OOB error rate vs. mtry
x—axis: factor that multiplies default mtry [sgrt(number variables)]

Mtry factors used: {0, 0.05, 0.1, 0.17, 0.25, 0.33, 0.5, 0.75,0.8, 1, 1.15, 1.33, 1.5, 2, 3,4, 5, 6, 8, 10, 13}

(mtry factors of 0 means mtry = 1)

I: Simulated data sets:

signal + 4000 noise random variables

(shown first with nodesize = 1, then nodesize = 5)
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II: Simulated data sets:

No signal: 4000 noise random variables

(shown first with nodesize = 1, then nodesize = 5)
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No signal: Classes 4 ; nodesize =1
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No signal: Classes 2 ; nodesize =5 No signal: Classes 2 ; nodesize =5

OOB error rate

OOB error rate

1.0
I\\ ] '\\
ev e __2-—-e0_ \
A ‘:;<;~._;‘ ,0\‘ . . 0.8 \‘0\’\
\\.::—./ \.\:: !:;;':.;':‘533\./4.‘}—3‘ Q 0\\.710\:§ _e /0\
37 tegrfigci < AR AL IS N .
s 067 e v AN AN EE DT R F T i
= ° ° o °” N e "
o °=’
40000 g 0.49 -~ 40000
10000 O -e+- 10000
5000 0.9 -+- 5000
2000 ' -e- 2000
1000 1000
0.0
T T T T T T T T
0.25 1 3 8 0 0.25 1 3
mtry factor mtry factor
No signal: Classes 2 ; nodesize =5 No signal: Classes 2 ; nodesize =5
1.0
N <
N [ ]
-0 =0 N\
o .‘.:.\°\ 0.8 e ’._"‘o’.‘o
e—o ' v * o
o e—-0_ _ \\\.\'\ -g_') o\ /:>.’ :o\;s..’,::’:.\
._/.“\.:./ .\\\ .: .:-':\:\. .\ , E .—\.$ \‘:«.\— :,_I.\‘:‘:f; “‘.E‘~.=.Ss
\./ ° ‘.}/.\\ /,/A ‘e o \.,‘8‘=\’:>.\\ 0; ‘;I‘. E 0.6+ \\ // ‘,:‘
° g o s \::. ° % °
40000 g 0.49 -~ 40000
10000 O - - 10000
5000 0.9 -+- 5000
2000 ' -e- 2000
1000 1000
0.0
T T T T T T T T
0.25 1 3 8 0 0.25 1 3

mtry factor mtry factor



=5

No signal: Classes 3 ; nodesize

=5

No signal: Classes 3 ; nodesize
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OOB error rate

OOB error rate

No signal: Classes 4 ; nodesize =5
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lll: Real microarray data sets:

(left: nodesize = 1, right: nodesize = 5)




Leukemia; nodesize = 1 Leukemia; nodesize =5
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Adenoc.; nodesize = 1
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OOB error rate

Breast, 2 cl.; nodesize = 1
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OOB error rate

Breast, 3 cl.; nodesize = 1
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Breast, 3 cl.; nodesize =5
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OOB error rate

NCI 60; nodesize = 1
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NCI 60; nodesize =5
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OOB error rate

Brain: nodesize = 1
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Brain: nodesize =5
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OOB error rate

Colon.; nodesize = 1
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OOB error rate

Lymphoma; nodesize = 1
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OOB error rate

Prostate: nodesize = 1
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Prostate; nodesize =5
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SRBCT; nodesize = 1

SRBCT: nodesize =5
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