Supplemental Table 3. Summary of Rab GTPase Structures Analyzed
PDBID Resolution

Rab GTPase

Yptlp
Rab4A
Rab4A
Rab6A
Rab9
Rabl1A
Rab21
Rab21
Rab22A
Rab22A
Rab33

Rab2A
Rab5C
Rabl14
Rab21
Rab23
Rab23

Rab3A
Rab3A
Rab5A
Rab5A
Rab5C
YptS1p
Rab7
Ypt7p
Rabl1A
Secdp

Rab5A
Rab7
Ypt7p
Rab9
Rab9
Rabl11A
Secdp

Nucleotide

GppNHp
GppNHp
GTP
GppNHp
GppNHp
GppNHp
GppNHp
GppNHp
GppNHp
GTP
GppNHp

GDP
GDP
GDP
GDP
GDP
GDP

GppNHp
GTP
GppNHp
GppNHp
GppNHp
GppNHp
GppNHp
GppNHp
GTPyS
GppNHp

GDP
GDP
GDP
GDP
GDP
GDP
GDP

Code
1YZN
1YU9
170K
1YZQ
1YZL
1YZK
1YZT
1YZU
1YVD
170]J
1706

1Z0A
170D
1Z0F
1701
1722
1Z2A

3RAB
1ZBD
IN6H
1TU3
1HUQ
1EKO
1VGS
1KY?2
10IW
1G17

1TU4
1VG1
1IKY3
1S8F
IWMS
101V
1G16

(A)
2.05
2.05
1.80
1.78
1.85
2.00
2.05
2.50
1.90
1.30
1.80

2.12
2.20
2.05
2.30
2.06
1.90

2.03
2.60
1.50
2.31
1.80
1.48
1.70
1.60
2.05
2.00

2.20
1.90
1.35
1.70
1.25
1.98
1.80

Relevant
Figures
SF1, SF3

SF1, SF2, SF3
F3, F4, SF1, SF2

SF1, SF3
SF1, SF3

SF1, SF2, SF3

SF1, SF2

SF1, SF2, SF3
SF1, SF2, SF3
F3, F4, SF1, SF2

SF1, SF3

SF1, SF2
SF1, SF2
SF1, SF2
SF1, SF2
SF1, SF2
SF1, SF2

SF2, SF3
SF2
SF2
SF2

SF1, SF2, SF3

SF3
SF3
SF3
SF2
SF3

SF2
SF2
SF2
SF2
SF2
SF2
SF2

Reference®

This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study

This study
This study
This study
This study
This study
This study
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