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Cluster 1 (181 genes). SHR=0.538.

SHA=0.105. PBM=35.312 hours.

Average
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Cluster 2 (311 genes). SHR=0.452.

SHA=0.107. PBM=42.848 hours.

Average
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Cluster 3 (208 genes). SHR=0.711.

SHA=0.24. PBM=43.328 hours.

PHYE
Average
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Cluster 4 (72 genes). SHR=0.763.

SHA=0.182. PBM=43.664 hours.

PHYB
Average
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Cluster 5 (280 genes). SHR=0.608.

SHA=0.203. PBM=47.696 hours.

SPA1
Average
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Cluster 6 (54 genes). SHR=0.603.

SHA=0.247. PBM=50 hours.

Average
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Cluster 7 (306 genes). SHR=0.639.

SHA=0.189. PBM=29.504 hours.

Average
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Cluster 8 (53 genes). SHR=0.619.

SHA=0.241. PBM=30.272 hours.

CRY1
Average
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Cluster 9 (292 genes). SHR=0.779.

SHA=0.291. PBM=32 hours.

WNK1
PHYA
Average
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Cluster 10 (98 genes). SHR=0.555.

SHA=0.235. PBM=42.704 hours.

Average
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Cluster 11 (46 genes). SHR=0.665.

SHA=0.339. PBM=41.312 hours.

Average
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Cluster 12 (47 genes). SHR=0.46.

SHA=0.236. PBM=34.16 hours.

Average
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Cluster 13 (60 genes). SHR=0.713.

SHA=0.346. PBM=35.408 hours.

Average
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Cluster 14 (325 genes). SHR=0.502.

SHA=0.233. PBM=34.544 hours.

ELF4
ELF3
Average
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Cluster 15 (26 genes). SHR=0.686.

SHA=0.441. PBM=48.944 hours.

Average
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Cluster 16 (63 genes). SHR=0.7.

SHA=0.383. PBM=45.728 hours.

Average



30 40 50 60 70

−
1.

5
−

1.
0

−
0.

5
0.

0
0.

5
1.

0

Time

lo
g 

ex
pr

es
si

on
 le

ve
l

Cluster 17 (126 genes). SHR=0.73.

SHA=0.534. PBM=44.96 hours.

SP1 homologue
Average
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Cluster 18 (59 genes). SHR=0.76.

SHA=0.731. PBM=46.832 hours.

COL1
Average



30 40 50 60 70

−
1.

0
−

0.
5

0.
0

0.
5

Time

lo
g 

ex
pr

es
si

on
 le

ve
l

Cluster 19 (20 genes). SHR=0.668.

SHA=0.537. PBM=50 hours.

Average
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Cluster 20 (24 genes). SHR=0.802.

SHA=1.595. PBM=46.928 hours.

LHY
CCA1
Average
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Cluster 21 (34 genes). SHR=0.702.

SHA=0.84. PBM=42.416 hours.

Average
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Cluster 22 (58 genes). SHR=0.762.

SHA=0.955. PBM=34.112 hours.

GI
PRR5
Average
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Cluster 23 (30 genes). SHR=0.783.

SHA=1.056. PBM=30.176 hours.

PRR7
PRR9
PIF4
PIL6
EPR1
Average
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Cluster 24 (21 genes). SHR=0.387.

SHA=0.37. PBM=26 hours.

Average
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Cluster 25 (38 genes). SHR=0.645.

SHA=0.697. PBM=35.12 hours.

LUX
PRR3
FKF1
TOC1
CCR2
Average
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Cluster 26 (131 genes). SHR=0.716.

SHA=0.619. PBM=33.152 hours.

Average
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Cluster 27 (100 genes). SHR=0.703.

SHA=0.522. PBM=30.176 hours.

PHOT1/NPH1
Average


