Supplementary Table I. Yeast strains used.

Name Genotype

MHY495* a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 ubc6A::HIS3
MHY498* a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 ubc4A::HIS3
MHY 500" a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1

MHY501* a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1

MHY 1364 (YTX105)" o his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 cuel A::HIS3
MHY1631°¢ a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 doal OA::HIS3

MHY 1669 (RHY1952)" o his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 hrd1A::LEU2

MHY 1687
MHY1703¢

a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 cuel A::HIS3 ubc4A::HIS3
a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 doalOA::HIS3 hrdIA::LEU?2

MHY 1824 (SMY12-3d)° a his3-A200 leu2-Al ura3-52 ade2-A426 lys2-801 mps2-1
MHY 1825 (SMY12-6a)° a his3-A200 leu2-Al ura3-52 ade2-A426 lys2-801

MHY?2482 (Y0650)"
MHY?2483 (Y0801)"
MHY3011

MHY3185
MHY3187 (CUY29):
MHY3188 (CUY412):

a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 cdc48-6

a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 npl4-1

a his3Al leu2 AO::pRS305-Degl-URA3-3HA ura3A0 met15A0 lypl A
canl A::MFAlpr-HIS3

a his3-A200 leu2-Al ura3-52 ade2-A426 lys2-801 mps2-1 doal0A::HIS3

a his3-A200 leu2-3,112 ura3-52 lys2-801

o ade2-101 leu2-3,112 ura3-52 ndcl0-2

MHY3189 (CUY1053)* a his3-A200 leu2-3,112 ura3-52 ndcl0-2 kis3-66
MHY3190 (CUY1054)% a his3-A200 leu2-3,112 ura3-52 ade2-101 ndc10-2 kis4-14

MHY3272
MHY3273
MHY3512 (SM4783)"
MHY3528
MHY3566'

a his3 leu2 ura3 lys2-801 ndcl0-2 cuel A::kanMX

a his3-A200 leu2-3,112 ura3-52 ndcl0-2 doalOA::HIS3

a his3 leu2-3,112 ura3-52 trpl ade2-1 cdc48-3

a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl-1 adel-100 ufdl-1
a his3-A200 leu2-3,112 ura3-52 lys2-801 trpl1-1 ufdl-2

“Chen et al., 1993; *Biederer et al., 1997; ‘Swanson et al., 2001; dBays et al., 2001; “‘McBratney
and Winey, 2002; ‘Braun et al., 2002; fKopski and Huffaker, 1997; hHuyer et al., 2004
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