
YLR342w        FSIMPLGGLFTSY--MK--------------------------------KSTRRYVA
CAGL0G01034g   FSVMPLGGLFTSY--MQ--------------------------------KSTRRYVA
YMR306w        FAVRPLGGLFRPY--LN------------------------------KDKKHRRYIS
CAGL0M13827g   FAIRPLGGLFGTY--FN------------------------------KSKNKRRYIS
KLLA0C14069g   FSIKPLGGLFVSY--LQ------------------------------RGKTKRKYVS
DEHA0A07436g   FAIESPNRLFNFF--LK--------------------------------KNS-NIIK
YALI0C01411g   FAFTPLKSLFTFF--PK-------------------------------DKFNRRQLP
YALI0E21021g   FSIMPLGGLFTSY--MK--------------------------------KSTRRYVA
DEHA0C02112g   FAIMPLGGLFTSY--MN--------------------------------KRSRKYLA
KLLA0B05841g   FSIMPLGGLFTSY--MK--------------------------------KSTRKYVA
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KLLA0B05841g   FSIMPLGGLFTSY--MK--------------------------------KSTRKYVA
CAGL0K04037g   FSIMPLGGLFTSY--MQ--------------------------------KSSRRYVA
KLLA0C08888g   LSIVPLSKIDTIFCYITRAYSPKTRGINSPDFGTGSRIGGCNSTDWNLNSNVGSCDS

Cons           ::. .   :   :                                    .       

YGR032w        SQTFTASFAPLHGLD-RWMSYLVWVTVFAAKYAESYFFLILSLRDPIRILSTTSM-R
YLR342w        SQTFTAAFAPLHGLD-RWMSYLVWVTVFAAKYSESYYFLVLSLRDPIRILSTTAM-R
CAGL0G01034g   SQTFTASFAPLHGLD-RWLSYLVWVTVFAAKYAESYYFLILSLRDPIRILSTTTM-R
YMR306w        SQTFTASFPKLTGRS-KWFSYGLWVFVYLAKYIESYFFLTLSLRDPIRVLSIMDLSR
CAGL0M13827g   SQTFTASFPKLSGRS-RLFSCGLWIFVFIAKYVESYFFLTLSLKDPIRALSILDLSR
KLLA0C14069g   SQTFTASFPELTGRS-KWFSRGLWFCVFVCKFIESYFFLTLSLRDPIRALSTMDMTR
DEHA0A07436g   TEIFTSSFPKLHLRN-QIYSYLLWVCVFLAKFSESYFFLTLSLRDPIRVLSIMEMTR
YALI0C01411g   TKFFASSFPPLKGND-RWMSYGLWVCVFVAKYIESYFFMILSLKDPTRELGLVEYDK
YALI0E21021g   SQTFTNSYPRLEFHD-KIMSYLLWVCVFGAKLSESYYFLILSLRDPIRDLSQMKM-R
DEHA0C02112g   SQTFTANFNKLRGLD-MWMSYLVWVAVFAAKFAESYFFLTLSIRDPIRILSTTTM-R
KLLA0B05841g   SQTFTASFYQLKGLD-MWMSYLLWVTVFAAKFSESYFFLTLSLRDPIRILSTTVM-R
CAGL0K04037g   SQTFTASFAPLQGLD-RWLSYLVWVTVFAAKYSESYFFLILSLRDPIRILSTTTM-R
KLLA0C08888g   INPFTENWSQFDSSDANLCSVGLWFVIWTSKLVETYFFLCTSIKNPARDLFQSNLN-

Cons            : *:  :  :   .    *  :*. :: .*  *:*:*:  *:::* * *       

YGR032w        CTG-EYWWG----NKICKVQPKIVLGLMIATDFILFFLDTYLWYIVVNTVFSVGKSF
YLR342w        CTG-EYWWG----AVLCKVQPKIVLGLVIATDFILFFLDTYLWYIIVNTIFSVGKSF
CAGL0G01034g   CTG-EYWWG----SKLCRHQSKIVLGLMIATDFILFFLDTYLWYIVVNTVFSVGKSF
YMR306w        CQG-EYLLG----PILCKWQAKITLVLMLLSDLGLFFLDTYLWYIICNCIFSIVLSF
CAGL0M13827g   CRG-DFLLG----RSLCRWQSKITLLLILLSDLTLFFLDTYLWYIICNCVFSIVLSF
KLLA0C14069g   CIG-DKILG----RLVCRWQSSITLFLMIVTDLVLFFLDTYLWYIICNSLFSIMLSF
DEHA0A07436g   CKG-DIFLG----NLLCKQQARFTLILLYVTDLVLFFLDTYLWYIICNCIFSIGLSF
YALI0C01411g   CVG-AEYVG----KILCKYQPLFVLACMFVTELVLFFLDTYLWYIIFNTTFSVIRSV
YALI0E21021g   CFG-EKWFGVEYHDALCKVQPQITLGLMYATDLILFFLDTYLWYIICNTIFSVARSF
DEHA0C02112g   CTG-EVWFK----NELCKHQAKIVLGLIYAVDLLLFFLDTYMWWIIVNCIFSVGRSF
KLLA0B05841g   CTG-DYGYK----DQLCRQQPKIVLGLMIATDLILFFLDTYMWYIICNTVFSVGRSF
CAGL0K04037g   CTG-EYWWG----SKLCRHQSKIVLGFMIATDFILFFLDTYLWYIVVNTVFSVGKSF
KLLA0C08888g   CSGTDTILQ----SALCRHWTKFLLLLLVATNFVLYLLDTYLWYVIYNSIFSLTRSI

Cons           * *            :*:  . : *  :   :: *::****:*::: *  **:  *.

YGR032w        YLGISILTPWRNIFTRLPKRIYSKILATTDMEI-KYKPKVLISQIWNAIIISMYREH
YLR342w        YLGISILTPWRNIFTRLPKRIYSKILATTDMEI-KYKPKVLISQVWNAIIISMYREH
CAGL0G01034g   YLGISILTPWRNIFTRLPKRIYSKILATTDMEI-KYKPKVLISQVWNAIIISMYREH
YMR306w        SLGTSILTPWKNVYSRLPKRIYSKILATSEMDV-KFKAKILISQVWNAIVISMYREH
CAGL0M13827g   SLGVSTLTPWKNIYSRLPKRIYSKILATSEMDI-KYKPKILISQIWNAIIISMYREH
KLLA0C14069g   SLGTSILTPWKNIYSRLPRRIYTKILATAEMDT-KFKPKILVSQIWNAVVISMYREH
DEHA0A07436g   SLGISIFTPWRNIFSRLPERIFSKIIYLNGTS--KIDSALLISQIWNSIVLSMYREH
YALI0C01411g   YLGGTLWTPWRNTFSRLPKRIYSKILSTSHLPSNRYKKSYLVSQVWNSIITSLYREH
YALI0E21021g   YLGISIWTPWRNIFSRLPKRIYSKILATTDMEI-KYKPKVLISQIWNAIVISMYREH
DEHA0C02112g   YLGISILTPWRNIFTRLPKRIYSKILATTEMEI-KYKPKVLISQIWNAIVISMYREH
KLLA0B05841g   YLGISILTPWRNIFTRLPKRIYSKILATTDMEI-KYKPKVLISQVWNAIVISMYREH
CAGL0K04037g   YLGISILTPWRNIFTRLPKRIYSKILATTDMEI-KYKPKVLISQIWNAIIISMYREH
KLLA0C08888g   YMGMSHLTPWKNCFVSLTNKIKLKILPSNE----EW-NISIISELWNEIIYSMYREN

Cons            :* :  ***:* :  *..:*  **:        .     ::*::** :: *:***:

YGR032w        LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRDSEAERR
YLR342w        LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRDSEAERR
CAGL0G01034g   LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRNSEAERR
YMR306w        LLSIEHLQRLLFQQVD---SLMGDTRTLKSPTFFVAQDDSTFKSMEFFPSNSEAKRR
CAGL0M13827g   LLSVEHVQKLIFQQVD---SMMLDIRTLRSPTFFIAQDDSTFKSLDFFPSNSEAKRR
KLLA0C14069g   LISIDHVQRLLFQQVE---STFHEGRALKSPTFFLAQDDSNFKSMEFFPRNSEARRR
DEHA0A07436g   LLSIDQVNKLVYQQINVSNEESMDKTYLRSPLFFILQDDNSLNLHDFFTASKEAERR
YALI0C01411g   IISQEHAHRLAYQQ----EIDGQGMCVLSEPKYFASQEDQSFHN-SVFDSQTEGERR
YALI0E21021g   LLAIEHVQKLLYHQVP---SEVEGKRTLRAPTFFITQDDHAFET-EFFPRNSEAERR
DEHA0C02112g   LLAIDHVQKLLYHQVP---SEVEGKRTLRAPTFFVSQDDNNFDT-EFFPRNSEAERR
KLLA0B05841g   LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRNSEAERR
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KLLA0B05841g   LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRNSEAERR
CAGL0K04037g   LLAIDHVQKLLYHQVP---SEIEGKRTLRAPTFFVSQDDNNFET-EFFPRNSEAERR
KLLA0C08888g   LICKEHVERLIFHLTN---DD-----NLLKPSLLLSTDDHFFRS-RVFKKSKEVRRR

Cons           ::. :: .:* ::              *  *  :   :*  :    .*  ..* .**

YGR032w        ISFFAQSLSTPIPEPLPVDNMPTFTVLTPHYAERILLSLREIIREDDQFSRVTLLEY
YLR342w        ISFFAQSLSTPIPEPLPVDNMPTFTVLTPHYAERILLSLREIIREDDQFSRVTLLEY
CAGL0G01034g   ISFFAQSLATPMPEPLPVDNMPTFTVLTPHYAERILLSLREIIREDDQFSRVTLLEY
YMR306w        ISFFAQSLATPISEPVPVDCMPTFTVLVPHYSEKILLGLKEIIREESPKSKITVLEY
CAGL0M13827g   ISFFAQSLSTPLLDPVPVECMPTFTVLIPHYTEKILLGLREIIREESQSSKITVLEY
KLLA0C14069g   ISFFAQSLSTPITEPIPVECMPTFTVLIPHYAEKILLSLREIIKEESPNSKITLLEY
DEHA0A07436g   ISFFAQSLSSPLPEPFPILAIPAFTVLIPHYSEKIILSLREIIKED-KHSKVSLLEY
YALI0C01411g   LSFFAQSLATPIPDNYVIDEMPTFTVLVPHYNEKILLSLKEIIKEDGENSRVTLLEY
YALI0E21021g   ISFFAQSLSTPIPEPLPVDNMPTFSVLVPHYSEKILLSLREIIREDDQFSRVTLLEY
DEHA0C02112g   ISFFAQSLATPILEPLPVDNMPTFTVFTPHYSEKILLSLREIIREDDQFSRVTLLEY
KLLA0B05841g   ISFFAQSLATPIPEPLPVDNMPTFTVLTPHYSERILLSLREIIREDDQFSRVTLLEY
CAGL0K04037g   ISFFAQSLATPMPEPLPVDNMPTFTVLTPHYSERILLSLREIIREDDQFSRVTLLEY
KLLA0C08888g   LTFFAQSLHCPLPDAESIENMPTFSVLIPHYKEKIMLSLKDIIKAETDNSSITLLEY

Cons           ::******  *: :   :  :*:*:*: *** *:*:*.*::**: :   * :::***

YGR032w        LKQLHPVEWDCFVKDTKILAEETAA-YE----NNE----------------------
YLR342w        LKQLHPVEWECFVKDTKILAEETAA-YE----GNE-N--------------------
CAGL0G01034g   LKQLHPVEWECFVKDTKILAEETAA-YE----GMDDQ--------------------
YMR306w        LKHLHPTEWECFVKDTKLLSMEKSFLKEAESSHDEDRLEIPDALYDPRSSPLSDHTE
CAGL0M13827g   LKYLHPEEWDCFVKDTKILSAEKKADQYHTVDESSNT---ILNKKEQQNQMFSSFES
KLLA0C14069g   LKQLHPTEWECFVRDSKLLAIENGH-LSKELEESENN--------------------
DEHA0A07436g   LKLLHSTDWELFVEDTKILSLVSSQPLDLGEADFPSE-------------------Q
YALI0C01411g   LKQLHANEWDNFVCDSKLMHDFMHNNGGEEVQGSYQE---------KKDGGEDGLLN
YALI0E21021g   LKQLHPVEWDCFVKDTKILAEETAG-FGEGSNDD-----------------------
DEHA0C02112g   LKQLHPVEWECFVKDTKILAEETAA-YENGDD-------------------------
KLLA0B05841g   LKQLHPVEWDCFVKDTKILAEETAA-FE----GNE-E--------------------
CAGL0K04037g   LKQLHPVEWECFVKDTKILAEETAA-YE----NEETQ--------------------
KLLA0C08888g   LKLIYPTEWDSFIEETNKLMDSVEAGVSDESNTASAD-------REEEEKQTDVSDN

Cons           ** ::. :*: *: ::: :                                      

YGR032w        --DEPEKE-DALKSQIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTISGFM
YLR342w        ---EAEKE-DALKSQIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTISGFM
CAGL0G01034g   ---DPEKE-DALKNQIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFM
YMR306w        SRKLPTE-DDLIKEKINDLP-FSYFGFNSSEPSYTLRTRIWASLRTQTLYRTLSGFM
CAGL0M13827g   VGSISTE-RDLLNEQMKDMP-YRCFGFCSSENIYTIRTRIWASLRSQTLYRTITGFM
KLLA0C14069g   ---SNKKDDSYIQEKISDLP-FYSVGFNDSDPRYTLRTRIWASLRTQTLYSTISGFM
DEHA0A07436g   LLNHKHE-SDLVNNQISDLP-YYCVGFKDSSPEYTLRTRIWSSLRCQTLFRTISGFM
YALI0C01411g   VPEVIHK-RDQKSGKYDNLP-YYCVGFKFSSPENQMRTRIWASLRCQTLYRTVCGFM
YALI0E21021g   ---LAEKDSDEVKAKIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFM
DEHA0C02112g   --PEKLSE-DGLKSKIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFM
KLLA0B05841g   ---DSEKE-GGMKSQIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFM
CAGL0K04037g   ---DPEKS-DALKTQIDDLP-FYCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFM
KLLA0C08888g   EEVARNITMNLCKSKNEGVNLFKFTGFKLEVPEQTIRTRIWASLRTQTLYRTISGFM

Cons                    .  . : ..:  :   **        :*****:*** ***: *: ***

YGR032w        NYSRAIKLLYRVE----------------------------------NPE---IVQM
YLR342w        NYSRAIKLLYRVE----------------------------------NPE---IVQM
CAGL0G01034g   NYARAIKLLYRVE----------------------------------NPE---IVQM
YMR306w        NYSKAIKLLYRIE----------------------------------NPS---LVSL
CAGL0M13827g   NYSKAIKLLYRIE----------------------------------NPS---MVAL
KLLA0C14069g   NYAKAIKLLYRIE----------------------------------NPS---MVHM
DEHA0A07436g   NYEKAIKLLYKLE----------------------------------NYD---L---
YALI0C01411g   NYSRAIKLLYNVE----------------------------------NPE---LLHH
YALI0E21021g   NYSRAIKLLYRVE----------------------------------NPE---VVQM
DEHA0C02112g   NYARAIKLLYRVE----------------------------------NPE---LVQY
KLLA0B05841g   NYARAIKLLYRVE----------------------------------NPE---IVQM
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KLLA0B05841g   NYARAIKLLYRVE----------------------------------NPE---IVQM
CAGL0K04037g   NYARAIKLLYRVE----------------------------------NPE---IVQM
KLLA0C08888g   KYLDAIKSLHILEDTKDTKHSVLNRNVKHRTKDQHCDFQQLRSNSKKNPDYKSCAKS

Cons           :*  *** *: :*                                  * .       

YGR032w        FGGNADGLERELEKMARRKFKFLVSMQRLAKFKPHELENAEFLLRAYPDLQIAYLDE
YLR342w        FGGNAEGLERELEKMARRKFKFLVSMQRLAKFKPHELENAEFLLRAYPDLQIAYLDE
CAGL0G01034g   FGGNAEGLERELEKMARRKFKFLVSMQRLAKFKPHELENAEFLLRAYPDLQIAYLDE
YMR306w        YRGNNEALENDLENMASRKFRMVVAMQRYAKFNKDEVEATELLLRAYPNMFISYLLE
CAGL0M13827g   YGDNVPLLENDIESMSNRKFKMIVAMQRYLNFDENEREGVELLLKAFPYLCISFLEA
KLLA0C14069g   YADNIDGLENELELMARRKFKMVVAMQRYAEFNQSEREAVDFIFKVFPSISISYLTK
DEHA0A07436g   DSNSYFDVDTELNEFVQRKFKLLISMQRFQKFHENELNDAELLFGIYPQIQISYLEE
YALI0C01411g   CQNDTRVFNQHLDMISRRKFRLLVSMQRLSKFDVQETENLEYLLKMHPELQVAYLDE
YALI0E21021g   FGGNTEKLERELERMARRKFKFIVSMQRLTKFKPDEMENTEFLLRAYPDLQIAYLDE
DEHA0C02112g   FGGDPEGLELALEKMARRKFRFIVSMQRLAKFKDDEMENAEFLLRAYPDLQIAYLDE
KLLA0B05841g   FGGDTEGLERELERMARRKFKFLVSMQRLAKFKPHELENAEFLLRAYPDLQIAYLDE
CAGL0K04037g   FGGNAEGLERELEKMARRKFKFLVSMQRLAKFKPHELENTEFLLRAYPDLQIAYLDE
KLLA0C08888g   FKQRTDSADDKSTSIALKKFHMICSMQRMSEFTDDEKADRNVLLTAFPSLKIAYIVS

Cons                   :     :  :**::: :***  :*   *    : ::  .* : ::::  

YGR032w        EPP-LNEGEEPRIYSALIDGHCEI-LEN-GRRRPKFRVQLSGNPILGDGKSDNQNHA
YLR342w        EPP-LTEGEEPRIYSALIDGHCEI-LDN-GRRRPKFRVQLSGNPILGDGKSDNQNHA
CAGL0G01034g   EPP-LNEGEEPRIYSALIDGHCEI-LEN-GRRRPKFRVQLSGNPILGDGKSDNQNHA
YMR306w        ELE--QNESEKTYYSCLTNGYAEFDEES-GLRKPIFKIRLSGNPILGDGKSDNQNHS
CAGL0M13827g   HKE--GDDKDLTYYSCLTNGNAPIDPKT-NFRTPIYRIKLSGNPILGDGKSDNQNHS
KLLA0C14069g   EKDPNNVTGEPTFYSCLCDGSCDVD-ESTGLRIPRFKIRLSGNPILGDGKSDNQNHS
DEHA0A07436g   EV----NGDQTTYYSTLLNV-SEK-DSY-GNYKKKYRVKLSGNPILGDGKSDNQNNC
YALI0C01411g   DPS--QGGREPIVYASLIDGDSDI-LDN-GRRKPRYRIRLSGNPILGDGKSDNQNVA
YALI0E21021g   EPP-LNEGEEPRLFSALIDGHCEI-LEN-GRRRPKFRIQLSGNPILGDGKSDNQNHA
DEHA0C02112g   EPA-LNEDEEPRVYSALIDGHCEM-LEN-GRRRPKFRVQLSGNPILGDGKADNQNHA
KLLA0B05841g   EPP-LNEGEEPRIYSALIDGYCEI-MEN-GRRRPKFRVQLSGNPILGDGKSDNQNHA
CAGL0K04037g   EPP-LNEGEEPRIYSALIDGHCEM-LEN-GRRRPKFRVQLSGNPILGDGKSDNQNHA
KLLA0C08888g   ELD-KASGRK-IYYSCVIDGYCDI-DGD-GEYIPKYKIELSGDPILGNGKSDNQNHS

Cons           .        .   :: : :  .       .     :::.***:****:**:**** .

YGR032w        LIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELGIEQIH--PYTPGLKYEDQ-S
YLR342w        LIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELNVEQVN--PYAPGLRYEEQ-T
CAGL0G01034g   LIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELNAEQVY--PYSPGVKYEDQ-N
YMR306w        IIFYRGEYIQVIDANQDNYLEECLKIRSVLSEFEELELNPT--IPYIPGIEYEEE--
CAGL0M13827g   IIFYRGEYIQVIDANQDNYLEECLKIRSILREFEEYSINTV--IPYIPGIDYAEE--
KLLA0C14069g   IIFYRGEYIQVIDANQDNYLEECLKIRSILSEFEELEMENF--VPYIPGIEYSEQ--
DEHA0A07436g   IIFYRGEYIQVIDANQDNYLEECLKIKSVLAEFEEIDMDPS--SEYVPGIFLENL--
YALI0C01411g   LIFHRGEYIQLVDANQDSYIEECLKIRSILAEFEEFPAGNVPASPYASPKANEKNPD
YALI0E21021g   LIFHRGEYIQLIDANQDNYLEECLKIRSVLAEFEELNVENVNMSPYTPGV---NN-K
DEHA0C02112g   LIFHRGEYIQLIDANQDNYLEECLKIRSVLSEFEELNVEHVN--PYAPNLKNDENGS
KLLA0B05841g   LIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELNVEQVN--PYSPGLKYEDQ-G
CAGL0K04037g   LIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELNAEPVY--PYTPGVKYEDQ-K
KLLA0C08888g   IIFTRGEYIQLIDANQDNYFEECLKIKNILKEFDDTSANS-----------DIENVK

Cons           :** ******::*****.*:******:.:* **::                  .   

YGR032w        T-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFI
YLR342w        T-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLSQIGGKLHYGHPDFI
CAGL0G01034g   T-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFI
YMR306w        --PPPIAIVGSREYIFSENIGVLGDIAAGKEQTFGTLFARTLAEIGGKLHYGHPDFL
CAGL0M13827g   --PAPVAIVGAREYIFSENIGVLGDIAAGKEQTFGTLFARTLAEIGGKLHYGHPDFI
KLLA0C14069g   --PAPVGIVGAREYIFSENIGVLGDIAAGKEQTFGTLFARTLSEIGAKLHYGHPDFL
DEHA0A07436g   --KDPVAILGAREYIFSENIGVLGDIAAGKEQTFGTLFARTLAEIGGKLHYGHPDFL
YALI0C01411g   TLANPVAFIGSREYIFSENIGVLGDIAAGKEQTFGTLFARTLSKIGGKLHYGHPDYL
YALI0E21021g   T-PCPVAILGAREYIFSENIGILGDIAAGKEQTFGTLFARTLAQIGGKLHYGHPDFL
DEHA0C02112g   P-TTPVAILGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFL
KLLA0B05841g   N-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFV



09/17/2005 02:40 PMGenolevures : Protein families

Page 10 of 13http://cbi.labri.fr/Genolevures/fam/GLR.23.html

KLLA0B05841g   N-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFV
CAGL0K04037g   T-NHPVAIVGAREYIFSENSGVLGDVAAGKEQTFGTLFARTLAQIGGKLHYGHPDFI
KLLA0C08888g   Y-TAPVAIVGTREHIFSENNGVLGDIAAGKEKVFGTFFARTLGYINSKLHYGHPDFI

Cons               *:.::*:**:***** *:***:*****:.***:*****. *..********::

YGR032w        NATFMTTRGGVSKAQKGLHLNEDIYAGMNAVLRGGRIKHCEYYQCGKGRDLGFGTIL
YLR342w        NATFMTTRGGVSKAQKGLHLNEDIYAGMNAMLRGGRIKHCEYYQCGKGRDLGFGTIL
CAGL0G01034g   NATFMTTRGGISKAQKGLHLNEDIYAGMNALLRGGRIKHCEYYQCGKGRDLGFGTIL
YMR306w        NGIFMTTRGGLSKAQRGLHLNEDIYAGMNAICRGGKIKHSDYYQCGKGRDLGFGSIL
CAGL0M13827g   NAIFMTTRGGLSKAQKGLHLNEDIYAGMIAICRGGKIKHSDYVQCGKGRDLGFNSIL
KLLA0C14069g   NAIFMTTRGGISKAQKGLHLNEDIYAGMTVLCRGGRIKHSDYFQCGKGRDLGFNSIL
DEHA0A07436g   NGIFMTTRGGVSKAQKGLHLNEDIYAGMTAVCRGGRIKHCDYYQCGKGRDLGFGTIL
YALI0C01411g   NATFMVTRGGVSKAQKGLHLNEDIYAGMNALMRGGRIKHSEYVQCGKGRDLGFGSIL
YALI0E21021g   NSIFMCTRGGVSKAQKGLHLNEDIYAGMNALLRGGRIKHCEYYQCGKGRDLGFGSIL
DEHA0C02112g   NATFMFTRGGVAKAQKGLHLNEDIYAGMTAIMRGGRIKHCEYYQCGKGRDMGFGSIL
KLLA0B05841g   NATYMTTRGGVSKAQKGLHLNEDIYAGMTAMLRGGRIKHCEYYQCGKGRDLGFGTIL
CAGL0K04037g   NATFMTTRSGLSKAQKGLHLNEDIYAGMNALLRGGRIKHCEYYQCGKGRDLGFGTIL
KLLA0C08888g   NAIFITTRGGVSKAQRGLHLNEDIYVGMNVLMRGGRIKHAEYYQCGKGRDLSFNSIL

Cons           *. :: **.*::***:*********.** .: ***:***.:* *******:.*.:**

YGR032w        NFTTKIGAGMGEQMLSREYYYLGTQLPIDRFLTFYYAHPGFHLNNLFIQLSLQMFML
YLR342w        NFTTKIGAGMGEQMLSREYYYLGTQLPVDRFLTFYYAHPGFHLNNLFIQLSLQMFML
CAGL0G01034g   NFTTKIGAGMGEQMLSREYYYLGTQLPIDRFLTFYYAHPGFHLNNLFIQLSLQMFML
YMR306w        NFTTKIGAGMGEQLLSREYYYLGTQLPMDRFLSFFYAHPGFHLNNLFISFSVQLFFV
CAGL0M13827g   NFTTKIGAGMGEQLLSREYYYLGTQLPMDRFLSFFYAHPGFHLNNLFISLSLHLFFM
KLLA0C14069g   NFTTKIGAGMGEQLLSREYYYLGTQLPIDRFLSFFYAHPGFHLNNLFITLSVQLFFV
DEHA0A07436g   NFTTKIGAGMGEQILSREYYYLGTQLPIDRFLSFYYAHAGFHINNLFIMLSVHLFML
YALI0C01411g   NFSTKIGAGMGEQMLSREYYYLGTHLPLDRFLSFYYAHPGFHINNMFIIMSVEFFLI
YALI0E21021g   NFTTKIGTGMGEQMLSREYYYLGTQLPLDRFLSFFYAHPGFHINNLLIITSVQMFMI
DEHA0C02112g   NFTTKIGAGMGEQMLSREYYYLSTQLPLDRFLSFYYGHPGFHINNMFIQLSLQVFML
KLLA0B05841g   NFTTKIGAGMGEQMLSREYYYLGTQLPFDRFLSFYYAHPGFHLNNLFIQLSLQLFML
CAGL0K04037g   NFTTKIGAGMGEQMLSREYYYLGTQLPVDRFLTFYYAHPGFHLNNLFIQLSLQMFML
KLLA0C08888g   NFTTKIGSGMGEQLLSREHFYIGTSLPLDRFLSFYYAHPGFHLNNVFIYISLCLFLI

Cons           **:****:*****:****::*:.* **.****:*:*.*.***:**::*  *: .*::

YGR032w        TLVNLHALAHES--ILCVYDRDKPITDVLYPIGCYNFHPAIDWVRRYTLSIFIVFWI
YLR342w        TLVNLSSLAHES--IMCIYDRNKPKTDVLVPIGCYNFQPAVDWVRRYTLSIFIVFWI
CAGL0G01034g   TLVNLHALAHES--IICIYDKNKPKTDVLYPIGCYNFSPAIDWVRRYTLSIFIVFWI
YMR306w        LLLNLGALNHEI--IACFYDKDAPITNLETPVGCYNIQPALHWVSIFVLSIFIVFFI
CAGL0M13827g   LLINLGSLNHET--ILCHYDRNKSITSLQIPIGCYNLTPALHWISIFVFSIFIVFFI
KLLA0C14069g   LLLNLGSLNHEV--TSCIYDHNKPITDIPIPIGCYQLKPVLHWVTIFVLSIFIVFFI
DEHA0A07436g   VLVNLGSLKHES--VVCMYDLNIPFTDLQVPLGCYNLQPVLNWVSRFVLSVFICFFI
YALI0C01411g   VGINIAALYSSS--VICEYDRSAPITAARVPEGCTNVIPIIEWLERCILSIFVVFFM
YALI0E21021g   VMMSIGPLAHETKETICWYDKDKPITDPQTPVGCYNLKPVLDWIRRCVLSIFIVFFI
DEHA0C02112g   VLANLNSLAHES--TFCIYDKNKPVTDLLLPYGCYNFDPAVDWIRRYTLSIFIVFFI
KLLA0B05841g   TLVNMNSMANQS--IMCSYNKYKPITDVLYPIGCYNFEPVIDWVRRYTLSIFIVFFI
CAGL0K04037g   TLVNLHALAHES--ILCIYDRNKPKTDVLYPIGCYNFSPAIDWIRRYTLSIFIVFWI
KLLA0C08888g   IILNLAVLVDSS--VLCVYDPAFKQTDPWEPDGCLQLVPVLYWLRRSTITLLFISMF

Cons              .:  :  .     * *:     *    * ** :. * : *:    ::::.   :

YGR032w        AFVPIVVQELIERGLWKATQRFFRHILSLSPMFEVFAGQIYSSALLSDIAVGGARYI
YLR342w        AFVPIVVQELIERGLWKATQRFFCHLLSLSPMFEVFAGQIYSSALLSDLAIGGARYI
CAGL0G01034g   AFVPIVVQELIERGLWKATQRFFRHILSLSPMFEVFAGQIYSSALLSDLTVGGARYI
YMR306w        AFAPLLIQEVLEKGIWRAASRFLHHLLSMAPLFEVFVCQVYSNSLLMDLTFGGAKYI
CAGL0M13827g   AFAPLFVQELLEKGIWKSILRILHHLLSMAPLFEVFVCQIYSNSILSNLTFGGAKYI
KLLA0C14069g   AFAPLLIQELLEKGIWKAFSRFNHHLISLAPVFEVFVCQIYSNSLSTDVTFGDAKYI
DEHA0A07436g   SFIPLIFQELIEKGFIKAIYRIFHHFVSLAPFFEVFVCQIYAKSLKDNITFGGAKYV
YALI0C01411g   SFVPLFIQEFSERGFLRAATRLAKHLACLSPLFEVFCCQIYAKALLQDLTIGGARYI
YALI0E21021g   SFVPLVVQELTERGVFRAAFRFARHFMSLSPLFEVFVCQVYANSFINDLAFGGARYI
DEHA0C02112g   SFIPLIVQELIERGVWKATQRFVRHILSLSPMFEVFVAQIYSSSLFTDLTVGGARYI
KLLA0B05841g   AFIPIVVQELIERGIWKAVQRFLRHLLSLSPMFEVFAGQIYSASLLSDLTVGGARYI
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KLLA0B05841g   AFIPIVVQELIERGIWKAVQRFLRHLLSLSPMFEVFAGQIYSASLLSDLTVGGARYI
CAGL0K04037g   AFVPIVVQELIERGLWKATQRFFRHILSLSPMFEVFAGQIYSAALLSDMTVGGARYI
KLLA0C08888g   SFVPLFLQQMNDKGVLSATKRLLKQLASGAIFFEIFSNRIASQALMTDIIIGDAKYL

Cons           :* *:..*:. ::*.  :  *:  :: . : .**:*  :: : ::  :: .*.*:*:

YGR032w        STGRGFATSRIPFSILYSRFAGSAIYMGSRSMLMLLFGTVAHWQAPLLWFWASLSAL
YLR342w        STGRGFATSRIPFSILYSRFAGSAIYMGARSMLMLLFGTVAHWQAPLLWFWASLSSL
CAGL0G01034g   STGRGFATSRIPFSILYSRFAGSAIYMGARSMLMLLFGTVAHWQAPLLWFWASLSAL
YMR306w        STGRGFAITRLDFFTLYSRFVNISIYSGFQVFFMLLFAIISMWQPALLWFWITVISM
CAGL0M13827g   STGRGLAITRISFPTLYSRFAIISIYSGIQIFLMLVFASASMWQPALLWFWISVVSL
KLLA0C14069g   PTGRGFAITRLDFNDLYSRFAASSIYSGSMVFLMLLFATLSIWQPALLWFWITVISL
DEHA0A07436g   ATGRGFATSRISFNTLYSRYASTSIYSGSTVFLIVIFASLSMWQPSLLWFCITFVSM
YALI0C01411g   STGRGFATSRIPFVTLYSRFATASIYFGAISLLIMIVISTTMWRVALLWFWVTAVAL
YALI0E21021g   ATGRGFATARLPFSVLYSRFAGDSIYLGARSTLMLLFGTIAMWQAALLWFWVTLIAM
DEHA0C02112g   STGRGFATSRIPFSILYSRFADSSIYLGARSMLIIVFGSVSHWQAPLLWFWASLSSL
KLLA0B05841g   STGRGFATSRIPFSILYSRFAGSAIYMGSRSMLMLLFSTIAYWQAALLWFWASLSAL
CAGL0K04037g   STGRGFATSRIPFSILYSRFASSAIYMGARSMLMLLFGTVAHWQAPLLWFWASLSAL
KLLA0C08888g   STTRGLSFERIPFVTLFTRFASESAYFAVMALVILGYASIVMWDVSLLFFWIYFISL

Cons           .* **::  *: *  *::*:.  : * .    .::       *  .**:*     ::

YGR032w        IFAPFIFNPHQFAWEDFFLDYRDYIRWLSRGNNKYHRNSWIGYVRMSRSRVTGFKRK
YLR342w        IFAPFVFNPHQFAWEDFFLDYRDYIRWLSRGNNQYHRNSWIGYVRMSRARITGFKRK
CAGL0G01034g   LFSPFIFNPHQFSWEDFFLDYRDYIRWLSRGNSKYHRNSWIGYVRMARSRITGFKRK
YMR306w        CFAPFIFNPHQFAFMDFFIDYKTFIHWLFSGNTKYQKESWANFVKSSRSRFTGYKSK
CAGL0M13827g   CFAPVLFNPHQFSFMEFFIDYRNFYIWLATGNSKYVKESWATFTKSSRSRFTGFKRK
KLLA0C14069g   CLAPFIFNPHQFSFTNFFVDYRNVMHWFSGGNSSYQPNSWANFVKDNRSRYTGYKRK
DEHA0A07436g   CLAPFIFNPHQFSWGDFFIDYREFLRWLSRGNSSWHRNSWIGFIRSHRAKYTGYKKN
YALI0C01411g   CISPFLFNPHQFAWVDYFVDYRNFIRWLNRGNTKWHKSSWIGYTRLIRTRITGYKKK
YALI0E21021g   CISPFVFNPHQFAWTDFFIDYRDFIRWLSRGNAKWHKNSWIGYVRLTRTRITGYKRK
DEHA0C02112g   MFSPFIFNPHQFAWEDFFIDYRDFIRWLSRGNTKWHRNSWIGYVRLSRSRITGFKRK
KLLA0B05841g   MFSPFIFNPHQFSWQDFFLDYRDFIRWLSRGNNKYHKNSWIGYVRMSRSRVTGFKRK
CAGL0K04037g   LFSPFIFNPHQFSWEDFFLDYRDYIRWLSRGNNKYHKNSWIGYVRMARSRITGFKRK
KLLA0C08888g   LLSPFIFNPSQYHWIEFITDYRRTLSWFLKWQ---RRVSWLKYTR-------GQNSM

Cons            ::*.:*** *: : ::: **:    *:   :      **  : :       * :  

YGR032w        LVGDESEKSAGDASRAHRTNLIMAE----IIPCAIYAAGCFIAFTFINAQTGVKTTD
YLR342w        LVGDESEKAAGDASRAHRTNLIMAE----IIPCAIYAAGCFIAFTFINAQTGVKTTD
CAGL0G01034g   LVGDESEKAAGDASRAHRTNLILAE----IIPNAIYAAGCFVGFTFINAQTGVKTTD
YMR306w        TVDDISEDSGHDSKKARFWNVFFAE----LFLPFCVFLFNFTAFSFINAQTGV--SD
CAGL0M13827g   TINDISEGEMVYSTKTRVLNVFFSE----LFCILFVLVFDFTAYTFMNAQTGV--KR
KLLA0C14069g   VIHDKSETKNKSQRRPSFTNLFISE----ILIPSFLVVFSLSAYCYINSQTGV--RK
DEHA0A07436g   ALGEVGQRINDASRRPSRWNSFIDQ----IVIPLICIVCYLVPYMFINAQNGV--SN
YALI0C01411g   TLNEISETDSRGVMKPSLVNVFLSE----VVGTLLSACCITLPYLFMNYQNEQ--ID
YALI0E21021g   VLGDESEKGAGDLSRAGISNVFITE----IFLPLIVAAFCFCGFTFINAQTGV--AE
DEHA0C02112g   LIGDDSEKSAGDATRAHRSNVFFAD----FLPCLIYTAGLFVAYTFINAQTGVY-ED
KLLA0B05841g   LVGDESERAAGDAPRAHRSNLIFAE----LIPCIIYAAGCFTAFTFINAQTGVK--D
CAGL0K04037g   LIGDDSEKAAGDANRAHRTNLILAE----LIPTAINAGSCFIGFTFINAQTGVKATD
KLLA0C08888g   TQWDVED-------KTNWFNIAFINVWCHILPQGVLTVFTVIPFVLAN--INN--AE

Cons              :  :       :.   *  : :    ..            :   *         

YGR032w        EDRVNSTLRIIICTLAPIVIDIGVLFFCMGLSCCSGPLLGMCCKK-TGSVMAGIAHG
YLR342w        DDRVNSVLRIIICTLAPIAVNLGVLFFCMGMSCCSGPLFGMCCKK-TGSVMAGIAHG
CAGL0G01034g   DDRVNSVLRIIICTLAPIVIDIGVLFFVLGMSCCSGPLFGMCCKR-TGSVMAGFAHG
YMR306w        STPTSAVFRLLLVTFLPIFLNSIVLFLLFWVSLFVVPGLSYCCKD-AGAVIAFIAHT
CAGL0M13827g   VRPSNSVMRLVVVTILPILLNMVILFGQGILSVFIFPVISCCSAA-IGNQVSFVTHL
KLLA0C14069g   VEPTQILVRLALVTFFPIVGNIVTLSCLFMMSCFAGPILSCCCSH-SSGTTAAIAHA
DEHA0A07436g   PSRVNPLFRIIILCFIPIIFSILITLLLFVFSCTLGPILSCCCTR-VPSFIASFAHL
YALI0C01411g   GTPSNPLMRLAICTLFPIVMNIVMELVLFGVSCLVGPIFSVCCKS-APGTFAAVVHT
YALI0E21021g   PVIVNSILRIVICAIGPIVINAGLLLVLVCISCCAGPMLGLCCKK-TGPVMAGIAHG
DEHA0C02112g   PQEVNSVLRLVICALAPVVIDLGCLAVCLGMACCAGPLLGMCCKK-TGAVIAGVAHG
KLLA0B05841g   VSVVNSWLRIVICTLGPIVVNMGVLGVCLGLSCCSGPLLGMCCKK-TGSVMAGIAHG
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KLLA0B05841g   VSVVNSWLRIVICTLGPIVVNMGVLGVCLGLSCCSGPLLGMCCKK-TGSVMAGIAHG
CAGL0K04037g   DDRVNSVLRVVLCTLGPIAVDVGVLFFCLGMSCCSGPLFGMCCKK-TGAVMAAVAHG
KLLA0C08888g   DSRVNVLLRLIIVVSSTVTVNALTLMTIFILSSIYGIVVLQGKQQWFPRFLTRLTIF

Cons               .  .*: :    .:  .         .:      .            : ..  

YGR032w        IAVVVHIVFFIVMWVLEGFSFVRMLIGVVTCIQCQRLIFHCMTVLLLTREFKNDHAN
YLR342w        VAVIVHIAFFIVMWVLESFNFVRMLIGVVTCIQCQRLIFHCMTALMLTREFKNDHAN
CAGL0G01034g   IAVIVHIGFFIVMWVLEGFNFTRMLLGVVTMIQCQRLIFQCMTVLMLTREFKNDHAN
YMR306w        FSVLVYLLDFELMWFLQGWNFTRTLILLITCINMHLILFKVFTTIFLTREYKNNKAH
CAGL0M13827g   ISVIIYAVDFELMWFLEGWNFPRTLILLITAINLHIFLFRLVTIILVTKEHKANKTN
KLLA0C14069g   ISVILYLLDFEIIWFLEGWNFTRTLVTVITAINIQNLIFKVVTIMLLSREYLNNRSH
DEHA0A07436g   MSVLINLVNFEVFLYLEGLNFTRTLCGFICMIAIQKTILQFTMSICLSRELKDDYSN
YALI0C01411g   FAVLNHLVAFELMWFFQRWNVPVTLLGFISCTLIQDFIFKTIITLFLSRELKHDHTN
YALI0E21021g   IAVIIHLIFFELMWFFEGWSFVKGLCGTVTAIAIMRLIFNILTILCLTREFKHDHAN
DEHA0C02112g   VAVIVNLIFFVVMWVLEGFVFAKMLLGVITMIYIQRLLFKFLTLCFLTREFKNDKAN
KLLA0B05841g   VAVIVHIVFFIIMWVLEAFNFTKMLIGLITCIQCQRLVFKCMTLFMLTREFKNDHAN
CAGL0K04037g   VSVVIHIGFFIVMWVLEGFNFTRMLVGVATVIQCQRFIFQLMTILLLTREFKNDHAN
KLLA0C08888g   ISLLSMIVAFILLSFFQRWDVKTIILGLLSSLMIHKLFYQIICGVIMPTKWNNDRRN

Cons           .:::     * ::  ::   .   :            . .      :. :   :  :

YGR032w        TAFWTGKWYSTGLGYMAWTQPTRELTAKVIELSEFAADFVLGHVILIFQLPVICIPK
YLR342w        TAFWTGKWYGKGMGYMAWTQPSRELTAKVIELSEFAADFVLGHVILICQLPLIIIPK
CAGL0G01034g   TAFWTGKWYGSGFGYMAWTQPTRELTAKVIELSEFAADFVLGHVILFAQFPVLCIPA
YMR306w        LAWWNGKWYNTGMGWSIILQPIREYFVKIMESSYFAADFFLGHFLLFIQTPIILLPF
CAGL0M13827g   IAWWTGKWYNTGFGWSIITQPFREYIIKVMEMSYFAGDFVLGHFILFLQAPIILIPF
KLLA0C14069g   LAWWSGKWYNTKIGWSVIFQPGREFIVKIMESSLFAADYILCHFLLYAQTPIVLIPF
DEHA0A07436g   RAWWSGKWITSGLGWLVITQPLREFIVKICEMNLYAYDFILAHCLLFVMGPVLLIPF
YALI0C01411g   RAWWSGKWFTAGLGWRILTQPWREMLCKKIESSMYALDYILGHALFFVQFPLILIPF
YALI0E21021g   QAWWTGKWYGAGLGWASISQPFREFVCKLIEMSLFAGDFYLGHWLLFFQLPVLCVPY
DEHA0C02112g   TAFWTGKWYGSGLGYMAWTQPAREFCAKTIEMSEFAGDFILAHIILFCQLPILCIPL
KLLA0B05841g   TAFWTGKWYGTGLGYMAWTQPSREFVAKVVELSEFAADFILGHILLFCQLPILCIPM
CAGL0K04037g   TAFWTGKWYGSGFGYMAWTQPMRELTAKVIEMSEFAADFVLGHVILFAQFPVLCIPA
KLLA0C08888g   ESWWTGKWFRRNHSFFS---PLIEFIQKVLELSIFNLDFVLVHIILLLQVPILMIPN

Cons            ::*.***     .:     *  *   *  * . :  *: * * ::    *:: :* 

YGR032w        IDKFHSIMLFWLKPSRQI-RPPIYSLKQARLRKRMVRRYCSLYFLVLIIFAGCIVGP
YLR342w        IDKFHSIMLFWLKPSRQI-RPPIYSLKQTRLRKRMVKKYCSLYFLVLAIFAGCIIGP
CAGL0G01034g   IDKFHSIMLFWLKPSRQI-RPPIYSLKQSRLRKRMVKRYLTLYIIVFLVFAGCIVGP
YMR306w        IDYWHTMVLFWMNPRSIIAHKRILTRKQRALRSRIVSKYFSLYFVMLGVLLFMLIAP
CAGL0M13827g   IDYWHSMTLFWLRPTNLIRGRRIFGRKQSRRRRNTVIRYFFFYFLTLAIFIGILLTP
KLLA0C14069g   IDYWHSTMLFWLRPGSFLSRTTIYSAKQKRIRLSIVRRYFFLYILNLIFFLALLIIP
DEHA0A07436g   IDKWHSSMLFWFKPTKQF-REPILSKRQRRKRKLKILKYSFLFFTLMLCFIALILAP
YALI0C01411g   VDRWHSMMLFWLRPSRQI-RSPVFSTRQKRVRRRIVTRYAILFALNLLAMTALFVLP
YALI0E21021g   IDKWHSMMLFWLRPSRQI-RPPIFSLKQNQLRKRIVKKYATLYFIILIIFLVVLIAP
DEHA0C02112g   IDRWHSTMLFWLKPSRLI-RPPIYSLKQARLRKRMVRKYCTLYFAVLILFVIVIVGP
KLLA0B05841g   ADKFHSIMLFWLKPSRQI-RPPIYSLKQTRLRKRMVKKYCSLYFLVLAIFAACIIGP
CAGL0K04037g   IDKFHSIMLFWLKPSRHI-RPPIYSLKQSRLRKRMVKRYLTLYIIIFLVFAGAIVGP
KLLA0C08888g   VDTLHSLMLFWRKADIDA-RPIIF--KKKGKSKFNANIYALVFIIILAIITVVFSLP

Cons            *  *:  *** ..        :   ::          *  .:   :  :   :  *

YGR032w        AVASAHVPK-DLGSGL------------TGTFHNLVQPRNVSNNDTGS---------
YLR342w        AVASAKIHK-HIGDSL------------DGVVHNLFQPINTTNNDTGS---------
CAGL0G01034g   AVASSHVAK-DLGHQL------------TGTFHNLVQPRNVSNNDTGF---------
YMR306w        FFAGDFVSS-PQELLE------------GTLFEGIFQPNNQNNNDTGP---------
CAGL0M13827g   YFAHKFDIQ-ADDLLI------------GTILDGIIQPNNQNNNDTGA---------
KLLA0C14069g   MVTQNYLPK-GETLFT------------DDLLSGLIQPHKQENNDTGP---------
DEHA0A07436g   VLAESYIP--NFRRQL------------PSFIAEIIQPNHQNNNDTGD---------
YALI0C01411g   IVFKDTLDI-ELDNHV------------PWFLRGLQQPLPNARLPLG----------
YALI0E21021g   AVAGPTMSM-DSLESLAGGKADNDSIQDTNILKGLIQVRSQNQNDTGRCSTGNGTEC
DEHA0C02112g   AVASGAIDN-IEPSGL-----------QDGPFKGLFQPRHKDNNDTGK---------
KLLA0B05841g   AVAASKVDTADLGSKV--------DSAGSDIFAGLIQPRRQQNNDTGF---------
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KLLA0B05841g   AVAASKVDTADLGSKV--------DSAGSDIFAGLIQPRRQQNNDTGF---------
CAGL0K04037g   AVAASHVPQ-DIGHTL------------TGPFHNIVQPRNKSNNDTGL---------
KLLA0C08888g   LILNQLVVI-D-SDNL------------RETTRILIQPEMSIA------------LR

Cons            .                                : *                    

YGR032w        ---QMSTYKSH---YYTHTPSLK--TWSTIK
YLR342w        ---QMSTYQSH---YYTHTPSLK--TWSTIK
CAGL0G01034g   ---GISTYSNH---YYTHTPSLK--TWSTIK
YMR306w        ---NAPS------TILTTTPTLP--TFRTVA
CAGL0M13827g   ---RAPP------NIMRSTPKAK--PVKTVS
KLLA0C14069g   ---NAPS------TILRSTPPLP--VFKTVA
DEHA0A07436g   ---NAPR------TVLRAKPNQ---------
YALI0C01411g   -----------------KLPEKKIDV-----
YALI0E21021g   LLPTTGSWSTH--VWWTFTPSHT-TSYSTKP
DEHA0C02112g   ---RGSSYASTTYTYYSYTPKTQKTAFSTKA
KLLA0B05841g   ---NLSTYSGH---YFTKAPSLT--TWSTKA
CAGL0K04037g   ---QISTYSNH---YYTHTPSLK--TWSTIK
KLLA0C08888g   SEIGLKAYHNMMRAMFNK-PRVS----NT--

Cons                              *           
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