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T064  GAAAACGGATTGCTTCGGTTGTGACG GGCAAATT GTCTTGTAGTGTGATACGGTCCGGGTCCATCAACAACGCATGACCCAACAAACCGC
TC22  .GC....C.CG.AC..CTCC..AG.. AT...... .......CAATGAGCCTA.CTT................A...........TGAAA.
T131  .GC...A.GC.T....CTCCAC.GT. AT...... .......CAATGAGCCTA.CTT............T.T.AGGTC.............
T124  .GC...A.GC.T....CTCCAC.GT. AT...... .......CAATGAGCCTA.CTT............T.T.AGGTC.............
TG40  .GC...A.GC.T....CTCCAC.GT. AT...... .......CAATGAGCCTA.CTT............T.T.AGGTC.............
TG55  A..TGTA..C.TACAGCTCC..AG.. A.AG.... .......CAATGAGCCTA.CTT..........GT.C.CAGG.CATTGGAG.GAA.A
TC103 A..TGTA.GC.T.CAGCTCC..AG.A AT...... AGTCCACCAATGAGCCTA.CTT............T.T.AGGTC.............
TC28  A..TGTA.GC.T.CAGCTCC..AG.A AT...... AGTCCACCAATGAGCCTA.CTT............T.T.AGGTC.............
TFF18 .GC....C.CG.AC..CTCCAC.GT. ........ .......CAATGAGCCTA.CTT..........GT.C.CAGG.CATTGGAG.GAA.A
TF127 .......................... ........ ........................................................
TF14  .......................... ........ ........................................................
TG44  .GC....C.CG.AC..CTCC..AG.. AT...... .......CAATGAGCCTA.CTT................A...........TGAAA.
TV400 ......AC.CG.A.AGCTCC..AG.. AT..G.C. .......CAATGAGCCTACCTT................A...........TGAAA.
TG57  ......AC.CG.A.AGCTCC..AG.. AT..G.C. .......CAATGAGCCTACCTT................A...........TGAAA.
T077  A...GTA.GC.T.C..CTCCAC.GT. ..AGGGCC .......CAATGAGCCTA......................................
TG48  A...GTA.GC.T.C..CTCCAC.GT. ..AGGGCC .......CAATGAGCCTA......................................
TD29  A..TGTA..C.T.CAGCTCC.C.GT. A.AG..C. AGTCCACCAATGAGCCTA.CTTAAACATGCTGGT.C.CAGG.CATTGGAG.GAA.A
TG46  A..TGTA.GC.T.CAGCTCC..AG.A A.AG..C. AGTCCACCAATGAGCCTA.CTTAAACATGCTGGT.C.CAGG.CATTGGAG.GAA.A
T107  A......C.CG.AC..CTCC..AG.. AT...... .......CAATGAGCCTA.CTT............................TGAAA.
TE26  A..TGTA..C.TAC..CTCCAC.GT. .....GCC .......CAATGAGCCTA.CTT..................................
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T064  GATGCCCCGAGG TTTACCGATAAGGGTCACACTAACCCCAA GCCGCTCAAGCCAATGAAAACAACTGTAGGA ACTCATCACG  TGA
TC22  .GCA........ ........C..........ACGGTTTTTC .TAAAGTTTAA...CATCG.AGGAAAGGAAT ......GGGA  ...
T131  .GC......... CCCG....C.................... .TAAAGTTTAATG.C....G........... GGCTCA.GG.  ...
T124  .GC......... CCCG....C.................... .TAAAGTTTAAT..CATCG.AGGAAAGGAAT .....A.GGA  CA.
TG40  .GC......... CCCG....C.................... .TAAAGTTTAATG.C....G........... GGCTCA.GG.  ...
TG55  A........... .......GC.................... ...................G........... ..........  C..
TC103 .GC......... ...GTGCGC...........C.GT..... .TAAAGTTTAATGTCATCG.AGGAAAGGAAT .....A....  C..
TC28  .GC......... ...GTGCGC...........C.GT..... .TAAAGTTTAATGTCATCG.AGGAAAGGAAT .....A....  C..
TFF18 A........... ....TGC.C.................... ............G.CATCG.AGGAAAGGAAT GGCT...GG.  ...
TF127 ............ ............................. ............................... ..........  ..G
TF14  ............ ............................. ............................... ..........  C..
TG44  .GCA........ .......GC..........ACGGTTTTTC A...........GTCATCG.AGGAAAGGAAT GGCT..GGGA  ...
TV400 ..C......... ........C..........AC.GT.T... .TAAAGTTTAAT..CATCG.AGGAAAGGAAT .......GGA  CA.
TG57  ..C......... ........C..........AC.GT.T... .TAAAGTTTAAT..CATCG.AGGAAAGGAAT .......GGA  CA.
T077  .GC......... ....TGCGC.................... .TAAAGTTTAAT..CATCG.AGGAAAGGAAT .....A.GGA  ...
TG48  .GC......... ....TGCGC.................... .TAAAGTTTAAT..CATCG.AGGAAAGGAAT .....A.GGA  ...
TD29  AGC......... CCCG....CGCAAAAGGACAC.G.T.... ............................... .......GGA  ..G
TG46  AGC......... CCCG....C....AAGGAC.C.GT.TTTC A...A....AAT.......G........... GGCT...GGA  ...
T107  .GCATTATCGCA CCCG....C..........AC.GT.TTTC A...AGTTTAA.GTCATCG.AG....G.... GGCT...GGA  C..
TE26  .GCATTATCGCA CCCG....CGCAAAAGGAC.CGGTTTTTC A...AGTTTAAT.......G........... ......GGGA  C..
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