Epc-N SUBFAMILY I



>0OsativaNP_914427
MRSPCFLNHGGSRTDGTEVCVFLLRFLFHCAPFALRIVEIPSLGYGLSPLRLYGVFSTDLHTSRSTDRPW
EGAFDADRFYPRRRIDSAAQFGADPRVGRIRRTIQSSCVFSCEICGVVRDWRSEVVCVIRIFSAAGGGSG
LDSVVGSTLLLSGSDRPSATDATESVQGLDGEETLSERASVGAGQGPSSONGGGKEEPSSSSSAGSKRKR
TSLSSDRVELNGLDAAGTSSGDSTWSEDSFNGRHGRSLPRNKDGHLEHSVNSGEVAVIRQPRGVLRLRKL
AQNVSIKSGTGGRKVLRSNGITKATQVORRKRRKSQTLKENRVGSNDPINCLKVENGTCDQDNSTNFCSE
NDVSVEKQPNLSGEPSKHVHPTKESSVHVQEEDNVNLEENAARMLCSLSDNMCASSLRKSAKSLNRSSKA
YFVQHSEHFKDSCNKDKGMAGPARLLRNRDGKASSKKRRPRRHFYEVSPHDVDP

PSEARHKSNRRNPRSIFKPKYEVDEREDI
DRNSTGSSESGPIISLLSRSNHARSATSSNTNKQNHTHSDISPVMFDQKQSMLCSDDRPGGSPANAGEEI
PEDRTTLKDSRFRFVYSRKRSCRRKNGFLNTSEQDSDLKYRKVTGALFASVAGWGSVTENVTSRRHGILV
LSQPLKSIYKIMSEACHVWLLNALVLLHRGAMVSLWPAVHLEILLVDDTLGLKHLLLETSLRSAVSLFCL
LVGCFNSYSKASTRNESKMLCTSVRVRISGLHGRSQVVFLMFSFVGVKYPKWKHLQGQOLOHHHIKRGLSK
VNCACADIKQLTNGTDQRVCTSTEHFSKGLSLDAQDSLFFTESKYSNVDPIIFCLDERSKSVQONHLDVAA
APSLLFFHHLKLRSESNLTSKSLPEFMPITLEEDQQSLPQHTSDLVHLAASASEVCSVYVSPSNTGSLDM
GTAGCINHSGSASSKLNTAKRTVSLDCNSRGIGGANITSRSFPDQIMDGSLSAVCPPQKYQKRCSSISIP
GDNISDPPDDKLLNKEEKAMQPTSDLVQELNEYPIGRVTPTAPRTPYHRNRFTSLSRTFGDGSKLWQEDI
MVTGFAGGSKKPRTQVLYSVSPRSDEPGSKHKGHFRKIQSHSSAKRLPDNSRSEQSSPESLACVANVLVT
VGDRGWREYDTQITIDSDGQSERRICVKLAEGTKYAHKVLOVLOPGATNRYTHAMIWKGGTEWCLEFPDR
SOQWLIFKQOMHDECYSHNIRAASVKNIPIPGVCFAEAHDDHDAVSFVRSODYIGHIGTDVEMALDESRVIY
DMDSDDEVWVSRWRKLGKDSTSVTDDLFERIMDKFEKLAYSHNCNELTIDQMKELDSDNIPLDTIKVIHD
YWODKRKKKGMPLIRHFQSAMWKIHEQQLOQEWESTALRIQGSSNGYQVKLPPKPALFAFCLRPRGLQPQT
PYKGPKQRSHKKLMSSGSFSREQDGFYRPGYSPRFSVKTESPRAFDGLERCSTPRFLRTNSVKRTASFAF
SEDHQPSPSFRHQRVKRGAPDHWNAVIHEWQSSKHLLPGASQSPRVD

SSRDSSRDGRRDFRDD

Epc-N

>AthalianaCAB79979
MQVAFMENRLGNSNGVGISKKSRSLDLKTLYKSSISKDSVNKSFKRKHRSGIDGDQLKQDKKSRKVVSLS
SFKKVGSQNESILDKACNGTTILHNLEDSKEVGLDEKLCDSNGLQVISVGLASSTIYVPRRRRDFVGRSR
FENGLAQKSAGESDSQEELVVNIPKVTAEESSVQDQPSKVEEKDSDKDIKESNSAAPLQLENGHSNQSPV
KDDQLVVVKQRNSNSRKRKSSASNRRVGKEAKSSGDASGRISKVSREDDEENLEANAAIMLSSRFDPNCT
QFPSNSVTPGSPSASRLHPLPSGKNSVDPRSELLSSKCVSDDTDDRMLRPRRHNDDGKGKVRKRRHFYEI
L FPSEVPG
KNQRKRRCSESKSTQKVKGNDTSSKDEEKQKEKLEDDSCMESEPIITWLARSRHRDKSSTLKAVQKRKKT
DVMTSNESVKMNGDVTDRSASSLASCGLPGPSKNELESSGFRNGSIFPIVYCRRRLHTAKKDIYKESGYN
SVEFLKQFLVSKSPDPGVEFLPIEDSGDLELCCPWNESEQFELSLSLQOGVSLMSYFLMADVDWLSRAALL
LRHGTLVTLWPRVRLEMIFLNNQDGLRYLIFEGCLMEVVQLIFRILMVVDHSNKQGAQGADADLQLPVFS
IGLQVSCIPGFQRQLGFQIYSFHEVKHSKWSYLEQNVRRHSLLVKQVSIAECTHNNMKVLQKVMQKRSRH
GISSGLVSRGSSSAEAWPTSVCYKKONTSPFALLFTARPPTLLLSLHLNMIRELGHDSADFLGIERDLVT
HRGCDMADFTNEHSELSLKSKSQTDEPIITSSRAQESKDLHTPSQSQQLGSDSENWMSYSSSVVRHKHET
RSNVSVNGISIQVPISDDCEDGTPQSSNLALNIQGSSNSSPKATAPRSMWNRSKSSLNGHLSHGWSDSKG
DFLNTNLANGPKKRRTQVSYSLPSGGSDSRNKGSLLKGMPNKRIRRSTADVTKGIQKDLESSLCDANVLV
TLGDRGWREYGAQIFLEPFDNNEWRLAVKISGTTKYSHRAHQFLQPGSVNRFTHAMMWKGGKDWTLEFPD
RGOWFLFKEMHEECYNRNTRAALVRNIPIPGIRMIERDNFDGTETEFIRSSSKYFRQTETDVEMALDPSR
VMYDMDSDDEQCLLRIRECSSAENSGSCEITEDMFEKAMDMFEKASFVKQOQRDNFTLIEIQELTAGVGSLE
AMETIYELWRTKRORKGMPLIRHLOPPLWEKYQRELKDWELVMSKANTPNSCGSQKKQSPTEKPAMFAFC
FKPRGLEVKHRGTKHRSQKKLSVYAQHSSALGDYDGCNSSGRRPVGFVSGDERFLYSNQSYEHSNEFSVH
PGTYSPRDLGMGYFSSGGNGYHRNHQNKSQRINGKRNTSERWDAGYSECPSSNLVCYSNGSQRPDVEGIR
NSTD SSEDLGNNNGVES
SSEG

Epc-N



>AthalianaCAB86009
MPSVGMRRTTRVFGVVKAADGARVLRSGRRIWPNVGEPKVRRAHDVVDRDCDSVLKNQNKSKGNKVSSGK
SNSQPCSPKQVSSEKEDKVDDFPVTKRRKVRNEGVGDEKTVDKMFGIVYSRKRKRLCEPSSSDRSEEPLR
SLKFYRRRRKLSQRVSSVLTLTVDWSCEDCWFLTVFGLAMRYIRREELRLSSLASFFLSQPINQVFADHG
VRFLVRSPLSSRGVCKFFGAMSCLPLFSADFAVIPRWFMDMHFTLFVRVLPRSFFFVEKSLYLLNNPIEE
SDSESELALPEPCTPRNGVVVGLHPSVRASKLTGGNAQYRGNLGSHSFQKRRSSLRRRRARNLSHNAHKL
NNGTPVFDISGSRKNRTAAVSSKKLRSSVLSNSSPVSNGISIIPMTKTKEELDSICCSANILMIHSDRCT
REEGFSVMLEASSSKEWFLVIKKDGAIRYSHMAQRTMRPFSSNRITHATVWMGGDNWKLEFCDRQDWLGF
KDIYKECYERNLLEQSVKVIPIPGVREVCGYAEYIDNFPSFSRPPVSYISVNEDEVSRAMARSIALYDMD
SEDEEWLERQONQKMLNEEDDQYLQLQREAFELMIDGFEKYHFHSPADDLLDEKAATIGSISYLGRQEVVE
AVHDYWLKKRKQRKAPLLRIFQGHQVKKTQLLSKPVFRKRRSFKROQGSQLHGKAKQTSPWMVAVKAAEPE
EEDDILRMEEAKVLADKTMETATIAKRRRAQILAENADLAVYKAMRALRIAEAIKEAESREVDTTVV

Epc-N
Coiled coil

>0OsativaXP_463767
MRKRTASDRIRVPSSNPAPSPSPPPPPPPPEEPAVPMPHVGARRSTRVFVPKTPRPPQPSDPARVLRSGK
RLAFSESPADAHWFQCKPNNCFHVHDHQRQLHDDPKPPPPPLPRTRSFGIVYSRKRRRRLPEPKEDTRFA
IVFTRKRPKVAPFQHHAPNDLATIPCSSSREFASRTGFFDSHFLTLVDCIPTNKADAAMLIVLVDSSCSG
SSQHFLRLLLSVLRWMRSCRRGKVRNLASFLSSDAVATALALRGLHFVQLQCRRDCALSQRALVQCGWCE
LRGAKDSEPLLSVNFLAVPSYFQILHLLIALESMYLPAVIRTRMHLVGGAEEIYPRTLLEEDSESLSTGD
TDPAVDLCSNKLCSVAQDYVPLEEIAGVVVHGLRLKKHQRKRSSMRHPLSROQRLAARFPDKVVATNQTDV
ARQTEADAPPSVSPELPLEPVKPKAALEISLDLLENMDDSDVSTPIGSNGKQKRSSLKSPIERMNERLAL
AEVRONIDSVHCRANLLIIQPDRCWREEGAEVMLEPSESNEWCIAVKIHGVNRISLKPSEQRFYVVNRFT
HAYILAVDDGLKIEFSDKWDWLLFKELQIEGRERNSQGKMIPIPGVNEVSDDMGVIGTYPFSRPVPDYIR
MADDEVGRALSRDSVYDLDSEDEQWLTQLNHSDSDRKSAHLNHISYEDFEKMITTFEKDAFNNPEGTSDL
DOILSRYPTLEKDHNVLAVHEYWINKRYKKGVPLLRILOGATLRRGQLSQRSIKKKRSFKRQRSQAGRGK
PDICLODANGAEEEALRRVVEAERAATQAGETAVRLRSRAQRLMAKAELVAYKSIMALRIAEAARISDSS
RDLVLTTLD

Epc-N
Coiled coil



Epc-N SUBFAMILY II



>RnorvegicusXP_342433
MVIPVPEAESNVNYYNRLYKGEFKQPKQFIHIQPFNLDNEQPDYDMDSEDETLLNRLNRKMEIKPLOFET
MIDRLEKASSNQLVTLOQEAKLLLNEDDYLIKAVYDYWVRKRKNCRGPSLIPQIKQEKRDGSTNNDPYVAF
RRRTEKMQTRKNRKNDEASYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYHLGDYGGE
ILNEVKVNRSEKELYASPATLHNGNHHKVQECKTKHPHHLSLKEEASDVVRQKKKHPKKPKAEAVLAPPQ
PTPETVPVINKSDIKQYDFQSSDEDEFPQVPSPASEPEEENDPDGPCAFRRRAGCQYYAPRLDQANNHPC
ESSELADLDKLRYKHCLTTLTVPRRCIGFARRRIGRGGRVIMDRISTEHDPVLKQIDPEMLNGLSSSSQT
IDFSSNFSRTNASSKPCENRLSLSEILSNIRSCRLOCFQPRLLNVQDIDSEECTSRKPGQTVSSKRVSAA
SVALLNTSKNGISVTGGITEEQFQTHQQQOLAQMOROOLAOLOOKOOSOHSSOOTHPKAQGSSTSDCMSKT
LDSASAHFAASAVVSAPVPSRSEGSKEQONTGHNNMNGVVQPSGPSKTLYSTNMALSSSPGISAVQLVRTV
GHTTTNHLIPALCTSSPQTLPMNNSCLTNAVHLNNVSVVSPVNVHINTRTSAPSPTALKLATVAASMDRV
PKVTPSSAISSIARENHEPERLGLNGIAETTVAMEVT

Epc-N
EpcC 7.5e-160

>MmusculusAAH48785
NVNYYNRLYKGEFKQPKQFIHIQPFNLDNEQPDYDMDSEDETLLNRLNRKMEIKPLOQFEIMIDRLEKASS
NOLVTLOQEAKLLLNEDDYLIKAVYDYWVRKRKNCRGPSLIPQIKQEKRDGSTNNDPYVAFRRRTEKMQTR
KNRKNDEASYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYHLGDYGGEILNEVKVNRS
EKELYASPATLHNGNHHKVQECKTKHPHHLSLKEEASDVVRQKKKYPKKPKAEAGIAPQQPTPETLPVIN
KSDIKQYDFQSSDEDEFPQVPSPASEAEEENDPDGSCAFRRRAGCQYYAPRLDQANNHMCENSELADLDK
LRYKHCLTTLTVPRRCIGFARRRIGRGGRVIMDRISTEHDPVLKQIDPEMLNGFSSSSQTIDFSSNFSRT
NASSKPCENRLSLSEILSNIRSCRLQOCFQPRLLNVQDIDSEECTSRKPGQTVSSKRVSAASVALLNTSKN
GISVTGGITEEQFQTHQQQLVQOMOROOLAOLHOKOOSOHSSOOTHPKAQGSSTSDCMSKTLDSASAHFAA
SAVVSAPVPSRSEGSKEQNTGHNNMNGVVQPSGPSKTLYSTNMALSSSPGISAVQLVRTVGHTTTNHLIP
ALCTSSPQTLPMNNSCLTNAVHLNNVSVVSPVNVHINTRTSAPSPTALKLATVAASMDRVPKVTPSSAIS
SIARENHEPERLGLNGLAETTVAMEVT

Epc-N
EpcC 3.8e-157

>CfamiliarisXP_533350
MVIPVPEAESNVNYYNRLYKGEFKQPKQFIHIQPFNLDNEQPDYDMDSEDETLLNRLNRKMEIKPLOFET
MIDRLEKASSNQLVTLOQEAKLLLNEDDYLIKAVYDYWVRKRKNCRGPSLIPQIKQEKRDGSTNNDPYVAF
RRRTEKMQTRKNRKNDEASYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYHLGDYGGE
ILNEVKINRSDKELYATPATLHNGNHHKVQECKTKVNILWGEAHMHPHHLSLKEEASDVVRQKKKYPKKP
KAEALITSQQPTPETLPVINKSDIKQYDFHSSDEDEFPQVPSPVSEPEEENDPDGPCAFRRRAGCQYYAP
RLDQANHSFENSELADLDKLRYRHCLTTLTVPRRCIGFARRRIGRGGRVIMDRISTEHDPVLKQIDPEML
NGFSSSSQTIDFSSNFTRTNASNKHCENRLSLSEILSNIRSCRLOQCFQPRLLNLQDSDSEECTSRKSGQT
VNNKRVSAASVALLNTSKNGISVTGGITEEQFQTHQQQLVQOMOROOLAOLOOKOOSOHSSOOTHPKAQGS
STSDCMSKTLDSASAHFAASAVVSAPVPSRGEVAKEQNTGHNNINGVVQPSGTSKTLYSTNMALSSSPGI
SAVOQLVRTVGHTTTNHLIPALCTSSPOQTLPMNNSCLTNAVHLNNVSVVSPVNVHINTRTSAPSPTALKLA
TVAASMDRVPKVTPSSAISSIARENHEPERLGLNGIAETTVAMEVT

Epc-N
EpcC 3.1le-163

>AmelliferaXP_397232

MSKLSFRARALDASKPMPIYMAEELPDLPDYSAINRSLPOMPSGMEKEEECEHHLQRAICTGLIIPTPEV
TDLTDVEAYDKIYPADYKLPROQLIHMOPFAMEQDIPDYDMDSEDEKWVAIQSRKMDLTPLOFEEMMDRLE
KSSGOTVVTLNEAKALLKEDDDLITAVEDYWLNKRLKTQHPLLLTVKTEHRFGSAANNPYLAFRRKTEKM
QOTRKNRKNDETSYEKMLKLRRDLSRAVTLFEMVKRREKTKREHLHLTIEVYEKRYQAQDFNGQILAEVSA
LKTPRPAFAPLFTNQFGVHONWANKVCSKDEVVPRKEKRQYKKRKHKTDSRGGSLEDNGVRSGTGSGGGR
GSRPSVLGGGLDPLISSDEDGPLPSHSHSQPSVPSDRDDEDIADEGQFAFRRNRNSTYLPPVSGGFGNWP
WCDKNEGGMADKKYRFALTSISKPVPRCIGFARRRIGRGGRVILDRCSTDMDDMWSSLDFTIHQPKREPV
DSDTTAMSTTSVKKEWLHFRPKTPPVSVHSPSEESSDTDSDIEPILTQSKPLPYPFPPEATSICVEVEPD
RAGDEPPFTSEFNIADYFSPDTLSDFDLAVASITSSACISGSDNNSNDTRTDELGSSHFVVTPLPSSLFA



QPATQQOSRPQCSGSGFSVVNTSTSSIVPSSFSCTINQPTTSNAVSTQCANAAIETQSNQSKQQOHRQLPN
NSSPVSILSKSLTSPTNNRNGGSSGSGSAGVRVFSASTTTSGTITNFGNGHONGPLSHINNSNNLSNSTH
VVNNQSTIVLPQKHPPSNLLPGLIAQSKLASLARQQQQTQOSQOASTQQIPTSGEITLNSNSENMDMKVDGV
ESATCDGKPQQQQLVRANKTNSLAMEVT

Epc-N

>PtroglodytesXP_526096
MTEVITAFKEFLPLTAFNLDNEQPDYDMDSEDETLLNRLNRKMEIKPLOFEIMIDRLEKASSNQLVTLQE
AKLLLNEDDYLIKAVYDYWVRKRKNCRGPSLIPQIKQEKRDGSTNNDPYVAFRRRTEKMQTRKNRKNDEA
SYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYHLGDYGGEILNEVKINRSEKELYATP
ATLHNGNHHKVQECKTKVNIVWEEACMDEEASDVVRQKKKYPKKPKAEALITSQQPTPETLPVINKSDIK
QYDFHSSDEDEFPQVLSPVSEPEEENDPDGPCAFRRRAGCQYYAPRLDQANHSCENSELADLDKLRYRHC
LTTLTVPRRCIGFARRRIGRGGRVIMDRISTEHDPVLKQIDPEMLNSFSSSSQTIDFSSNFSRTNASSKH
CENRLSLSEILSNIRSCRLQCFQPRLLNLODSDSEECTSRKPGQTVNNKRVSAASVALLNTSKNGISVTG
GITEEQFQTHQOOLVOMOROOLAOLOOKOOSOHSSOOTHPKAQGSSTSDCMSKTLDSASAHFAASAVVSA
PVPSRSEVTKEQNTGHNNINGVVQPSGTSKTLYSTNMALSSSPGISAVQLVRTVGHTTTNHLIPALCTSS
POTLPMNNSCLTNAVHLNNVSVVSPVNVHINTRTSAPSPTALKLATVAASMDRVPKVTPSSAISSIAREN
HEPERLGLNGIAETTVAMEVT

Epc-N
EpcC 2.7e-163

>HsapiensAAK60500
MEKEEESEHHLQRATISAQQVFREKKESMVIPVPEAESNVNYYNRLYKGEFKQPKQFIHIQPFNLDNEQPD
YDMDSEDETLLNRLNRKMEIKPLQFEIMIDRLEKASSNQLVTLQEAKLLLNEDDYLTIKAVYDYWVRKRKN
CRGPSLIPQIKQEKRDGSTNNDPYVAFRRRTEKMQTRKNRKNDEASYEKMLKLRREFSRAITILEMIKRR
EKTKRELLHLTLEVVEKRYHLGDYGGEILNEVKISRSEKELYATPATLHNGNHHKVQECKTKHPHHLSLK
EEASDVVRQKKKYPKKPKAEALITSQQOPTPETLPVINKSDIKQYDFHSSDEDEFPQVLSPVSEPEEENDP
DGPCAFRRRAGCQYYAPRLDQANHSCENSELADLDKLRYRHCLTTLTVPRRCIGFARRRIGRGGRVIMDR
ISTEHDPVLKQIDPEMLNSFSSSSQTIDFSSNFSRTNASSKHCENRLSLSEILSNIRSCRLQCFQPRLLN
LODSDSEECTSRKPGQTVNNKRVSAASVALLNTSKNGISVTGGITEEQFQTHQQQOLVQMOROOLAQOLOOK
OOSQOHSSQQTHPKAQGSSTSDCMSKTLDSASAHFAASAVVSAPVPSRSEVAKEQNTGHNNINGVVQPSGT
SKTLYSTNMALSSSPGISAVQLVRTVGHTTTNHLIPALCTSSPQTLPMNNSCLTNAVHLNNVSVVSPVNV
HINTRTSAPSPTALKLATVAASMDRVPKVTPSSATISSIARENHEPERLGLNGIAETTVAMEVT

Epc-N
EpcC 5.6e-164

>DmelanogasterCAH70455
MEHHLQRAISAQQVYGEKRDNMVIPVPEAESNIAYYESIYPGEFKMPKQLIHIQPFSLDAEQPDYDLDSE
DEVFVNKLKKKMDICPLQFEEMIDRLEKGSGQOPVSLOQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSL
IPSVKQEKRDGSSTNDPYVAFRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRE
LLHLTLEIMEKRYNLGDYNGEIMSEVMAQRQPMKPTYAIPIIPITNSSQFKHQEAMDVKEFKVNKQDKAD
LIRPKRKYEKKPKVLPSSAAATPQQOTSPAALPVFNAKDLNQYDFPSSDEEPLSQVLSGSSEAEEDNDPDG
PFAFRRKAGCQYYAPHLDQTGNWPWTSPKDGGLGDVRYRYCLTTLTVPQRCIGFARRRVGRGGRVLLDRA
HSDYDSVFHHLDLEMLSSPQHSPVNQFANTSETNTSDKSFSKDLSQILVNIKSCRWRHFRPRTPSLHDSD
NDELSCRKLYRSINRTGTAQPGTQTCSTSTQSKSSSGSAHFAFTAEQYQQOHQQOQOLALMOKOOLAQIOOOO
ANSNSSTNTSQGFVSKTLDSASAQFAASALVTSEQLMGFKMKDDVVLGIGVNGVLPASGVYKGLHLSSTT
PTALVHTSPSTAGSALLQPSNITQTSSSHSALSHQVTAANSATTQVLIGNNIRLTVPSSVATVNSIAPIN
ARHIPRTLSAVPSSALKLAAAANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 1.1le-159

>DmelanogasterAAC64271
MSKLSFRARHLDPSKOQMPIYLAEELPDLPEYSAINRAVPOQMPSGMEKEEESEHHLQRAICTGLIIPTPEV
LOTDOQPFYDAYYPPDYKMPROMIHMOPLGLDTEVPDYDMDSADEDWLSOOORLELTELKFEQMMDRLEKS



SGOTVVTLNEAKSLLNOQDDETSISVYDYWLNKRLKMOHPLILTVKTESRPGASSNNPYLAFRRRTEKMQT
RKNRKNDEASYEKMLKLRRDLQRATTILEMVRRREETKRDHLKMTVNIFEKRVEMRDFNGAVYSELNSQY
KNTRPAYNPLYTNQYSQGAAAVGTAGAILAALPTGLLPGGAGAAGNANVFGSASQYLNSSNLTMDAISGS
GNGNSSRKEKRPYKKRKHKLPRDKQOHQQOQQOTQQOHQQQOQYLPASGGAGVSPAHHLPHHLHHLSRQQSASP
AANDSIADSEEEDYFGAGAQNGNKLGSESEEETPFAFRRRSSCVYLPTROQRDGRYPWDSADEDMAPSGAC
SDAKYRYTLTSLNYPRPRCIGFARRRLGRGGRILLDRATTNFDDFWSQLDYTVMESVTVNKCRDKIKPGD
PDOLCKPSSPPTVVDLVPAGKPVDGEHPVPELIKEEPSSDTEKPVAATESGRESKERELEEKFENDVDDE
FVASDDENVSRLGIYSSAVTLPQSCADLRQKRRRLRRKKQOQLRELNAAKRLKRSSEAVATAEDVQLEDED
TKPDLRPLPRAYLOQRLALILGQKLKVEEDDNTEVSENVAPELLEMNDPEQLQPPRANHQQOHHRSNHNNNN
NTVLNNNNSSSSNVMNKDVSISEKINVIKQEAEELVGGKCEDQPVASTSAAAAAARAAEAAAAAEAASST
TTLAAPNPGPSLEEVAKTIKREMIDADDSNEPLSSIRTAAVMLSTQTSVSELMDDEAEDDVNLAQLSSIT
RHTAVKKELEAQQHQQOQVOHEQMOAARKMEEDEAAPCLNQLPDVIRLRNIRNSQVHARPKDLFVQAPVDE
EFNADYMGGLSPTSSQRLDICNELLSEIRRDWLHFRPKTPTDELSDSQDCEVGKTCDSHAVDWTQGTPIS
VELNRLGKREAEESDSSSYFLSSGFKYRDLESDAQLLQTVQAQDYARGSSKSPNCSGSGSGSALEFNLSG
GDSLNDINNLLGCDDEDDNHEHMLDNILOQECAMDDPKALNQATNFWNGILDGEAAVDEVEMADQLLDCID
EKKSKVGAADTSKRAGRNRKARLIQAPVGSSAFTVCPTAETLKERELFFSQAPPVEVPPKEKTPAEVELP
EVVVKETANLPVKVEAVEKPQSEVLPVAPQPQQOLOPOAITLPTTQLINIPAQISTQKQHQQPQVTQLLNQ
FANAGPQITARTEYGGGAAVGDIVTITPHTGSSPLPTLTAQQQOLOHQLAQAQLRNVTVQQORQATPQONPNQ
NONPQOQOLLFOMQORDPSRSLTPLQAAGAGATGNHLIYTTSCGEIVTAGAAASASQKVTYAIQKAGVSSGG
ATTASIGPNTVITLSNVKVONDDISSGGSGNSGSSVNIINTASGQQLAVHSIAGMOQQOGQQQOVQQVTTST
PLLVATPTRNNVQQQQQOOLVQQQPIVWRQVSGTNTAVATTAVLSTTVDSSPKAVTNQILWTSRATQKRQL
NGPENTDINKLLLNRKLPRKQOIQQQHQOIQLTKQOLOQOLVQHEELDDLVATSTGNSGDQOMETGDGLQQQ
0000000Q0QLOKLSKVIKMSQFPLLVSDVSLOQQQOSVSGOAQQQQOLKPNSAAATAANHNYSLHPASTATI
TAQATPQOANKIFLTSSNSGGGGSAGNFTIATASELQAAAAGQKLHYKELPNSNLKLNFVSSAGTGEQTQ
QVGATTVLLNKSQQOQOQQQQHQKLKTLATTGNSQTGOGDKRVLYTSLLNVKPLOKNNSGOMOMQLGPGGL
QOQVLRGRLNNSAIITRTLPLGTTVNSTGGAVGPTTTTIRQLVTTNANNVSSQDGNLLSAKEVGKALTVEQ
VIASANNGGVVLPTSNNNNNNNGSGAGGNGGPLNSGVNATGAGGGGSTGAGVGGAGVTSTINR

Epc-N

>XtropicalisAAH75105
MSKLSFRARALDAAKPLPIYRGKDMPDLNDCVSINRAVPOQMPTGMEKEEESEHHLQRAISAQQVFREKKE
SMVIPVPEAESNVHYYSRLYKGEFKQPKOQFIHIQPFNLDYEQPDYDMDSEDETLLNRLNRKMEIKPLOFE
IMIDRLEKASSNQLVTLQEAKLLLNEDDYLIKSVYDYWVRKRKNCRGPSLIPQVKQEKRDGSTNNDPYVA
FRRRTEKMQTRKNRKNDEVSYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYNLGDFGG
EILNEIKIPKVEKEIHVIPPSLHNGNHHKVPECKVKNTHHPSVKDEVLEIVRLKKKYPKKPKAETLVTPQ
POATSEPLAVINKSDIKQYDFQSSDDDEFPQVPSPLSELEEENDPDGSYAFRRRTGCQYYAPRLDQMNDT
PETTDLSGLARHRYRHCLTTLTVPRRCIGFARKRLGRGGRVIMDRLSTEHDSILKQIDPEMLSGFSSSSH
VAQPPSSPSRTNASDRHCENRLSLPEILSNIKSCRLQCFQPRLLHTQDSDREECTSRLGQAVNVKRVSAA
LLNTSKNGITVTGGITEEQFQTHQQQLVQMOROOLAOLOOKOOSOOSLOOSHPKAQGSAKSDCMSKTLDS
ASALFAASAVVNSPTPGRSEVNKDQNAGHSNLNGVVQPSGTAKTLYSTNMALSSSPGISTVQLVRTVGHP
TTNHLIPTLCTSNPQTLTMGNSCLANTVHLNNVSVVSPVNVHINTRTSAPSPTALKLATVAASMDRVPKV
TPSSAISSIARENHEPERLGLNGIADTTVAMEVT

Epc-N
EpcC 4.3e-142

>GgallusXP_418573

MDIAGAVAVMAGLWLGVPWAACVLLQPVALLSAERWFPSAAVSIGVVGRTADTVMFKHRTRLLHPGFLLG
NRIRFSCESANDKILKFPLQKGALCVLLEVPDVSTGKAVREDAQDCESGGCSAAFIMSGDCMKQSCFLTA
PLGERSCCSPSALELSDLMEHHLOQRAISAQQVYGEKRDNMVIPVPEAESNIAYYESIYPGEFKMPKQLIH
IQPFSLDAEQPDYDMDSEDEVFVNKLKKRMDISPLOFEEMIDRLEKGSGQQPVSLOEAKLLLKEDDELIR
EVYEYWIKKRKNCRGPSLIPAVKQEKRDGSSTNDPYVAFRRRTEKMQTRKNRKNDEASYEKMLKLRRDLS
RAVTILEMIKRREKSKRELLHLTLEIIEKRYNLGDYSGEIVSEVMAQRQPMKPTYAIPIIPVTNSSPFKH
QETMELKEYKVNKQDKSDVIRPKRKYEKKPKVLPSSAAATPQQTSPAALPVFNAKDLNQYDFPSSDEEPL
SQVLSGSSEAEEENDPDGPFAFRRKAGCQYYAPHLDQPGNWPWSSPKEGRLGDVRYRYCLTTLTVPQRCI
GFARRRVGRGGRVLLDRAHSDYDNTFHQLDLEMLSSSQHSSISQFANTSETNTSDKSFSKDLSQILVNIK
SCRWRHFRPRTPSLHDSDNDELSLFFFQALQGYEMLCLRRLQLRVFVCLCELSLLRESETSLGLVHQTLN



HSNGSKSLQYSEFTVLPEYHIRLCLEEMLTIMQSKDVIEWLNWRKKMICNYILDDMCLSHFNDDRKNMLL
TDDDQLMITNENDIQSPYCCSPLSFDRSERFSVVPWLSQKEDEKASQPAGGLLGSSGLCLQVHTGSTALV
PSAVLGISPDPATAVCYGKLVRKGLCVGYHCFSCIWKQEMVFSFDRNSFSEAFTAEQYQQOHQQQLALMOK
QOOLAQTIHQQQANSNSSANTSQGFVSKTLDSVSAQFAASALVTSEQLMGFKMKDDVVLGIGVNGILQASGV
YKGLHLSSTTPTALVHTSSSSAAGSALLQPSNITQTSSSHSALSHQASAANSATTQVLIGNNIRLTVPSS
VATVNSITTLNARHIPRTLSAVPSSALKLAAATNCQVPKVPASSSVDAVPRENHETEKPALNNIADNTVA
MEVT

Epc-N
EpcC 3.7e-142

>XlaevisAAH80994
MSKLSFRARALDATKPLPIFRGNDMPDLNDCVSINRAVPOMPTGMEKEEESEHHLQRAISAQQVFREKKE
CMVIPVPEAESNVHYYSRLYKGEFKQPKQFIHITPFNLDYEQPDYDMDSEDETLLNRLNRKMEIKPLQFE
IMIDRLEKASSNQLVSLOEAKLLLNEDDYLIKSVYDYWVRKRKNCRGPCLIPQVKQEKRDGSTNNDPYVA
FRRRTEKMQTRKNRKNDEASYEKMLKLRREFSRAITILEMIKRREKTKRELLHLTLEVVEKRYNLGDFGG
EILNEIKIPKADKEIYAIPPSLHNGNHHKVPECKVKNTHHLNVKDEVLEIVRLKKKYPKKPKADILVTPL
PQOANSEPLAVINRSDIKQYDFQSSDDDEFPQVPSPLSELEEENDPDGSYAFRRRAGCQYYAPHLDQMNDT
PETTDLSGLARHRNRHCLTTLTVPRRCIGFARKRLGRGGRVIMDRLSTEHDSVLKQIDPEMLSGFSSSSH
TAQPPSSPSRTNASDRHCENRLSLPEILSNIKSCRLQCFQPRLLHTQDSDREECTSRLGQAVNLKRVSSS
LLNTSKNGITVTGGITEEQFQTHQQQOLVQMOKOOLAQLOOKOOSOOSLOOSHPKAQGSGSSDCMSKTLDS
ASALFAASAVVNSPAPVRSEVNKDQNAGHSNLNGVVQPSGTAKTLYSTNMALSSSPGISTVQLVRTVGHP
TTNHLIPTLCTSNPQTLTMGNSCLANTVHLNNVSVVSPVNVHLNTRTSAPSPTALKLATVAASMDRVPKV
TPSSAMSSIARENHEPERLGLNGITDTTVAMEVT

Epc-N
EpcC 1.6e-138

>DrerioAAH48890
MSKLSFRARALDAAKPLPIYRNKDLPDLTDCVSINRAVPOMPTGMEKEEESEHHLQRAISAQQVFREKKE
SMVIPVPEAESNITYYDRLYKGEFRIPKQLIHIQPLGLDNELPDYDMDSEDETLLNRLNRKMELKPVQFE
TMMDRLEKASTNQLVTLQEAKLLLNEDDYLLKSVYDYWVRKRKNCRGPSLIPQIKQEKRDGSTNSDAYVA
FRRRTEKMQTRKNRKNDEASYEKMLKLRREFSRTISILEMIKKREKSKRELLHLTLEVFEKRYQIGDFTG
EILNEVTVPLAEKTVYPAPISLPISSRHKTENKIKSHKIGPKHLHPFPVKPEPHFDFVRSHKKYNKRPKL
DTFRQTGWPERIQTINKADIKQYDFHSSGEEDYPLSPASEPDEENDPDGVFAFRRKAGCSYHAPVVDQSC
SPHWQOTGQODQLWQRNCLTALSVPRRCIAVACRRVGRGGRVVLDRTSSDLDHSLGHLDPDMLYPSAGSCV
PDLPVHTNTNSHVSQRSLTQLLGDIQACRWKFFRPRPLODNSRAEDKKGTPPVEKGGGTTLSNSVSGGFT
EEQFQSHQQOQOLVHMHKQLQQOOELQONSTAAEAHLHLHTLDSAGAHFAASAVINTPNNENRPQIASVNGVL
PNSGSFRQVKVNRSAPSGGGGAGGESGSLVRSPQLAVPQSLPHGHGHLSTVSAVSPAHTHHTARLCAPSP
SALKLASVASSLDRVPKVTPTSAIDIARENHEPERLALNGLSETTVAMEVT

Epc-N
EpcC 1.3e-25

>CfamiliarisXP_ 535156

MGTEQGARQRQPRASLDVKIIAVKVRPKWHPAPTVSGEVSAAPEMSKLSFRARALDASKPLPVFRCEDLP
DLHEYASINRAVPOMPTGMEKEEESGKKRPDLRRYRPRFREGVLPGRYRTKEHHLQRAISAQQVYGEKRD
NMVIPVPEAESNIAYYESIYPGEFKMPKQOLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPLQFE
EMIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSLIPSVKQEKRDGSSTNDPYVA
FRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKRYNLGDYNG
EIVSEVMAQRQPMKPTYAIPITIPITNSSQFKHQEAMDVKEFKANKQDKADLIRPKRKYEKKPKVLPSSAA
ATPQOTSPAALPVFNAKDLNQYDFPSSDEEPLSQVLSGSSEAEEENDPDGPFAFRRKAGCQYYAPHLDQT
GNWPWTSPKDGGLGDVRYRYCLTTLTVPQRCIGFTRRRVGRGGRVLLDRAHSDYDSMFRHLDLEMLSSPQ
HSPVNQFANTSETNTSDKSFSKDLSQILVNIKSCRWRHFRPRTPTLHDSDNDELSCRKLYRSINRTGTAQ
PGTQTCSTSTQSKSSSGSAHFAFTAEQYQOHQQOQOLALMOKOOLAQOIOOOOANSNSSTTTAONLASNQOKS
GFRLNLHHSHSIQGLERALQGFVSKTLDSASAQFAASALVTSEQLMGFKMKDDVVLGIGVNGVLPASGVY
KGLHLSSTTPTALVHTSPSTAGSTLLOPSNMTQTSGSHSALSHQVTAANSATAQVLIGNNIRLTVPSSVA
TVNSIAPINARHIPRTLSAVPSSALKLAAAANCQVSKVASSSAVDSVPRENHESEKPALNNIADNTVAME



VT

Epc-N
EpcC 3.2e-177

>HsapiensBAC03857
MVIPVPEAESNIAYYESIYPGEFKMPKOLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPLQFEE
MIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSLIPSVKQEKRDGSSTNDPYVAF
RRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKRYNLGDYNGE
IMSEVMAQRQPMKPTYAIPITPITNSSQFKHQEAMDVKEFKVNKQDKADLTIRPKRKYEKKPKVLPSSAAA
TPQQTSPAALPVFNAKDLNQYDFPSSDEEPLSQVLSGSSEAEEDNDPDGPFAFRRKAGCQYYAPHLDQTG
NWPWTSPKDGGLGDVRYRYCLTTLTVPQRCIGFARRRVGRGGRVLLDRAHSDYDSVFHHLDLEMLSSPQH
SPVNQFANTSETNTSDKSFSKDLSQILVNIKSCRWRHFRPRTPSLHDSDNDELSCRKLYRSINRTGTAQP
GTQTCSTSTQSKSSSGSAHFAFTAEQYQOHQQQOLALMOKOOLAOIQOOOANSNSSTNTSOGFVSKTLDSA
SAQFAASALVTSEQLMGFKMKDDVVLGIGVNGVLPASGVYKGLHLSSTTPTALVHTSPSTAGSALLQPSN
ITQTSSSHSALSHQVTAANSATTQVLIGNNIRLTVPSSVATVNSIAPINARHIPRTLSAVPSSALKLAAA
ANCQVSKVPSSSSVDSVPRENHESEKPALNSIADNTVAMEVT

Epc-N
EpcC 1.1le-159

>HsapiensAAH36529
MSKLSFRARALDASKPLPVFRCEDLPDLHEYASINRAVPOQMPTGMEKEEESEHHLQRAISAQQVYGEKRD
NMVIPVPEAESNIAYYESIYPGEFKMPKOLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPLQFE
EMIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSLIPSVKQEKRDGSSTNDPYVA
FRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKRYNLGDYNG
EIMSEVMAQRQPMKPTYAIPITIPITNSSQFKHQEAMDVKEFKVNKQDKADLIRPKRKYEKKPKVLPSSAA
ATPQOTSPAALPVFNAKDLNQYDFPSSDEEPLSQVLSGSSEAEEDNDPDGPFAFRRKAGCQYYAPHLDQT
GNWPWTSPKDGGLGDVRYRYCLTTLTVPQRCIGFARRRVGRGGRVLLDRAHSDYDSVFHHLDLEMLSSPQ
HSPVNQFANTSETNTSDKSFSKDLSQILVNIKSCRWRHFRPRTPSLHDSDNDELSCRKLYRSINRTGTAQ
PGTQTCSTSTQSKSSSGSAHFAFTAEQYQOHQQOQOLALMOKQQOLAQIQQQQANSNSSTNTSQGFVSKTLDS
ASAQFAASALVTSEQLMGFKMKDDVVLGIGVNGVLPASGVYKGLHLSSTTPTALVHTSPSTAGSALLQPS
NITQTSSSHSALSHQVTAANSATTQVLIGNNIRLTVPSSVATVNSIAPINARHIPRTLSVVPSSALKLAA
AANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 1.9e-159

>TnigroviridisCAG05437
MAVRIRKIPFDLVPVQEHHLQRAISAQQVYGEKRENMVIPVPEAESNITYYESLYPGEFKMPKQLIHIQP
FSLDTELPDYDLDSEDETFVNKLKKKMEISALQFEEMIDRLEKGSGQQLVSLOQEAKLLLKEDDELIKEVF
DYWSRKRKICKSSLLIPVVKQEKRDGSSTSDPYVAFRRRTEKMQTRKNRKNDEVSYEKMLKLRRDLSRAV
TILEMIKRREKSKRELLHLTLEIVEKRNTMPDYGCEVIAEALAQRALVKPVYTFPITPLSNSNQYRHQDH
LDMKDYKKPEKTEATRTKRKYEKKPKIPPLSAPQHSGPSIFSLKDLNQYDFPSSDEEPFSQIHSGSSEAE
EENDPDGCYAFRRKAGCQYYASRQODODGNWPWVAPSDGGLGDVRFRYCLTSLNVPRRCIGLARRRVGRGG
RILLDRAHADVDGVCQGLNSDIESAPLASPLPSSLLYGPNTSTSETNTSDPTTCSHHSSLLFTRSPFSKT
PLDLSQILLNIKSYRWRHFRPRTITHHPLGEGGLSLRGFRDFSRTVSGLTRTLSGGTNTVNRTGPAPTPV
HVLTAEQYQOHQEQLVLMOKQOLEQSOLOANNPTTTITTPNNTQVSGDDDDDDDDDOQVVRPAIVSKMLDOA
SAQFAASALVTTDQLLTFKSKEDLVVTGGLNGVVTGAGAYKSLHLLSTPTTHHQVNQSTNTTTSAVPTFL
QOPSSNSTSPSPAMVVPSSLSSTPSAHAAAALGILGCGTTNNSTPSSTQVLIGNNICLSVPTATSLAGRHT
PRTLGSVPSSALKLSATANLOMPKVSGASSVDLGSRDNHDEDKPALNSIADNTVAMEVT

Epc-N
EpcC 2.8e-45

>RnorvegicusXP_225457
MSKLSFRARALDASKPLPVFRCEDLPDLHEYASINRAVPOMPTGMEKEEESEHHLQRAISAQQVYGEKRD
NMVIPVPEAESNIAYYESIYPGEFKMPKQLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPVQFE



EMIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKTCRGPSLIPSVKQEKRDGSSTNDPYVA
FRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKRYNLGDYSG
EIMSEVMAQRQPVKPTYAIPIIPITNSSQFKHQDVTDAKEFKVNKQDKADLIRPKRKYEKKPKVLPSSAA
APQQPSPAALPGFSAKDLNQYDFPSSDEEPLSQVLSGSSEAEEENDPDGPFAFRRKAGCQYYAPHLDQTG
NWPWTSPKDGGLGDVRYRYCLTTLTVPQRCLGFARRRVGRGGRVLLDRAHSDYDSMFHHLDLDMLSSPQP
SPVNQFANTSETNTSDRPSSKDLSQILVDIKSCRWRHFRPRTPSLPDSDSGELSSRKLHRSISRAGPAQP
GAHTCSASTQSRSSSGSTHCAFTAEQYQOHQQOQLALMOOOOLAOTOOOOANSSSSTAAPONLASNOOTRG
SGLNVQGLERTLQGFVSKTLDSASAQFAASALMTSEQLMGFKMKDDVVLGIGVNGVLPASGVYKGLHLSS
TTPTALVHTSPSTAGSTLLOQPSNITQTSGSHSALSHQVTAANSATTQVLFGNNIRLTVPSSVPTVNSIAP
INARHIPRTLSAVPPSALKLAAAANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 8.7e-171

>HsapiensAAK60501
MEHHLQRATSAQQVYGEKRDNMVIPVPEAESNIAYYESTIYPGEFKMPKQLTHIQPFSLDAEQPDYDLDSE
DEVFVNKLKKKMDICPLQFEEMIDRLEKGSGQOPVGLQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSL
IPSVKQEKRDGSSTNDPYVAFRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRRERSKRE
LLHLTLEIMEKRYNLGDYNGEIMSEVMAQROQPMKPTYATIPITIPITNSSQFKHQEAMDVKEFKVNKQDKAD
LIRPKRKYEKKPKVLPSSAAATPQQTSPAALPVFNAKDLNQYDFPSSDEEPLSQVLSGSSEAEEDNDPDG
PFAFRRKAGCQYYAPHLDQTGNWPWTSPKDGGLGDVRYRYCLTTLTVPQRCIGFARRRVGRGGRVLLDRA
HSDYDSVFHHLDLEMLSSPQHSPVNQFANTSETNTSDKSFSKDLSQILVNIKSCRWRHFRPRTPSLHDSD
NDELSCRKLYRSINRTGTAQPGTQTCSTSTQSKSSSGSAHFAFTAEQYQOHQQOQOLALMOKOOLAQIOOOO
ANSNSSTNTSQGFVSKTLDSASAQFAASALVTSEQLMGFKMKDDVVLGIGVNGVLPASGVYKGLHLSSTT
PTALVHTSPSTAGSALLOQPSNITQTSSSHSALSHQVTAANSATTQVLIGNNIRLTVPSSVATVNSIAPIN
ARHIPRTLSAVPSSALKLAAAANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 8e-161

>MmusculusAAC64272
MEHHLQRAISAQQVYGEKRDNMVIPVPEAESNIAYYESIYPGEFRMPKQLIHIQPFSLDAEQPDYDLDSE
DEVFVNKLKKKMDICPLQFEEMIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKTCRGSSL
IPLVKQEKRDGSSTNDPYVAFRRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRE
LLHLTLEIMEKRYNLGDYSGEIMSEVMAQRQPVKPTYAIPIIPITNSSQFKHQDATDSKEFKVNKQDKAD
LIRPKRKYEKKPKVLPPSAAAPQQQSPAALPGFSAKDLNQYDFPSSDEEPLSQVLSGSSEAEEENDPDGP
FAFRRKAGCQYYAPHLDQTGNWPWTSPKDGGLGDVRYRYCLTTLTVPQRCLGFARRRVGRGGRVVLDRAH
SDYDSMFHHLDLDMLSSPQPSPVNQFANTSEPNTSDRSSSKDLSQILVDIKSCRWRHFRPRTPSLPDSDS
GELSSRKLHRSISRAGAAQPGAHTCSTSTQNRSSSGSAHCAFTAEQYQQHQQQLALMOOOOLAQTOOO0O0O
ANSSSSAAAQQGFVSKTLDSASAQFAASALMTSEQLLGFKVKDDVVLGLGVNGVLPASGVYKGLHLSSTT
PTALVHTSPSTAGSTLLQPSNITQTSGSHSSLSHQVTAASSATTQVLFGNNIRLTVPSSVPTVNSVTPIN
ARHIPRTLSAVPPSALKLAAAANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 2.4e-144

>MmusculusNP_081773

MSKLSFRARALDASKPLPVFRCEDLPDLHEYASINRAVPOQMPTGMEKEEESEHHLORATISAQQVYGEKRD
NMVIPVPEAESNIAYYESIYPGEFRMPKQLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPLQFE
EMIDRLEKGSGQQPVSLOEARLLLKEDDELIREVYEYWIKKRKTCRGSSLIPLVKQEKRDGSSTNDPYVA
FRRRTEKMQTRKNRKNDEASYERKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKRYNLGDYSG
EIMSEVMAQRQPVKPTYAIPIIPITNSSQFKHQDATDSKEFKVNKQDKADLIRPKRKYEKKPKVLPPSAA
APQQQOSPAALPGFSAKDLNQYDFPSSDEEPLSQVLSGSSEAEEENDPDGPFAFRRKAGCQYYAPHLDQTG
NWPWTSPKDGGLGDVRYRYCLTTLTVPQRCLGFARRRVGRGGRVVLDRAHSDYDSMFHHLDLDMLSSPQP
SPVNQFANTSEPNTSDRSSSKDLSQILVDIKSCRWRHFRPRTPSLPDSDSGELSSRKLHRSISRAGAAQP
GAHTCSTSTQNRSSSGSAHCAFTAEQYQOHQQQLALMOOOOLAQTOOOOOANSSSSAAAQOGEFVSKTLDS
ASAQFAASALMTSEQLLGFKVKDDVVLGLGVNGVLPASGVYKGLHLSSTTPTALVHTSPSTAGSTLLQPS
NITQTSGSHSSLSHQVTAASSATTQVLFGNNIRLTVPSSVPTVNSVTPINARHIPRTLSAVPPSALKLAA
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AANCQVSKVPSSSSVDSVPRENHESEKPALNNIADNTVAMEVT

Epc-N
EpcC 2.4e-144

>ZmaysAAM13423
MSRLSFRPRPLDIHKKLPILKSVREFEDEEPGIAPLSSARAGVLLRHSGADFTASGANNATEGEGNQALS
KKNAQEIPTPQFDGVDTYERDYTRTFAQPTSYIRGRGARAEIGEFVEYDLDNEDEDWLEEFNSERKNINP
EKLEALLFKLEVLDHRARERAGAITPTFIGPVPVLLOLDAAMEALQYLSVRNAVFQAVYNYWKSKRERWQ
KPILRRLOPPPPVNDTNPYNVFRPREKAHRLHTRRMOQRRENNIQSFEKLRLVRRNLEQAKALMDALIKRE
ETKREAMECQVNLQRVOMKYKHEAQLVEDGTTLSGFQQTSSRFESSDDDVDSDDTATEQTYIRPAVFHPR
FSANKLSVIPPLRIKRERELKRRPQONGCVFKRDPEEPVFLFTRPLDPEKLVAAGIKPPPDPPIENGATS
PPFRCRGRIGRGGRIIFDRWNPLLRTPIDQETYYVPYGHRPPSPEG

Epc-N

>0sativaBAD03206
MSRLSFRPRPLDIHKKLPIVKSARELEDDETTLALRAAPPVLRHSQPEPAADGEAHPTSSKKNVQEIPTP
QYDDVDTYERDYTRTFAQPTSYIRARGARAEIGEFVEYDLDNEDEDWLEDYNNERKNLNPEKLEVLLFKL
ETLDHKARERAGIITPTFLGPIPVILQLDSAMEALQYLSVRYAVFQAVYNYWKSKRERWQKPILRRLQPP
PPVNDTNPYNVFRPREKAYRLHTRRMQRRENSVQSFDKLRVVRRNLEQAKALMGALIKREERKRETMECE
VHLRRIQMRYKHEAQLIDDGIALSGLQQAGSSEDDYADSDDTANEQPYVRSVAFHPRFPDNKLSAVPPLR
LKRERELKRRPHONGWLFKRVPEMRDPEEPVMLFTRPIDPDKLKMAGIRPPLDPPIDSGTTAPPFRWQAR
IGRGGRIIFDRWNPFLQVPVGQETNHRPSMPEG

Epc-N

>DpseudoobscuraEAL25124
MSKLSFRARHLDPSKOQMPIYLAEELPDLPEYSAINRAVPOQMPSGMEKEEESEHHLQRAICTGLIIPTPEV
LOTDOQPFYDTYYPPDYKMPROMIHMOPLGLDTEVPDYDMDKADMEWLSQOERLELTELKFEQLMDLLEKS
SGOQTVVTLNEAKSLLNOQDDETSISLYDYWLNKRLKMOHPLILTVKTESRPGASSNNPYLAFRRRTEKMQT
RKNRKNDEASYEKMLKLRRDLOQRATTILEMVRRREETKREQLKTTVNIFEKRVELRDFNGAVYSELNAQY
KSTRPAYNSLYTNQYSQGAAAAVGTAGAILAALPPGLLASGGAAGNTNVYASPSQYLNTSTMDTIHSGSG
NGNGNGSSSRKEKRPYKKRKHKLPRDRSGASPAHHLPHHLHNLSRQQSASPAANDSILDSEDDDYLNGGL
NGNQLGSESEDEAPFAFRRKPSCIYLPTRHRNGRWPYDSADEETETSRSTGPYSDPKYRYTLTSINYPSP
RCIGFARRRVGRGGRILLDRATTNFDDVWSQLDYTVMESVVKSNNAQRRNNQLSKPELLPLAKPCSPPTV
VDLVVPTSKHIDSVDATSLPPDAIVKSEPTSHSVDKPIAGGSAGDSLLPLPLDKEVDAEVLDLDGEEDDL
VTDDENVSRLSFYSSAVTLSQSSHDMRLKRRRLRHKKQOMRELNAAKRLKRSSDAAATGGTGGEPAAGGE
EGPFTAPLCPLPRAYLORLVLALGOKLKQEEAMEVCENLAPQEEKSSAAEELQQOPAPPRANNQHHHRSSS
SNMNKDVSISEKINVIKLEAEGNEDVGREQPVASTLSMLGPSMEDVAKTIKRELIDADDSNEPLSIIRTA
TVAATVLQASPDPELMDDEAEDDVNLAQLSSIIRHTAVKKELEAGYGYPQELKEETVCLNQLPDVIRLON
LRNAQTCSKPRDLYIDATAEDMDVDYLGGLSPTSSOQRLDICNELLSEIRRDWLHFRPKTPTDELSDSNDG
EGKPCGDSGVHAVDWTODTPISVELNRLGKQEEIESDTSSYFLSNAFKYTDLDSDAQLIQTAYAQDYARG
TSKSPNCSGSGSGSGSALEFNLSAGDSLNDINNLLGDDEDDNHEHMLDNILQECGMDDPKALNQATSFWN
GILDGEAAVDEVEIADQLLDCIDEKKPKVGGEASKRAGRLRKPRPVNVPVGSSLFTVCPTQESLKNREVF
FSQEVVTPKEEPQPATETETAPIINIPAQIIPQKPOMAQIQTQTOOLOLOSQTQAQVQAQTAPQQOVTQLL
NOQFANASPQIIARTEYGGGAAVGDIVTITPHTGSSPLPTLSAQQOLOHQLAQAQLRNVTVQQOROGTPQQV
QVOOOOOOPTOOLLFOMORDGIGSPVITTOSIVTSSRSLTPLNAAGAGAAGNHMIYTTGSGEIITAAAAA
AAQKVTYATIQKSSGSGGGATTTSIGPNTVITLSNVKLOSDDNCSAGGAGSGSSVNIINTASGQQLAVHSI
AGSTTTTPLIVTTPTRNNVVQOHSQOQOLVOQOPIVWRQVSGTNTAVATTAVLSTTADTSPAAVGNKILWT
SRGTOKROQLNGPENTDINKLLLNRKFSQRKVIGOHPGGGOQOIQQOOAQQQOIQLTKOOLOQOLVOQHEDDLVTA
TTTINSGDOMDTGESLQOQOHHQHQOLOKLSKVIKMSPFPLLVSDLNLPNSAAATAANHNYSLOPATATIS
SOQAAPQOANKIFLTSSNSGGGGNFTNFTASELOQAAAAAVAASNAGGOKLHYKELTNSNLKLNFVSSTGEA
LASQOAPQQOVGATTVVLNKAQQOQOQOVHHOQKLKTVAAANAQQOVOOGDKRVLYTSLLNVKPLOKNNSGOMOMQL
GPGGLOQVLRGRVNSSIITRTLPLGTTVNSSAGGGAGGAPATIRQLVTTNTNNVGSSDGALLSAKDVGKS
LTVEQVMVSANNGGVVMPTSNNNNNNGSG

Epc-N
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>0sativaBAD29358
MSRLSFRPRPLDIHKKLPILKSAREFEDDDPTAAAVAVARAGVLLRQSAPELTAATTATEGEGNPTPTKK
NIQEIPTPQFDAVDTYERDYTRTFAQPTCYIRGRGARAEIGEFVEYDLDNEDEDWLEDFNNERKNLNPEK
LEVLLFKLEILDHKARERAGAITPTFIGPVPVLLQLDAAMEALQYLSVRYGVFQAVYSYWKDKRERWQKP
ILRRLOPPPPVNDTNPYNVFRPREKAHRLHTRRMQRRENNIQSFEKLRMVRRNLDQAKALMDALVKREET
KREAMECEVNLRRIQMKYKHEAQLVDEGTALSGFQQVSSRFGSSEDDYADSDDTTTEQPYIRPPVFRPRF
ADHKLSVIPTLRIKRERELKRRPQONGWVFKRDPEEPVLLFTRPLDPEKLLAAGIKPPPDPPIENGATMP
PFRCRGRIGRGGRIIFDRWNPLLQTPIGQETSYYVPYSRRPPSPES

Epc-N

>AthalianaBAC42110
MSRLSFRPRPLDIHKKLPILKSFKDFEDDETPTSTTRNSQLLRIASVEVDNEVAPVPSKKPASEIPTPQF
VIVDTYERDYSPTFGQPASYLRARGARSELGEFVEYDLDNEDEDWLYEFDKDKKELPPEKLEIIIFKLEV
LDHKTRERAGVITPTLGSPVPVLLQFDAASDVLQVLSINYGTFQAIFNYWKEKRKRWQKPILRRLQPPPP
VNDTNPYNVFRPREKVHRLHTRRMQRRENNVQSFEKLRQVRRNLGQAQSILEALIKREEKKRDVMDSEVS
LORIQLOQYRHETELLEDSLAMPGFQPTTTSYKFGSSDDELMDSDDHTSTRVRTRPAVIPSSRFTNLNLNA
SHPGGIKQEVRRRQSQHGWLHRLDPNEPVMLFTKPLVPDKLAAAGIVPPTPDSSPGQPPSRFQGRIGRGG
RIIFDRWNPLMQSHINCGNSYYIAPNHRSTNFD

Epc-N

>NcrassaEAA31357
MATRKVRYKKLSVKTQLAVLREDQIEASEYESLTSENQIATGVEQAEENEYHLQAVLKGAGVAADQEIPV
PPPQQSELDYDQFYPQKVAKTSTYIRFSQTVEECISCLYDMTEDDETFLKSYNMKLTPSARLSEDDFERI
MDVYEDMAANITPFSAIDQTVPSYQEMLRGLEPLDSTKVMVHAKQIYEYWKSRREISKNRPLNPTLKFET
HAESDELDPYVCFRRREIRQTRKTRARDVQSADKLKRLRKELEEGRQLILAAHNRELLKADMLKVERAIF
DOQRAIIKEQKLRLGIRTGDEDLVNQKPQKRKAPEAPSAQRPPPPPQIRMPVRPDGRPAESDLVQLSDRLA
EKNAELITEIEKKIQNHIDWNKNYVDLTGKPLSPVQGPROQDLGFRPAKTQYLMTPPASASSGSMDEPTPM
DLDKPKPNPPPPVKFRGVAQDEQSLAHPPSYRRRIGRLNRLWIDRRGLPSPARDLSEEQSDRWKYDQSSD
DEDDAPVYMLDPFDTKALRYRASIPLQTVTRPPPPVINRQFIPPGAVPQQLAQSSFAPGQPQPQSQPQPN
QOSQSLPLPQPQQPVAQPQPQPQPQAQPVS

Epc-N

>PyoeliiyoeliiEAA22977
MQOSLLENSELKDEKKKKKRRDIAIPRFKICENDDYKLTKFEKPTHYIRYELYRDQVTGIRLSDGCIIHYD
LLKEDEIFLESLNSYMNIHVSNDDFCKLMDKFEKLTGYSENKEEINLKDALNAASELKINYKSNIIKDIH
TYWKAKRKKLGRPLLRMFWNNAQNILSHYSVFRSRVKEKMTLRKHKKKNGEVIVKMQELTEDFKRLDRIL
RKMKQRDEKKLLLLOQLNSILFDQRKNEIKDKTYVCPMWDYFKDYKIDKIYKKFKKDKHYKNLHANNNHVH
HHHNHNHNSTHSRKINKKNDTIKDSSFSEHMYSSRKINPNEYKNVVLIKRRGRNNRLWIDRKYINNNEMD
NVNDLNYYCDLSYVINDHNDDPPSNLKKNYNDNMDNDPASTKKHIPIKLDIKSTDLKYLDSNFFSNTNKN
TLTTSYGDKIINGGVDGENQGINMIEKINETKKEKKRRKRKKENNNEDMSFDNKTTNFPPLETYKNSLGL
VKRENMPIFVDEFSKDMGQTRRDNRDGYICNIQNNGNDYGVSDMIENNEITLDNNYVYEKNKLDEMINEN
KRAMEAIRGGSONIGGLYDEYYDNNVEMGNKIKKVPTSVNNINSVNEGSNINEVEKNNNLFYPNMRHNNK
TIFQFDDIINPHINRNDYLFCLIKKEMILLKTLRKILHKILK

Epc-N

>PbergheiCAH98686

MTKSAGNHGKAAKGKGLDINKKFLIIKSSEDIKKLIKNDNPTNEEISEMQSLLENSELKDEKKKKKKRDI
ATIPRFKICENDEYKLTKFEKPTHYIRYELYRDOQVTGIKLNDGCIIHYDLLKEDEIFLESLNSYMNIHVSN
DDFCKLMDKFEKLTGYSDNKEEINLKDALNAASELKINYKSNIIKDIXAYWKAKRKKLGRPLLRMFWNNA
ONILSHYSVFRSRVKEKMTLRKHKKKNGEVIVKMQELIEDFKRLDRILRKMKQRDEKKLLLLOQLNSILFD
ORKNEIKDKTYVCPMWDYFKDYKIDKIYKKFKKDKHYKNLHTNNHMHHHHNHHYHSTHSRKINKKNDTLN
NFSFSEHMYNPRTMNPNEYQONVVLIKRRGRNNRLWIDRKYINNNEMNNVNNLNYYCDLSYVINDHIDSSS
NLKKNYNGNMGNDPSSTKKHIPIKLDIKSTDLKYLDSNFFSNSNKNTITTTYADKISNGGVDGENQGINM
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IEKINETKKEKKRRKRKKENNNEDTFSGNKTTNFPPLETYKDSSGLVKRENLPILIDEFSKDVGQSHHDN
RDEYICNIQNNGNDYAVSDMIKNNEITLDNNYVYEKNKLDEMINENKRAMEATRGGPQSIGGLYYEYYDN
NVEMGSKIKKVPTSVNNINSVNEGSNINEVEKNNHLFYPNMRHNNKTIFQFDDIINPHLNRNDYLFCLSK
YASVQKRILFYLENILNFDTFNFKSKKGDDSAQNPSKNTSQNSQINIPPANNDIVKNAGETKCD

Epc-N

>ChominisEAL37343
MSQTSTRNARPKTLDPQKKLQVVFSISQLEKALEEGNDKLEPDEVRNIIDEEKQRIQEVINQMRAKEKEK
SSQKQSTGNDSSVSSSTSKDKDNSNTNSHAGSATSSGGSSCAGGLGGSSGSLSGAAASSILVPPVEICPL
NVPKLIAFQRPEHYIRFPVHKEFVSGIRLEDGTVVHYNMVKIDEEFLQSLSEHMKVGVSESDFIKMIDFM
EKSTGRGSEISFDEALQICRERGLSSIKNQQALLIYKYWRMRRHKLGKPLLRHFWPITSPHDSSPYACFR
PRVREKMTLRRPRRNNKETLEKLEKLLDDFRKVEKSFRKLROQRDEKKLLLAELDTCIFDQRRHEITDPFY
RCPIWDRLKNYKQQKRQHKKEMRGVSQLSIGTGAGGSIAQLFTGGGVMGLTAGSPLLIQGGDFSSSFNFG
DLSMFIKKLSSEIGNLDMLLKYSWENETSLLSYYYYGSLQLTSSIFNVFRTYAGKQDHTEAIKNGENTDQ
SFSVMSDGNKGEVIMAQTPGRSSNIESAKLNEDCQRSQENQAQPGPSPAFCRIAIPNYIQSIYKNGVDLA
RLEPLQSLRTPCRPHRLVRRRGRGGRIWFDRHLLFQDNFEPHFTDPDKLDLASNCGGSNQFIISSYFRKT
ASMCDLIDELCTEGNFDPFGNSSNGNNTQGISVSISSSSNNTGIHHSSMNDLPKSTIRLSGTMNNPNSNL
GAASMPINPVIGVNNTNSAAGFSTGNQNPTNRSIPRNASYLDAEMTC

Epc-N

>MgriseaEAA55275
MATRKVRYKKLNVKTPLPVLLFSEIDSNEYEALKNEQIQTGVESAEENEYHLQAVLSTTGVAADKEIPVT
QTQESNINYDELYPTKFVEPTNYIRFSQTVEECIGCPYDMTEDDEAFLAKYNKDLAAGTAALSEDDFEKT
MFVFEDTASVQAPYAAVDNTVVSYDHMVPPLTELELPRLMLHAKAIYEHWKSQROAKKGPLHPSLKFETH
QESDDLDPFVCFRRREVRQTRKTRARDTQIADKLKRLRRELEEGRELIALAHGREVMKREMLNVDRAIFE
QORCNVKKVKIKLGIKTDDEDLYNTKPQRKKPAEAQPVQQRAAAGPARVAPRSDTRASDVDLGLLSELKAQ
REEEMRVDIETKIENHKKWNEKYVDLTNSSLVDKKPETEQEPDPAKWRPVKVQYLMTPPNSASAEDLEEP
TPMELDAPAPAPVRRFHGLSADDEDYSPDPMEYRRRVGRLNRLWVDRRPVKKQLVDVVPTRFPVVSDRWK
YDCDSSDDEDSVYEVDPFDLRALKFRATIPLGSAAPRRIEGSAAAPVTNGTARPALPWSGGGQPPSQQPQ
Q0000POPQPOLOMOQSA

Epc-N

>CparvumEAK87670
MSQTSTRNARPKTLDPQKKLQVVFSISQLEKALEESNDKLEPDEVRSIIDEEKQRIQEVINQMRAEEKEK
SSQRQSTGNDSSVSSSTSKDKDNSNTNTHAGSATSSGGSSCAGGLGGSSGSLSGATASSILVPPVEICPL
NVPKLIAFQRPEHYIRFPVHKEFVSGIRLEDGTVVHYNMVKVDEEFLQSLSEHMKVGVSESDFIKMIDFM
EKSTGRGSEISFDEALQICRERGLSSIKNQQALLIYKYWRMRRHKLGKPLLRHFWPITSPHDSSPYACFR
PRVREKMTLRRPRRNNKETLEKLEKLLDDFRKVEKSFRKLRQRDEKKLLLAELDTCIFDQRRHEITDPFY
RCPIWDRLKNYKQQKRQHKKEMRGVSQLSIGTGAGGSIAQLFTGGGVMGLTAGSPLFIQGGDFSSSFEFNPG
DLSMFIKKLSSEIGNLDMLLKYSWENETSLLSYYYYGSLQLTSSIFNVFRTYAGKQDHTEATIKNGENTDQ
SFSVMSDGNKGEVIMPQTPGHSNIEPAKLNEDCQQSQENQAQPGPSPAFCRIAIPNYIQSIYKNGVDLAR
LEPLQSLRTPCRPHRLVRRRGRGGRIWFDRHLLFQDNFEPYFTDPDKLDLASNCGGSNQFITSSYFRKTA
SMCDLIDELCTEGNFDPFGNSSNGNNTQGISVSISSSSNNTGIHHSSMNDLPKSTIRLSGAMNNPNSNLG
AASMPINPVIGVNNTNSAAGFSTGNQNPTNRSIPRNASYLDAEMTC

Epc-N

>AnidulansEAA57907

MTRYAGLGRTRPKKLTPKAPIPIYREHQIDDLEEEIQNGLQQVETGVEKAEESEYHLQVAINAVASGRVV
NEAHIPTPETVLSNLQYDELYPPVFSQPATYIRFSSTVEDCCGCPYNMTDEDDVFLKIMNEKRDPADRCT
EDQFEEVMNFFEETVRLKQPYAAVGSAPVLSFAEMQESMDATVEDYVRRLAKDVYDHWKTRRLNNGNQSL
LPSLKFETGAETDDTDPYVCFRRREVRQVRKTRGRDAQSADKLRRLRKELEDARQLVALVRQRELARKEM
LATERILFLQRAEVKDMKRKLNIKDDDEDLINQKPKKKPIEAPPMOQRPAAAQLRMPPKPGAQAAEDLQLL
EDVQAEKENEIIRDIKANIAKHMKWNEGYVDFTRAPLSPSPERTVDISFRPAITTQLPTPPSSDSSENTP
DLALDMSGTVSYRDKLDEHALIMSEDANKMPSFRRRIGRGGRLLIDRRNFASRCRVELDPWKADRFKYDQ
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EDSDEDLDYEMDQYDISLMONRAIMLAKARDQAHAQAQAAQVRRLOAEQAALNNLNSGQTSGQTMGSNPG
PGAIAPTPET

Epc-N

>GzeaeEAAT76124

MSSRKVRVKKLNVKTTLPVLREDQIDPNEYEALTTDNQIATGVEQAEENEYHLQTILKEAGTSNDQEIPV
PPPQESDINYDDLYPVPFHKPSSYIRFSQTVEECITCLYDMTTEDDEFLKQYNSKPPATGVLSEDDFEHI
MEVFEDTAAEQTPFAAVDNTVAAYDMMLPGLTHLNQSVSTDVLQHAKPVYEYWKSRRQEAGNKPLHPSLK
FETHQETDDTDPFVCFRRREARQTRKTRARDNKIAETLKKLRRELEDGRQLVLLAYEREMVKREVMSMDR
ATIFEERARLKDMKLRLGIKGEDEDLVNQKPQKRKPVEPPVVRQPTGAHLRQPVRSDGRTLDADLVLLSDK
LAEKETELRLDIEMKVONHRKWNONHIDLTREPLSPVKEQGTEVKFRQAKTQYLMTPPASTSSEMEVDEI
APDAMQLDKRESSVFQFTAGSGEQSKGSQPAFRRRIGRLNRLWIDRRGMVTPPRELGEDRSDRWKYDSDS
DDEEPPVYEVDPFDTRALKFRATIPLNPYMFRGRPAVPPEAVAAAQAQAGNRVLPSPAAAAAHAHAQAHA
QAAAAAHLAAQAQAKAQAVAQQQAQAAQEQSGGPLGKVDKPGGHITRRVYYLVADEGIARSFGAGGRFSG
LNVGQIACLMARVE

Epc-N

>PchabaudiCAH77616
MTISAGAHGKAAKGKGLDIHKKILIIKSRDDIKKLIKNDNPTNEEIDEMOQHLLENSELKDEKKKKKKRDI
AIPRFKICENDDYKLTKFEKPTHYIRYELYRDOQVTGIKLNDGCIIHYDLLKEDEIFLESLNSYMNIHVSS
DDFCKLIDKFEKLTGYSDSKEEINLKDALNAASELKINYKSNIIKDIHTYWKAKRKKLGRPLLRMFWNNA
ONILSHYSVFRSRAKEKMTLRKHKKKNGEIIVKMQELIEDFKRLDRILRKMKOQRDEKKLLLLQLNSILFD
QRKNEIKDKTYVCPMWDYFKDYKIDKIYKKFKKEKHYKNLHANNHMHYHHHHHHHSILSRKISKQNDTLK
SSSFSEHMYNPRKSNHNEYKNVVLIKRRGRNNRLWIDRKSINNNEMNNMSDLNYYCDLSYVINDHINPSS
KFKKNYNDTIGNDVSSTKKHIPIKLDIKSTDLK

Epc-N

>SjaponicumAAW27112
MSKVSFRARQIDFNKPLPILKHGSELFLEISENALVNRGVPQIPSGMEKEEENEHHFLEVIQALQLRTDS
DVKIPVPEIIDKENDYKRVYPDGFCLPKQLLHIRTIVFSEEEPIEYDMDSEDEEWFRKSDLGITPEKFES
MIDRLERGCGQKVMNLEEAKYLLODQPSLVIAVYDYWLNKRVQSROPLLYAVRQERRDGGSNTDPYVAFR
RRSEKMQTRKTERVMNSRTKRC

Epc-N

>HsapiensCAH18228
MVIPVPEAESNIAYYESIYPGEFKMPKQLIHIQPFSLDAEQPDYDLDSEDEVFVNKLKKKMDICPLQFEE
MIDRLEKGSGQQPVSLQEAKLLLKEDDELIREVYEYWIKKRKNCRGPSLIPSVKQEKRDGSSTNDPYVAF
RRRTEKMQTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEIMEKR

Epc-N

>AthalianaAAG10815
MSRLSFRPRPLDIHKKLPILKSFKDFEDEDNPSSITRNSQLLRISAVEVVDNEVQPPVPSKKLISEIPTP
QYLVVDTYERDYSRTFNQPASYLRARGARAELGEFVEYDLDNDDDDWLYEYNKETMILSPEMLEIVIFKL
EVLDHKARERAGVITPTLGLPVPVLLOQPDAAGEALKYLSIKYGVFHAIYSYWKNKREIWQKPILRRLQPP
PPVNDTNPYNVFRPREKAHRLHARRMQQORENNAQSFEKLRQVRRNLDQAKTILEALIKREEKKRDFMASE
VSLOQRIQLKYKNETELLEDSLALAGFPLSTAYRFGSSEDEFMDSDDPTTTQTCTRPSFTPHRRFTDSNLA
RAQAGSIKQEARRLGWLHKLNPNEPVMLFTKALVPDKLAAAGIIPPSDARSGRARFQGRMGRGGRIVFDR
WNPLNQAHINCGNTLYIAP

Epc-N

>PfalciparumCAD52313
MTKGGSNHKNNKIKPIDINKKLLIIKCNDDIRKLINKESPSVDEINEIKNLLENNEVKIEKKKRNIVIPR
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FKICEDNNINDDEKRKDNINNDAEKNKSLSDDNNNNNNNNNNYDYDNDDEKKYSITKFEKPSHYIRYELY
KDQVTGIKLSDGSITHYDLLKEDEIFLEGLNSYLNIHVNDESFSKLIDKFEKLTGNSDNKEEINFKEALK
AASDLKINYKSNVIKDIYTYWKNKRKKLGRPLLRMFWNNSQONSLPHYSVFRPRVKEKMTLRKHKKKNSEI
ITKMQELIQDFRRLDRILRKIKQRDEKKLLLLOLNAILFDQRINEIQDKTYVCPMWNYFKDYKIEKIYKK
FKKDKYYKNSYHHHYNNNSNNNKYYYDEKEYENYNFDANEDGYVNHNYMDEYMNDNMDEYLNNNIDAHSH
YNYRDSTYNRKINKKLKHYITHPEQKNVLKINPSEYKNVVLIKRRGRSNRMWVDRKYVDENNINNHEINY
CDLSYAFNDFVEASLTLKKNYEEDVSNYLSGRTRIPIKLDIRKRDLKNVGDFNTSLFCNNQIHDDSLFNG
MYDELNGERKRKRRKKKEQENLNVDENYINSNILLDNMGDQFALQANNNIHLDKTKASLNDNNNNNIIIC
NNNLDIIQKNSTTNVNVDSSNMNTTNIVTCDRTSITNDHDANNTDIKLNYFINKGNKINMNEPDYNTNLL
FHKNNTEENMLNQYTIONKNNLYNINNINNINSNIKINEDNTKMVSHNILSLEHONLKNQDFYEKYVSTNI
TNNYNNNNNNNIPYPLVSRNDKYAPCIFSKEQNNKTIFHFEDMIDPLMNKDNYLFCLSKYVYVQKKILFY
LEHLLNFDNYNFKSKKKELPNNKDMNINLKINTNDNINNDSLNNDNINKDNINCDDINNKKNDDLINNTL
SELNGTCLKSKVSHKSLKHKTAKDNNIK

Epc-N

>CelegansNP_499642
MATTSKAFRARALDSNRSMTVYWGHELPDLSECSVGNRAVTQMPSGMEKEEEQEKHLQEATAAQQASTSG
IQLNHVIPTPKVDRVEDQRYHSTYHNKNKMHRSKY IKVHAWQALERDEPEYDYDTEDEAWLSDHTHIDPR
VLEKIFDTVESHSSETQIASEDSVINLHKSLDSSIVYEIYEYWLSKRTSAATTSGCVGVGGLIPRVRTEC
RKDGQGVINPYVAFRRRAEKMQTRKNRKNDEDSYEKILKLVHDMSKAQQLFDMTARREKQKLALIDMESE
ILAKRMEMSDFGGSPSSFNEITEKIRAAATLEVVKPPLAEINGSDEVKKRKKPRRKIADKDLISKAWLKK
NAESWNRPPSLFGQHSGNVPTVTTKPVRESLANGRFAFKRRRGCVYRAALTVYNVPTAPATVPPVQTQAA
VASSSSSKSTDMVPSNMKFFETFVRDSQDSVSRSLGFVRRRMGRGGRVVFDRMPRNRDDNDERTSTDPWA
EYCVADSSRTFRARNSSLGTEEETDDLSPKSLYFARSNRFAFNDDETEREWTSRCQQSSWRDTEVDDELK
KRETTSEKFTETTTNGSTKTHTESDDSEVERMEVDDQVDEAQITVSSSKDDGMNGNDKNEDEEDDDDDMD
VDEHQTVVGVHQHQQQOQOHHQQKVRHOMNGGGGGGGVVKLKPPLOELSPPLSGNGRADRAEPTPVPAKMCG
TVSDSDDWREPSGSPSESNSSTEWGGYTPQEQHAVVVANAVAVAFKEKLMNGVDDDDDQQPSPARGARDH
SIKEFFDVNGNTAGTEKVHDAVDNRSIT

Epc-N

>SpombeCAB52878
MSSVSKNARAYRQRKVGIKTVMPIYFERDIPDFDEEASLQRTVPLVESGVEKEEEEEKHLQQVINEAHEA
IVRGSEKKLITPTREAKNIGIIDKYYKKNFILPKTLIRFSLTVEECTNPEYCMDEHDTEYFLKLKQAQPS
LSKFSELDFEIVMQTFEEEINQNQPFLSMDTSQILPLSELITSFELKDVLYLKPLASQVYPYWRERRISK
GGLPIMAKAQVGDDKDDDDPYVCFRRREIRQARKTRRSDAQSYDRLRRLRQSMETSLOQLLEQVYKREQKK
LOALEDDYATFQKRCLVKKLKRTLNIKDSDELLINPKRRPIEVKPAAPVPTPAPPVKTSPHPASYRPQPT
RNVEVRPLLMLDDVQSAQITQFQIRLOQRLTKKEQLDRNWVDLLETPSTVIHTNYPDSFYRNIIPYYSGK
ETKQSHNQLSIPSSTPSTPLSDNGPTYSTPHSSLSNFNTCDSLSFSSNNSLYGYSTLLHPRNPICVRQRI
GRGGRLMLDRTRALPVHRLSKPKSRVEDRWLFDIPFDADDTIILDDESDASIMFRASLLNDDMGTQS

Epc-N

>CbriggsaeCAE72836
MATASKAFRARAFDSNRSMTVYWGHELPDLSECSVGNRAVTQMPSGMEKEEEMESHLQDATILAQQASTSG
VOQVNHVIPTPKVDRVGDDRYHSTYHNRNQKRRDKYIKVHAWQALERDEPEYDYDTEDEEWLRDHQHIEPR
ILEKVFDTVENHSSETVVASEESVINFHKTLDSSIVYEVYEYWVNKRLTAASTSGCVGVGGLIPRVRTEC
RKDGQGAVNPYVAFRRRAEKMQTRKNRKNDEDSYEKILKLMHDMSKAQQLFDMTARREKQKLALLDVESE
LLTKRMELSDFGATSVFGEITEKLRATSETSKPEQNGPEEVPKKKKRIRKKVGDKDLLSKAWLRKNAECW
NRPPSLFGHNGAVPTVTTKPAREGAPDGKFAFRRRRNCGYRAPIIFTPTVIQAVPATPSASSATAATKPA
EVTPPQSSRFYETFLPVANGAMRSIGLVRRRCGRGGRVLFDRMPRNADEERLSTDPWAEYCVADNSRTFR
ARQTSLGTEEESDDQSPRSLYFARSDRCRFNDDEREREWASRYEPTDWKDIAEDEPSPPNVKKENGTIAS
TSSHSEPVKLEEKGDNDDNSEVERMDVDGQEDEAQITVTSTKDEDVPEEEEEDGDDRKNEDDMDVDQEKK
VKKPEQSNTIQVEKFRHIMTLKPLQEHSPPLHSHSGNGRAGREEPTPLPAKMSATVSETEDWREPSGSPS
ESNSSTEWGMMPYIGQQEHQTAAAVVIAYQQKKKLMNVVVEEDESVDDEDQHHQETKDRDHAIKEFVDVN
GNNAGKPRGENVHDAVDVV
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Epc-N

>TnigroviridisCAF97756
MSKLSFRARALDASKPLPVFRCEDLPDLHEYASINRAVPOMPTGMEKEEESVCFHGLKLWKYAVWRYFFI
FKRSEASLIFSAQAFTKWPPFFPTETRRISFSLDTEQPDYDLDSDDDMFVNKLKKKMEISQLOFEEMIDR
LEKGSGOOLVSLPEAKLLLKEDDELIKEVEFDYWSRKRKNSKANSLIPTVKQEKRDGSSTNDPYVAFRRRT
EKMOTRKNRKNDEASYEKMLKLRRDLSRAVTILEMIKRREKSKRELLHLTLEVFEKRNVMADFGGEVMAE
VLAEQALVRPQIIPLVPLTNQYRHQDHMDHKDYKSKPDKMEVPRQKRKYEKKQKVLPLSSGAPHHQGPVV
FNAKDLNQYDFPSSDDEPFSQVAAAPTPPSPPOQWRVLALTGMGSNLECLCSQLHSGSSEAEEENDPDGVY
AFRRKAGCQYYAPRQDCVGSWPWCGPGEDGLAEARFRYSLTTLTVPRRCLGMARRRVGRGGRVLLDRAHT
DYDNIFHGLDPEVLHPAHPSPPRPLTPPPTTASRSPATDKPASTSETNTSDRRCSSLDPSLCSPSSTDLS
HILLSIKSCRWRHFRPRTLPLHELDNAHPIFRKLSRGLKKRALASVAGGQPYKRPARAVPAPAPVVGVYK
GLHLASTASPSPAATAPPIAAPTPVSLHPCTTTSPPPPPVPTTALPTPPTPLSPPPPPLRSCWETTASVW
AFPPANACHSADAKHPRVRIRLKAGPRRHGQLSETQGGHCPAAGHRPQGEPRARQASTEQSTIREHNGHGG
HVASARHDASPASFFFLPFFLFLSFNFRCYASLGNCDIKWONERSKAGLSPQQFGT

Epc-N

>DdiscoideumEAL63510
MSRNGGNNTENTITTRSQRISFRPRPIDISKPLPIIRTAIDDDESTVSRLVPIIPTGMEAAEEGETHLQD
ITQASVKMRHDQLPEIPIPVVNVVAGYDQSSNPQPFSIGSTYILYHEKTEDEWDQVCEYDADDDDEEFVQ
OLNQTAMNSTNFPPTKKPILSVDKFEQIIDRFEKDFYYYGQCDQLKSEQICKGLRPQFAHMIHQHWLSKR
KOLTNNTLIRRLLKPPDREDPSPFKAFRTREIDNNKLKKARKNDAASLLKMTQLREEIEKTRIILEMIKK
REKLKKDHLNLVSQLYNKLIELAQIRQEEDDLIPNSTSSTTSTNINNISSLSSSSSSSSSHKKKHKDKSS
SSSSSSSTVSINNNNNNNSSSNSNNNNNNNNNNNNNNNNNNNNNNTISNSNNSSSSSLISSSGHSNLQSI
LLNQKNPTGPVFTESHGMPIPNSKARQEGYRHFVVKPGEFPTPSLEKQYGEHSRSEKSKPPSITSDTNTT
SSSTSSSSSNNNEITIMIDGDNTNILTEKDKQINQQOKQKQQQOQOQLOPPOPLTKEEEIEREKRKFQMDYFN
SISIPTSKDYYQRLGDNYEDEKPASQITAGISGSSISTDSESDVESDFEYNQRIAPIPPTRPPTNGKGVP
IYPSLSQGYIFVNHNYPPVLGRVRLGLYGRTYIDYIPYNNDNSNDDDDDDDVDNNINNDNNNNNKNSSGN
NNNNNRSRGKGKNNRSGGKSKPTSISNPSLVAPQSYQFIDVQPLORLNHNQQPTQPNSSQIITONIENTN
NNNNNNNNKNNNNNDILSNIPLCSISSSIITTDSNHLLNIKDKGDSNLSENLNNNNNNNNDNNNDNDKNN
NNNNSDSFTLAENKINNTNLDKIDSVANSTEINNTNTNTNNNNNSNSNNKNDDNDNNNNIINNNTINSDN
DTNSEEGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNSNSNLKRKFQETINTNGTNGVTNKNINVGNNGPT
KTAKILDFEGFEVIKNGNEESNNNNNNNNNNNNNNNNNNNNKNNNNNNNNNNNNNNNNKNNNNNNNNNNN
SKKTPSKKNSTTQTPPPLNPNSSIEKYFTKKQVPSS

Epc-N

>KlactisCAG98909
MPAPAVDSSRFRHRKISVKQRLRIYKSHEIKDLEQEDVSAISSQHQORELMEIETGVEKNEEKEEHLYKI
LOSNQLRENKKDLFIPTPDASKTWDEFDRFYQGEFKCPTSYIQFSAQLEDCCGTLYNMDEEDEIFLADLN
KSLADSVEPLTEDEFELIMANFESSIKDRQPFLSMDPESILSFADLKPTMLKNDVGDSGVKKELAKEIGM
PEDEPFLTMFDNKRPLGKREKNMETLIELFGEKIHDHWKQRKISRHGCDIFPQLKSERNNDKDDNDPYVC
FRRRELRQPRKTRRIDVONSQKLRLLCQQLEYTKDLALTVAKRERAVLEVLENEKFVFQARAQLKTMKRK
LGIDADNEDLYSAKKQKLVSSVRTIKQQQOOLLLOKQOLOIQOQOOOQQOQOLOOOQAAITSDSSVKRAKSSKSSK
LHKEDSGLYADEKGSEPKKKGPKTGSNKNKEQSLSSAQEIGAQSPVANVSNVQOQOQOQKQASSQVYVKLPNS
KIPDIVLEDVGKLLHSKEKSTRKFVEDRMRKRKQEDGDIFFNLTDDPYNPVFNLSIPDNVSPQDAPFSSV
AGSKFEVKTSYYSPNLONYITGTANDIKVFNKEGEAVENNEYKKLEFFNPFDNEIHTHSREFPIAFRRRR
GRFNMEYIDQRKTDHNINDMLLQFIDLDGIQKQELDNDVINVYDSKLDDLSRSYYHWKYDSNYNIYGSKF
SDEPAKLNQISNDTQVVRFGTMLGSKAYEQLRDATIKYRQEQINKRKKLNSLQQQOOMLOQKGQQPINNAPH
SQSSSPPSHQODTRKNPGSTPNQSSPPKKHVTPNAAA

Epc-N
>AgossypiiAAS53891
MPTPSAQLDQGIISSNGGTSGVSASSTRFRHRKISVKQKLRVYKASDLKDLDQDELQQRELQEIETGVEK

NEEREVHLHKILQKNQLQLODLYIPTPDASRVWKEFDEMYQGRFTTPASYIQFSVQLEDCCGPAYNMDER
DEAYLAELNGGESEALTEDEFELLMTNFESATRERQPFLAMDPESLLMYEDLKPTMLKNDIGDAGLKTEL
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AAELQLGDQPFVTKFDSPATLRTRNMVELIEKYGAEVYEYWKKRKVEVAGGSIIPSLKAERSTDKDDNDP
YFCFRRREVRQTRKTRRVDTQONSQKLRLLYQQOLQYTKELALLVAKREKMSMDMLLRDREIFQLRCDIKTV
KRDLGIKGEDELLISQKRRKLVSNVITNKKYVSTQADAAALRRLRVAKVKDKKLLSKQLSSTDLKRQQSQ
LOKLDQOOROQOOQQQOPQINGAQCQODGSGVSHVYVKLPTSKIPDIVLEDVDKVLSMKERNTKRFVEEKM
KKRREEDGDIFFNLTDDPYNPVFEITIPONISPTNAPFSSIVSSNFEISRSYYTPNLONCITGNTNSVLA
YNKEGEIVESQKYKKIEFYSPFEEKNDSHTREIPVRFRRRLGRYGVEYIDRKDVSRNPSDLLGEFMDFSL
IAEQEQSSDAVNVYDSQLDELFRLHDKWKYDSDHNAYGIKFSDEPSRLNQISNETQVIRFGTMLGTKSYE

Epc-N

>ScerevisiaeBAA(09214
MPTPSNAIEINDGSHKSGRSTRRSGSRSAHDDGLDSFSKGDSGAGASAGSSNSRFRHRKISVKQHLKIYL
PNDLKHLDKDELQQREVVEIETGVEKNEEKEVHLHRILQOMGSGHTKHKDYIPTPDASMTWNEYDKFYTGS
FQETTSYIKFSATVEDCCGTNYNMDERDETFLNEQVNKGSSDILTEDEFEILCSSFEHAIHERQPFLSMD
PESILSFEELKPTLIKSDMADFNLRNQLNHEINSHKTHFITQFDPVSQMNTRPLIQLIEKFGSKIYDYWR
ERKIEVNGYEIFPOQLKFERPGEKEEIDPYVCFRRREVRHPRKTRRIDILNSQRLRALHQELKNAKDLALL
VAKRENVSLNWINDELKIFDQRVKIKNLKRSLNISGEDDDLINHKRKRPTIVTVEQREAELRKAELKRAA
AAAAAAKAKNNKRNNQLEDKSSRLTKQQOQOQOQLLOQOOQOQOQOQONALKTENGKQLANASSSSTSQPITSHVYV
KLPSSKIPDIVLEDVDALLNSKEKNARKFVQEKMEKRKIEDADVFFNLTDDPFNPVFDMSLPKNFSTSNV
PFASIASSKFQIDRSFYSSHLPEYLKGISDDIRIYDSNGRSRNKDNYNLDTKRIKKTELYDPFQENLEIH
SREYPIKFRKRVGRSNIKYVDRMPNFTTSSTKSACSLMDFVDFDSIEKEQYSREGSNDTDSINVYDSKYD
EFVRLYDKWKYDSPONEYGIKFSDEPARLNQISNDTQVIRFGTMLGTKSYEQLREATIKYRRDYITRLKQ
KHIQHLQOQQOQOOOOOOOOOOAQOOKQOKSONNNSNSSNSLKKLNDSLINSEAKQNSSITQKNSS

Epc-N

>YlipolyticaCAG83058
MAKAAKAAGSSARFRQRKISVKQTLAVLKQSDIPDLEEEQQRELQQIETGVEKGEEEEHHLQAAINSSTIA
OSTGAKVEKIYIPTPDASQVWKEYDRFYSSSFHEPASYIRTSVTVEETSGCLYNMDDEDAEFLKTCKPPI
SEDDFEEVMHRFEVTISEKQPFVSIDVSNLLSFEEMAQHIEDGIRQVQEDPTSPEYILAQLQOSSLGITVN
GTKGKNEGKAFLATFKKIGAVIYPHWRARKVERKGQOSIVPHLKFEDHEKDDSDPYVCFRRRELRQVRKTR
RTDVLSIERLRRMQAEMETAKQLVEMVATREFTRKAALKAEWDVFEDRCAIKTLKRELGIKGEDEDLVAQ
KKRKVEPKKEEKAEKASTPVRGGKAAGSAASAQAAAAQAAAAGSGSPSVSSTHVPPNVSIPPSKIPNMDL
ITTIAQVVRDKDEATAKAVREKLRLRADADRDWHNLTNSGYIPYCEYLNAEVSSSGEPPVPQYSSINEMAY
FEKHNASHRYTTKSDFNKDLASMVGNKPFADAQVYGAIVGDDGELRLSDATSTSSPVDRVIPRSSFMSMR
KRVGRGGRMWMDRRGLOQRNTVLKPSSLAKNSLDDTAESEADEVAMERLADRQKYDRETEPTRQMSSYDKD
PSOLNGISSDTQSIRFGSMLLSKAYENYREVFQOROOQOLMMLQOOOILOOQOOOOOMRNROQOSHPPGDPGAG
LGGGOGAGGGAGGSRNNSPAPGTNGPQSKMHNAAPMGYNKQGMTPSQHQQOYQOMOOOOOOOO00O00QORKM
GVAPMNAASAAAAMAAQPRRSSGSPDGORFNGLPNGGAMANGVLPNGMSQORMMPGGDMKQKSELAKVDA

Epc-N

>CalbicansEAK99771
MAAAPPPPAKNQGKAKQHVTGARFRQRKISVKQPLTIYKQRDLPTLDSNELEPSQVHHLNSNASSSSTQQ
PRDLHAVETGVDKNEEEEVHLQQVINAAQKALLGSKKEEKSSDMYIPTPDASRIWPEAHKYYKDQKFKQP
ETYIKFSATVEDTVGVEYNMDEVDEKFYRETLCKYYPKKKNKSDENNRKCTELEFETICDKLEKTIEARQ
PFLSMDPSNILSYEELSSYIVDQFKSAVKTSNPYIVTNGGNLEYISTTALKERLSKEIKYEPFVTIFDKN
OMSTSAVRPIPKLFELFGRPVYDHWKERKIERKGKTIQPTLKFEDPNSNEKENDNDPYICFRRREFRQAR
KTRRADTIGAERIRSMQKSLHRARDLIMSVSEREILKLDNFQAEHELFKARCATKACKRELNIKGDEYLF
FPHKKKKIVRTEDEEREKKREKKKQDQELALKQQQOALQOQQOQQQOPPQPPQQOAPSKODGTSTSQPYVKLPPA
KVPDMDLVTVSLVLKEKNETIKRAVLEKLRKRKEHDKGFINLTDDPYQPFFDISTNRAEELSHIPYSSIA
ATHYHQFNTSNYMNDQLKKLLEEKKPLPGVKTFLGSNGELVPSKAFPHLSSLLEEKYKATSGYIERLLQS
VETQDFSSYTNGFKDVEPKETNEPVMAFPQRIRRRVGRAGRVFLDHQQEYPQPNFQODTDRVGGIPDVYC
KEDAIKRLQSKWKFDTEYKTTEPFSLDPSKLNGISPSTQSIRFGSMLLNRTRK

Epc-N
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>CneoformansAAW47131
MVAPGRMVTSSRRIGRVTNKTKLIIYRGSDKVDTSAAETVLWDQEAGGAGKDSNKHQHIGATGVESGELL
EHHLQAALSSASLLHSSNKPSSPKSVKEAPAAALNYHIPTPDATGLVSDTVFSQLYQRTKYVEPYNFIRF
SDTVEESSCGWGGLGYCMDDADERWLNDFNSKAEGSSGDVKSDKEQGRGMRVKGKDREKEKGDAPAPLVI
SEDMFEYIMGVFEKYTEENAPMLHTDLSLLPPFSAVENMFSTPISPAFLPSNEIPKELGDLKACARMARN
VYPHWKSRREQRQGKSILPOQLNYDETNDNDPYVCFRRRDIRATRKTRRTDNFSIEQFQKLQFELRSAHAL
ADRVLTREREKKSLYEAEKELWEARWKFFETKRRWPSLGMTSDEEHKITGRPTIVPPIQIPSLSGQTPLT
SGQSSSHMRKRTDKDREERAQRERYDAQRNAERSGILSGRSNAPDALKERLQALQQKTEEMLARKKEQDA
HWDDSIDSPYQPLPPSNSVHAFRSLFVLDPCRAQCKDSETGNEILHPESFRIRRGRGGIVRLDRRTSIYS
HRRGIQPTSPSEYPTWLFPDIAPRRSEKKRPRSIDEVEEEMQEQSPKVMRKDLNETWRYDVDRGGAVGVG
MGLEEDYDRVIIDDLEAKYIRHRISLLQESDCAKLRPDNYILDQTREALDAAADAKPPPAPIFQKPPAPQ
PNPQLLAAHLQQOOMLAQOOOMEQFQRFQLMAQQOAMAQAQAQAQAQAQAQAQAQAQAQVOAQGOGHPQA
HLQTHPQGVPQPNGVNSPMPNGQOQOMLPPSDGVKQLKLPPHAVARLGAAMANANANANGGLHVLQQQQQQH
AQTSQQ

Epc-N

>E. uhligi AAF13352
KLDKGLSKTRHVTRPRTVDHNRKLLVSIEKQVSERDIIVPRVPNIETPVVYYYDKYFMPNIRPYVRPGHY
HRYPDISTIDYDTVEEYEATDEDQEYYATLOSKYTHPAFTLNAFERCIEAFERDTEKGQVIPQERAVCLI
KENPRFDSWMRPEPIEPLLEEIYQYWRGRRDEDKKPLLRRFWKMEGIEDMHLKLVFQPRNSNRERMRLRN
SRKNDSESWEKMKNLHLQFTCLLQITNSVCHREQLKKYSLIGRFRSFQCERADKGIALEDKPSFESSVKA
FLDDKLLDESRIFRNSIQIQEPTPIIPIRPKVGSAEPRAPAPQPIKRLHPDRKPLLTFEIAKLCLLVIAE
GERQNTWPIAVAKDYSAEARDGIGEGEIRRRKKFRDRARFGRGGRFLQLDRYLDSDYDHTWGRYQDOQGK
WHTPGYEDIEQIYEDDDTEDIKRLAITIQQSLKQWVKQKKNA

Epc-N

>U. maydis EAK82052
MARSAAPVPAATTSSRVRNKKLSYRQKLCVQRGSHLLNAATSVVAGPEPEFEGQEHTQDSNLGVDANEIS
EHHLQAALSSNQLATAEGNSTTETTKAAYSIPVPDAHGTLSNTEFSKLYPSGVYSDPVTYIRWSDTVEDC
IKGPSYNMDEDDOQDWLETRNAKAQEALTTAIRNTKTGPLAGSAGKGKAKEKLREEAIEKLVAENQGSYRL
LSEEQFEMIMTVFEQVTSEQVPFLHLDVTKIPTCEELLSYFEPSSSISALAQPDLPPLSWEKTVSASLGS
SSOARRPPVAGAASSGSSSIPTTSTEWSPRNPYKNLTDLKNLATVVYPHWKSRREEREGRAVTPYLNFDE
TNDNDPYVCFRRREVKQIRKTRKTDALHIEKMIRLRAELEHAVALTELVAQREKTKRASLRQRRECWENV
KDLMDIKROWGIVGPQQGLEDEELISGERRDPTQASSGPVKKKRKVEEAATTIKLAGRKSRGGEADGTSG
GAAAAAAGGVSGMGSAILERVHAVQAYIERECLRKADSDLGWEEGSDAAFQPIPAPAPLRAFRPIHAESS
DEPLPFSPLATRAGRPPSFRRRVGRGGRVFLDRRLPVPSPVPTSLSDWPRLGRTKTDLPSVEARDLRSTQ
PAYSSAPISSTLPDLGLANPPPSNRKALTGPFAFSPDLRPQLLASTTHPAVQSILNQGNDAFCGPFARSG
PLAAASSTNSLEEISGSQHSDASSTSSDSSDRSRLSGTSVGVVSTQATEVGDIDMLGLEESHDKRETEQQ
GDALDSDGSDDTLDPERELQLWTRLEEQWRYDDELGRFAGLGLTALGGMEDDDEAVLDDFDQKFMRYRMT
LLEEADLLKLSTDLTNLQQAQAAAEAPAPKPAGYVEQPATSSSSSAANTSAKASGAPAAVAATATLPGIP
SAANLPLPSAARTAAATGGGGSQSALQAQOLOAQQOQLOMATL.OQ00000Q00000Q00QAAAAAQAQAQ
AQAAAQTQOAQOAATLOOOONQOHOKQOOLOQONQALSQTQAPQPQTQOQOVSGOQOQLPQPFCGQIMSLSHSN
NOOAQLAAFAAAQQQOLOAAQQAAAQQOQQOQ0Q000000000000RRMSGVSQOOPOOOQIGLPVOMOMOM
PIQMOMQLOMOMAAAAAQGQTHLLGQSMPFDATSIQAQMOQAQQHLARSMPQONMSLSSPMQAAAFTVPN
GAAPFGMNLSLNMNGNAGSPPMQHARVSSQPQQQIARTSASPVSTAANGONTVRTNPSPVMQPGLIMPQQ
QAQQOVPQOOHNQTGALNLNLSLAAAQMKSGTAALQQFQOALQQQAQMMOGOOGNATSAQLMAMKAALAQNA
NLNLRLPPNRALQIAQQAAQAAFGAQQOOQ0000000000000000HOQQOOMSGNASNQGSPAMSRASTA
GSPRFAANGIAGAMAGSSPAQNGTSATTNATNSPSPQISAASRAATAAATNAANAKMMAAQSPVSYHASP
VOANLNLHAVQQQQOLKNAAAAAAVAGGAAAGSPHLATRGSPQTQQG

Epc-N
>D. hansenii XP_460100
MATHPSKGTGGSKQSNSGARFRQRKISVKQPLTIYKQSDLPTLNASNDLEPSQIHHLNLNANQQQRDIHA

IETGVDKNEEDEVHLQQVINAAQKVLLGSQNEDGDKKKDDSDKKTDALVYIPTPDASRIWTDASKYYNDK
SFREPETYIKFSATVEDTVGVEFNMDEIDEEFLKNKLWKNYPKVKSPKVKSEKLDDTNKENDNARKCSEV
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EFEIICDKLEKITIEEKQPFLSMDPSNILSFKELSAYITEEFNNSNKDKPYVQLGSNLKYISTTALKEKLS
KELSFEPFVTLEFDKSLLDOQTSTNIVRPIPKLLELFGEPVYEHWKYRKIERKGKQIHPALKFEDPSANEKD
NDNDPYICFRRREFRQARKTRRADTLGAERIRLLQKSMHRARDLVMSVCRRELIKLENWETDHAIFKLRS
DAKNLKRVVGVKGDDFLFYPHKRKKIIKVKEEDEDKESSKIKRDKRSRFDSSREGSATSMPGSATIGTNA
INKDRLANGQVHHTQEASSSSQPYVKLPPSKIPDMGLVTVSLVLKEKNETIKRAVLEKLRKRKEQDKDFI
NVTDDPYQPFFNIATNTKFKNNELKHIPYSSIAATSFHEINTTNYISEKLKNLLEEGKKPLPGTKTFRGS
NGELIPSKPFPHLLALIQDRIDNSQFNSVSYIAQLLSNIENNNFSAYNNGYGQQQQHQHQETNRDKTKLS
DPIFRLRKRVGRFNRNFVDRRGLMKRPNDVIDDFLKFDDEGVNDDCDQMDVDSELISKNNVPNVYDSRVD
ETIKRLDSRWQFDNDLTEYDKGLQSPFSLDPSRLNCISDDTQSIRFGSMLLSKSYDLLRDSVHQRQQALVQ
OARMRTLOQOORNNKQQOAAGQSSGSSSASLGSNTNSNSSISGQADQGOTNLTNSGITRQGGANVNGSQTS
TTNNTRSSVSGGSMNPKLPTQSLORSNTNSPLLASQPQGYSQQOQOKFNKIPPTSQSQSQSPTHAAGQLQTS
KMYNKHGSNITPSNLKGPKFTPANNNQIGGSLPNRK

Epc-N

>P. vivax CAB96695
MAGDHQDPGYISYKDYVNAKHEFKRTMNNRYPDNERFEKIINKINNESHKWNLKNKTFTTLHNVLANDLA
FYGGMKHHYCRFINYWLNKEVONINNHFDKSYFPIFQKFSDEFSIIKTNKNDQRCNNYIFNLSHKTINIM
DILYGLYDEYDKIKSHREDSNYGSCDTFLSWASNHNYAIDKYYENTNLYQKFEEIKKLIDNLKESSSSSC
IKSIYLHKPQVVKLREEEEARREAAEKQKRALEEAIREREEAEKRQHEQELKAEKELLQRQANNTVGDTA
SGEGTFQHTDDRSDLRAPIISELDQNAQRFGYPERSESSRGLLLDNGHTREGQFIYTNEDTRQQGEGVYE
QPGTDKTRSGMFGGSSGFPRYITEVFGSVDPVPVVGVSGGMGALFLLFRYTPLGTFFRGGRGRAHRIPRS
FNGQFLGAFPDINEYNGGYIGYGPMDIPYGAE

Epc-N
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Epc-N SUBFAMILY III
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>PtroglodytesXP_525628
MLGKSCNCGLWAGPLLLGERCCGLRSLLVWSERGLVCGGRDAGAQEGSSGCLSACYCCSLPGPGDSLRPG
CVVLDTLERGNHYQMRRKGRCHRGSAARHPSSPCSVKHSPTRETLTYAQAQRMVEIEIEGRLHRISIFDP
LEITLEDDLTAQEMSECNSNKENSERPPVCLRTKRHKNNRVKKKNEALPSAHGTPASASALPEPKVRIVE
YSPPSAPRRPPVYYKFIEKSAEELDNEVEYDMDEEDYAWLEIVNEKRKGDCVPAVSQSMFEFLMDRFEKE
SHCENQKQGEQQSLIDEDAVCCICMDGECONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRHC

TPPGCTRRPLNIYGDVEM
KNGVCRKESSVKTVRSTSKVRKKAKKAKKAVAEPCAVLPTVMVLACEVLGASVYSGRHLVSRMVLACEVL
GASVYSGRHLVSRMVLACEVLGVSVYSGRHLVSRMVLACEVLGASVYSGQYLVSRVVLVCEVLAGHEVTR
SSPAQPAEEEPCGAVIRAQRPSAPADALSSLWLPSVGCPWRAVLRGOAFGVLSMQTALGVVGRIVLALNR
IANQVAIQRKKQFVERAHSYWLLKRLSRNGAPLLRRLOSSLOSQRSSQQOPPGLPERTARFGGLLRGRVRK
WLSGGKLWGLEALVSAPAMLGKGREWRHWSRPPRCWGKEESGGIGLGPCDVGEWKRGFFGRKLRVQILGL
ISGLDRTPDKPQRSCEGQIPWKVGMDVAKQGTSSCGNHHFDSHKLGHEGONPCSSRTRGPVGRGHGDPGS
WGWPGAWWSQAREGGGLQRRGDPLEPASWAPSASSLPVRPHVLLCAEYVCKERTFPQPGQSSSSGRGGSF
AKTPGKEQKELPGLEPQQSSRRGEPGNLPLCERAVGRDCASAF SWPGMATAWPQGEQGRQLSFIKGEQRF
VCMLVASHCVSCSRGPPFLSWERILQOLSQCLSCGMLGAAAHIVLAVLRVWPLPVPRTCWRHWAQWQELGA
VARRPGVGHSGSDFLLITLVWMLAGLRLAACAVWRTLLSTEKGAGAVNGNGTLAVGKRVSGWRRCAGQGS
SRSLHSQLSWRWVLEGPPFCPGPAFVGLSGSVKAPPPPACGGLCPLWRVEPVHRGQPPAHLGLAVPSVPS
IPSVSSVPSVPVLSWGSLVRRENDEEMKAAKEKLKYWORLRHDLERARLLIELLRKREKLKREQVGLGLS
RVECTTGHGAWVGRWQLLQRVKVEQVAMELRLTPLTVLLRSVLDQLODKDPARIFAQPVSLKEVGVCGAR
LSCRMCDCGFVLPFDRETCDWLEYIPCVPDYLDHIKHPMDFATMRKRLEAQGYKNLHEFEEDFDLIIDNC
MKYNARDTVFYRAAVRLRDOQGGVVLRQARREVDSIGLEEASGMHLPERPAAAPRRPFSWEDVDRLLDPAN
RAHLGLEEQLRELLDMLDLTCAMKSSGSRSKRAKLLKKEIALLRNKLSQQOHSQPPPTGPGLEGFEEDGAA
LGPEAGEEVDLDTLRLHEADSRVRPSCHNIGSWFSAFLPFPCTSKSEQQTVEIRHRIVVQFSFKTKTFIS
YGROLWALEVHVWRSPCRARALSTWSTVALRKGRMRVPRGDKSPPKLEPSDALPLPSNSETNSEPPTLKP
VELNPEQSKLFKRVTFDNESHSACTQSALVSGRPPEPTRASSGDVPAAAASAVAEPASDVNRRTSVLFCK
SKSSFRGWRLFCSQGKGRGAHAETPRWRRSPQESAWTQPPLVKDSDLVFQAPRKFCDESGQGAVHWVLEV
GSVQLWASPLHAELGVRLTLHFLGVSRLSAAEVAPPDRALPQLWAPTVDSFAGWRPRPQOPLRLVHQMSL
VEEHVSPPGHCLTLEWSVLQOASRGDSGVEQSYCRPSVSVAHGFCSCDGPAPESGPDSWLPSSATARSPAV
NRHLKRPSTRHRFGDPCCKSLCARAGACESVGVSLSTRRRCGDPCRESPCARAGACIVTERVPARWALGL
SLTVPSGIVTEQVLSRHLVWALGLSLTIPAALSRSGSQODGPWVEKCTKTALLFTMVKVKLKTGDSGLSF
ATAWGPQGSGFQGAGSAHLLHTAKLRMSRRSRGSSLGAGGRGGLVSRAVGLCSHGSMPSGVSAATDQGLV
FLHLWPGGFVVSTWVEGWEPETRGDYGPSVRPAGLRLPRWALGLLFPVGRGGVSAAVAFSLSEDPLGTSR
DSCRCAVDDLPCVLIPFLAPLHAVVHTELGPSWLLSGLCMAWLCWCRHSCGCSRARALRLAPLGSLVKAA
LVIVFPQVAIARPTSLTNGFGGARSEQEPGGGLGRKATPRRRCASESSISSSNSPLCDSRFTSSRPAHPQ
ACLAVGVSGRMRGQLGGGQLTGRSLSEAEGRGGAPDSLCSSSRSFNAPKCGRGKPALVRRHTLEDRSELI
SCIENGNYAKAARIAAAAQGTDCRVGALNFRPLGEGEAPGFGVAQPSLWKAAMLRGGIRTEIPQIIDPKM
PRVPGHHNGVTIPAPPLDVLKIGEHMOQTKSDEKLFLVLFFDNKRSWOQWLPKSKMVPLGIDETIDKLKMME
GRNSSIRKAVRIAFDRAMNHLSRVHGEPTSDLSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 1.5e-17
PWWP 0.0002

>CfamiliarisXP_538319
MGLLSVVLAWPRGPVVRHGSQYOMRRKGRCHRGAAARHPSSPCSTKHSPTRETLTYAQAQRMVEIEIEGR
LHRISIFDPLEIILEDDLTAQELSECNSNKENSERPPVCLRTKRHKNNRVKKKHEALPSAHGPLASASAL
PEPKVRIVEYSPPSAPRRPPVYYKFIEKSAEELDNEVEYDMDEEDYAWLEIVNEKRKGDCVSAVSQSVFE
FLMDRFEKESYCENQKQGEQQSLIDEDAVCCICMDGECONSNVILFCDMCNLAVHQECYGVPYIPEGQWL
CRHC

TPPGCTRRP
LNIYGEVEMKNGVCRKDSSVKAVRSTSKVRKKAKKAKKTLSEPCAALPPVCAPYIPPORLNRIANQVAIQ
RKKQFVERAHSYWLLKRLSRNGAPLLRRLOSSLQOSQRSTQQORENDEEIQAAKEKLKYWQRLRHDLERARL
LIELLRKREKLKREQRAVVSVPTECRIWQVKVEQMALELRLTPLTVLLRSVLDQLOEKDPARIFAQPVSL
KEVSVHPLGTGLPGGLGNNCMKYNAKDTVFYRAAVRLRDQGGVVLRQARRQADSIGFEEASGMHLPERPA
AAPRRPFSWDDVDRLLNPANRAHMVLEEQLRELLDKLDLTCAMKSSGSRSKRAKLLKKEIAVLRNKLSQQ
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HSQPPPAESGIGSFEEEGAQLGQETGEEEPTLASSGDAPAAAASAVAEPASDLGTKTFLSVVLPRLETLL
QOPRKRSRSTCGDSEVEEGSPGKRLDTARGGSAQVLDGCPLPLPELAAAGRDASSARPDPVGARPKLHPGG
APGIPLAGLTNGFGGARSEQELGGTPGRRAAPRRRCASESSISSSSSPLCDSSFSAPKCGRGKPALVRRH
TLEDRSELISCIENGNYAKAARIAAEVGONSMWISTDAAASVLEPLKVVWAKCSGYPSYPALVSREHLLR
DMHAGVRMLGKLLRKPPQITIDPKMPRVPGHHNGVTIPAPPLDVLKIGEHMQTKADEKLFLVLFFDNKRSW
OWLPKSKMVPLGMDETIDKLKMMEGRNSSIRKAVRVAFDRAMSHLSRVHGEPSSDLSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 0.00015
PWWP 5e-15

>CfamiliarisXP_ 541782 (misannotation?)
MSLSGASERSVPATKIEITVSCRNLLDLDTFSKSDPMVVLYTQSRASQEWREFGRTEVIDNTLNPDEFVRK
FVLDYFFEEKONLRFDVYNVDSKTNISKPDFLGQAFLALGEVIGGQGSRVERPLTGVPGKKCGTILLTAE
ELSNCRDIATMQLCANKLDKKDFFGKSDPFLVFYRSNEDGTFTICHKTEVVKNTLNPVWQPFSIPVRALC
NGDYDRTVKIDVYDWDRDGSHDFIGEFTTSYRELSKAQNQFTVYEVLNPRKKCKKKKYVNSGTVTLLSFS
VDSEFTFVDYIKGGTQLNFTVAIDFTASNGNPLQPTSLHYMSPYQLSAYAMALKAVGEIIQDYDSDKLFEP
AYGFGAKLPPEGRISHQFPLNNNDEDPNCAGIDGVLESYFQOSLRTVQLYGPTYFAPVINQVARAAAKISD
GSQYYVLLIITDGVISDMTQTKEAIVSASSLPMSIIIVGVGPAMFEAMEELDGDDVRVSSRGRYAERDIV
QPLFSLLGPTLOMSPPILRKLRPVEWFLLRQTRPTPTONSEPFLRLQPASLWLLALHPVPPRGSSPASPP
FSETKSGPTAAARPAEGSADWPQTARLLRMPNTRFSLOQKLNSKMEVLERPCGVPRGSSEFQRMASRGSAA
GRGSVAKVQLDSAEAPMSGPEARPPSGFRNGRRPTELRHQGAGGTGSGRGOQRGNPGEPGAERGAAGSRGG
EFEFWFPPLVPLPPSPSGTSAGGSVLLWEPGRQSRRAHQGPIIEREELACSSDWFVFKDTAAGLEKLGQY
LTKLGFLGAGAICCHYSPRNTGEEEEGKALRTVVELNVPRLCDSMGVDFDVKTFCHNLRATKPPYECPVE
TCRKVYKSYSGIEYHLYHYDHDNPPPPQOTPLRKHKKKGRQSRPANKQSPSPSEVSQSPGREVMSYAQAQ
RMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTETPAATPKSGKHKNKEKRKDSNHHHHH
NASVSTTPKLPEVVYRELEQDTPDAPPRPTSYYRYIEKSAEELDEEVEYDMDEEDYIWLDIMNERRKTEG
VSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICNDGECQONSNVILFCDMCNLAVHQECYG
VPYIPEGOWLCRRC

TPPGSARRLPALSHSEGEEDEDEEEDEGKSWSSEKVKKAKAKSRIKMKKARKILAEKRAAAPVVSVPCI
PPHRLSKITNRLTIQRKSQFMORLHSYWTLKROSRNGVPLLRRLOTHLQSQRSCDQVGRDSEDKNWALKE
QLKSWORLRHDLERARLLVELIRKREKLKRETIKVQQIAMEMOQLTPFLILLRKTLEQLQEKDTGNIFSEP
VPLSEVTELDEVPDYLDHIKKPMDFFTMKONLEAYRYLNFDDFEEDFNLIVSNCLKYNAKDTIFYRAAVR
LREQGGAVLRQARRQAEKMGIDFETGMHIPHSLAGDEAPQHTEDAAEEERLVLLENQKHLPVEEQLKLLL
ERLDEVNASKQSVGRSRRAKMIKKEMTALRRKLAHQRETGRDGPDRHGPTSRSSLTPHPAACDKDGQTDS
AAEESSSQETSKGLGPNMSSTPAHEVGRRTSVLFSKKNPKTAGPPKRPGRPPKNRESQMTPSHGGSPVGP
POLPIMGSLRORKRGRSPRPSSSSDSDSDKSTEDPPMDLPANGFSGGNQPVKKSFLVYRNDCSLPRSSSD
SESSSSSSSSAASDRTSTTPSKQGRGKPSFSRGTFPEDSSEDTSGTENEAYSVGTGRGVGHSSKYPHPRP
GMLGAQCQGLASPLAADPPPLSHSCEVVRKSLGRGAGWLSEDEDSPLDALDLVWAKCRGYPSYPALIIDP
KMPREGMFHHGVPIPVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRTWQWLPRTKLVPLGVNQDLDKEKM
LEGRKSNIRKSVQIAYHRALQHRSKVQGEQSSETSDSD

C2 1l.1le-11

C2 8e-18

Copine 8.5e-93
Canonical Epc-N
PHD 5.4e-12
Bromodomain 9.3e-31
AT hooks

PWWP 4.6e-40

>HsapiensAAH47508
MRRKGRCHRGSAARHPSSPCSVKHSPTRETLTYAQAQGMVEIEIEGRLHRISIFDPLEIILEDDLTAQEM
SECNSNKENSERPPVCLRTKRHKNNRVKKKNEALPSAHGTPASASALPEPKVRIVEYSPPSAPRRPPVYY
KFIEKSAEELDNEVEYDMDEEDYAWLEIVNEKRKGDCVPAVSQSMFEFLMDRFEKESHCENQKQGEQQSL
IDEDAVCCICMDGECONSNVILFCDMCNLAVHQECYGVPYIPEGOWLCRHC
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TPPGCTRRPLNIYGDVEMKNGVCRKESSVKTV
RSTSKVRKKAKKAKKALAEPCAVLPTVCAPYIPPORLNRIANQVAIQRKKQFVERAHSYWLLKRLSRNGA
PLLRRLOSSLOSQRSSQQORENDEEMKAAKEKLKYWORLRHDLERARLLIELLRKREKLKREQVKVEQVAM
ELRLTPLTVLLRSVLDQLQODKDPARIFAQPVSLKEVPDYLDHIKHPMDFATMRKRLEAQGYKNLHEFEED
FDLIIDNCMKYNARDTVFYRAAVRLRDQGGVVLRQARREVDSIGLEEASGMHLPERPAAAPRRPFSWEDV
DRLLDPANRAHLGLEEQLRELLDMLDLTCAMKSSGSRSKRAKLLKKEIALLRNKLSQQHSQPLPTGPGLE
GFEEDGAALGPEAGEEGDKSPPKLEPSDALPLPSNSETNSEPPTLKPVELNPEQSKLFKRVTFDNESHSA
CTQSALVSGRPPEPTRASSGDVPAAAASAVAEPASDVNRRTSVLFCKSKSVSPPKSAKNTETQPTSPQLG
TKTFLSVVLPRLETLLOPRKRSRSTCGDSEVEEESPGKRLDAGLTNGFGGARSEQEPGGGLGRKATPRRR
CASESSISSSNSPLCDSSFNAPKCGRGKPALVRRHTLEDRSELISCIENGNYAKAARIAAEVGQSSMWIS
TDAAASVLEPLKVVWAKCSGYPSYPALIIDPKMPRVPGHHNGVTIPAPPLDVLKIGEHMQTKSDEKLFLV
LFFDNKRSWOWLPKSKMVPLGIDETIDKLKMMEGRNSSIRKAVRIAFDRAMNHLSRVHGEPTSDLSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 5.4e-32
PWWP 1l.1le-19

>MmusculusXP_128275
MFGGGSGGSALSAGGEAGESGRRGPEAVRPGGRGSRRDREGRADVRRREPARPGTPEIVERGLVSPEQAR
SSATTPWMSAGNAEKRARVRGFLGPLGEKQLSCALNLQKTQLLMVPCSCNHCQOMRRKGRCHRGSAARHPS
SPCSIKHSPTRETLTYAQAQRMVEIEIEGRLHRISIFDPLEIILEDDLTAQEMSECNSNKENSERPPVCL
RTKRHKNNRVKKKNEVLPSTHGTPASASALPEPKVRIVEYSPPSAPRRPPVYYKFIEKSAEELDNEVEYD
MDEEDYAWLEIINEKRKGDCVSAVSONMFEFLMDRFEKESYCENQRKQGEQQSLIDEDAVCCICMDGECQON
SNVILFCDMCNLAVHQECYGVPYIPEGQWLCRHC

TPPGCTRRPLNIYGDVEMKNGVCRKESSVKTVRSTSKVRKKAKKAKKTL
AEPCAVLPTVCAPYIPPORLNRIANQVAIQRKKQFVERAHSYWLLKRLSRNGAPLLRRLOSSLQSQRNTQ
ORENDEEMKAAKEKLKYWQRLRHDLERARLLIELLRKREKLKREQVKVEQMAMELRLTPLTVLLRSVLEQ
LOEKDPAKIFAQPVSLKEVPDYLDHIKHPMDFATMRKRLEAQGYKNLHAFEEDFNLIVDNCMKYNAKDTV
FYRAAVRLRDQGGVVLRQARREVESIGLEEASGMHLPERPIAAPRRPFSWEEVDRLLDPANRAHMSLEEQ
LRELLDKLDLTCSMKSSGSRSKRAKLLKKEIALLRNKLSQQHSQAPPTGAGTGGFEDEAAPLAPDTAEEG
ANSPPKLEPSDALPLPSNSETNSEPPTLNPVELHPEQSKLFKRVTFDNESHSTCTQSALVSGHPPEPTLA
SSGDVPAAAASAVAEPSSDVNRRTSVLFCKSKSVSPPKSAKNTETQPTSPQLGTKTFLSVVLPRLETLLQ
PRKRSRSTCGDSEVEEESPGKRLDTGLTNGFGGARSEQEPGGGPGRKAAPRRRCASESSICSSNSPLCDS
SFSTPKCGRGKPALVRRHTLEDRSELISCIENGNYAKAARIAAEVGQOSNMWISTDAAASVLEPLKVVWAK
CSGYPSYPALIIDPKMPRVPGHHNGVTIPAPPLDVLKIGEHMOQTKSEEKLFLVLFFDNKRSWOQWLPKSKM
VPLGVDETIDKLKMMEGRNSSIRKAVRIAFDRAMNHLSRVHGEPASDLSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 2.2e-32
PWWP le-19

>PtroglodytesXP_516261
MSPDSRWPASWGNSVSFGAARASGRRGALFHLLHFHKGETPPHPESGLRALPGPSPIPPAPAPYFLQOPPE
LOGOMQOPPFSLGPPHGLSGLSSRLPRLCLCCRVPRGDCRFAVLLWEPFTRDPAWKEESLFVLRCDSMGVD
FDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDNPPPPQOTPLRKHKKKGRQSRPANKQ
SPSPSEVSQSPGREVMSYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTETPAA
TPKSGKHKNKEKRKDSNHHHHHNVSASTTPKLPEVVYRELEQDTPDAPPRPTSYYRYIEKSAEELDEEVE
YDMDEEDYIWLDIMNDRRKTEGVSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICNDGEC
ONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRRC

TPPGSARRLPALSHSEGEEDEDEEEDEGKGWSSEKVKKAKAKSRIKM
KKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSQFMORLHSYWTLKROQSRNGVPLLRRLOTHL
OSQRNCDQVGRDSEDKNWALKEQLKSWORLRHDLERARLLVELTIRKREKLKRETFCWKQNVTGAYEQNPQ
LCDIGWERRRKHLPVEEQLKLLLERLDEVNASKQSVGRSRRAKMIKKEMTALRRKLAHQRETGRDGPERH
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GPSSRGSLTPHPAACDKDGQTDSAAEESSSQETSKGLGPNMSSTPAHEVGRRTSVLFSKKNPKTAGPPKR
PGRPPKNRESQMTPSHGGSPVGPPQLPIMSSLRORKRGRSPRPSSSSDSDSDKSTEDPPMDLPANGFSGG
NQPVKKSFLVYRNDCSLPRSSSDSESSSSSSSSAASDRTSTTPSKQGRGKPSFSRGTFPEDSSEDTSGTE
NEAYSVGTGRGVGHSSKFPCPRPGMLGTQCQGLASPPAADPPPLPHSCEVVRKSLGRGAGWLSEDEDSPL
DALDLVWAKCRGYPSYPALIIDPKMPREGMFHHGVPIPVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRT
WOWLPRTKLVPLGVNQDLDKEKMLEGRKSNIRKSVQIAYHRALQHRSKVQGEQSSETSDSD

Canonical Epc-N
PHD 5.4e-12

AT hooks

PWWP 4.6e-40

>GgallusXP_415977
MLAAVSSCFARDQPSGWCLIGKNELEDTDAACCTEFPEISDASSLDLDGLSTTLTSALLLPPFTVCCRLN
TPALRRSGAASASPARSPGPRIANPSPEAQRCRFPPRDAGTRSNWFEEEERNWDKNCERNLIRSVRCWKH
YOMRRKGRCHRVSTTRHSSSPCSIKHSPTRETLTYAQAQRMVEIEIEGRLHRISIFDPLEIILEDDLTAQ
EMSECNSNKENSERPPVCLRSKRHKNNKVKKKNEALPSSHGVPATTAPLPEPKVRIVEYSPPSAPRRPPV
YYKFIEKSAEELDNEVEYDMDEEDYAWLEIINEKRKSDGVSVVSQNMFEFLMDRFEKESYCENQKQGDHQ
SLIDEDAVCCICMDGECQONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRHC

TPPGCIRRPLNIYGEAEIKNGVCRKEGSVR
TARSTSKVRKKTKKAKKTVVEPCTVMPTVSAPYIPPORLNKIMNQVAIQRKKOQFVERVHSYWLLKRLSRN
GVPLLRRLOSSLQOSQRNTQOREDDEEMQALKEKLKYWQRLRHDLERARLLIELIRKREKLKREQVKIEQV
AMELQLTPFTVLLRSVLDQLQEKDSARIFAQPVNLKEVPDYLDHIKHPMDFSTMRKRLDAQGYKNLSEFE
EDFNLIIDNCMKYNAKDTIFYRAAVRLRDOQGGVVLROQARRDAEGIGYDNETGMHLPERPKLESPQPFSWE
DVDRLLNPANRVHMSLEEQLRELLEKLDLTCAMKSSGSRSKRAKLLKKEISSIRNKLSQQHNQAPQIESG
IGSFEEESAALDQDGEEEGDKSPPKLEPSDALPLPSNLETNSEPPTLKPVELNPEQSKLYKRVKFDNELY
STCIQKEINGHTPEHLLDSNLNESTVSAVAESSTDVNRRTSILFCKSKSISPOQKSAKNTETQPTSPQLGT
KTFLSVVLPRLETLLHPRKRSRSACGDSEVDDESPVKRLDTGLSNGFGDGSKERALDDAAGRKVEPRRRC
ASESSISSSNSLLCNTSFSLPKCGKGKPALIRRHTLEDRSELISCIENGNYAKAARIAAEVGHSSMWIST
DAATSVLEPLKVVWAKCSGYPSYPALIIDPKMPRVAGHHNGVTIPVPPLDVLKIGEQMQTKSDEKLFLVL
FFDNKRSWOQWLPKSKMVPLGIDETIDKLKMMEGRNSSIRKAVRIAFDRAMNHLSRVHGEPVSDFSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 2.le-34
PWWP 5.8e-20

>XlaevisAAH73421
MRRKGRWHRVPAPRSSTSPCSIKHSPTRETLTYAQAQRMVEIEIEGRLHRISIFDPLEIVSEDDLTAQETI
SECNSNKENSEQPPQICLRSKRHKASKEKKKSEVLPAAHGHTTTSVLPEPKVRVIECSPPSAPHRSPSYY
KFQDKSSEELDKEVEYDMDEEDYAWLEIINEKRKSEGCSAVSQDIFEFLMDRFEKESYCENQKQGDQQSL
IDEDAVCCICMDGECONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRHC

MPPGCVRRPLNIYEEPESKNGICRKSSEKNIR
STSKARRKAKKAKQDLNETCNVLPTVTVPDIPPORVNKIVNQVSIPRKKQFIERVHSYWMLKRLSRNGIP
LLRRLOSSLOSQRNVQESDDDEEVQALKKKLKYLQRLRHDLERARLLIELIRKREKLKREQVKVEQVAME
LKLTPLTVLLRSLLEQLQEKDPARIFAHPVNLSEVPDYLDHIKHPMDFSTMKKRLEDQRYRNLNEFEEDF
NLIIENCMKYNAKDTIFYRAAVRLRDHGGVLLRQARREAYVIGFDEETGMHLPEQPKIEPPPQFSWEDVD
KLLNPNNRAHMALEEQLKELLEKLDLTFAMKSSGSRSKRLKLLKREIANVROMLSQQHVQPPQIESGIGS
FEEDGSILNDGEEEVLPRLETLLOQPRKRSRSTCGDSDVDGESPVKRVDTGLSNGYGEGDKEKEFTITPGR
KLEPRRRCASESSISSNNSILCNSSFGLPKCGKGKPALIRRHTIEDRSELISCIENGNYARAARIAAEVG
ETNMWVAASTAAFLEPLKVVWAKCSGYPSYPALIIDPKMPRVGCHHNGVAIPVPPMDVLKTGDOMQTRAE
EKLFLVLFFDNKRSWOWLPKSKMVPLGVDETIDKLKMMEGRNSSIRKAVRVAYDRALNHLNRVQGESVSD
FSDID

Canonical Epc-N
PHD 6.3e-10
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Bromodomain 3.8e-35
PWWP 1.4e-21

>MmusculusNP_084454
MGVDFDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDSPPPPQOQTPLRKHKKKGRQSRP
ANKQSPSPSEVSQSPGREVMSYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTE
TPAATPKSGKHKNKEKRKDSNHHHHSAPASAAPKLPEVVYRELEQDTPDAPPRPTSYYRYIEKSAEELDE
EVEYDMDEEDYIWLDIMNERRKTEGVSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICND
GECQONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRRC

TPPGSARRLPALSHSEGEEEEDEEEDEGKSWSSEKVKKAKAKSR
IKMKKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSQFMORLHSYWTLKRQSRNGVPLLRRLO
THLQSQRNCEQVGRDSDDKNWALKEQLKSWQRLRHDLERARLLVELIRKREKLKRETIKIQQTIAMEMQLT
PFLILLRKTLEQLQEKDTGNIFSEPVPLSEVPDYLDHIKKPMDFFTMKONLEAYRYLNFDDFEEDFNLIV
SNCLKYNAKDTIFYRAAVRLREQGGAVLRQARRQAEKMGIDFETGMHIPHNLAGDEVSHHTEDVEEERLV
LLENQKHLPVEEQLKLLLERLDEVNASKQSVGRSRRAKMIKKEMTALRRKLAHQRETGRDGPERHGPSGR
GNLTPHPAACDKDGQTDSAAEESSSQETSKGLGPNMSSTPAHEVGRRTSVLFSKKNPKTAGPPKRPGRPP
KNRESQMTPSHGGSPVGPPQLPIMGSLROQRKRGRSPRPSSSSDSDSDKSTEDPPMDLPANGFSSGNQPVK
KSFLVYRNDCNLPRSSSDSESSSSSSSSAASDRTSTTPSKQGRGKPSFSRGTFPEDSSEDTSGTENEAYS
VGTGRGVGHSSKYPHPKSGVLGTQFQGLASPPAADPPPLSRSCEVVRKSLGRGAGWLSEDEDSPLDALDL
VWAKCRGYPSYPALIIDPKMPREGMFHHGVPIPVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRTWQWLP
RTKLVPLGVNQDLDKEKMLEGRKSNIRKSVQIAYHRALQHRSKVQGEQSSETSDSD

Canonical Epc-N
PHD 5.4e-12
Bromodomain 3.9e-35
AT hook

PWWP 4.6e-40

>RnorvegicusXP_235552
MRRKGRCHRGSAARHPSSPCSIKHSPTRETLTYAQAQRMVEIEIEGRLHRISIFDPLEIILEDDLTAQEM
SECNSNKENSERPPVCLRTKRHKNNRVKKKNEVLPSTHGTPASASALPEPKVRIVEYSPPSAPRRPPVYY
KFIEKSAEELDNEVEYDMDEEDYAWLEIINEKRKGDCVSAVSONMFEFLMDRFEKESYCENQKQGEHQSL
IDEDAVCCICMDGECQONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRHC

TPPGCTRRPLNIYGDVEMKNGVCRKESSVKTV
RSTSKVRKKAKKAKKALAEPCAVLPTVCAPYIPPOQRLNRIANQVAIQRKKQFVERAHSYWLLKRLSRNGA
PLLRRLOSSLOSQRNTQORENDEEMKAAKEKLKYWQRLRHDLERARLLIELLRKREKLKREQVKVEQMAM
ELRLTPLTVLLRSVLEQLQEKDPAKIFAQPVSLKEVPDYLDHIKHPMDFATMRKRLEAQGYKNLHAFEED
FNLIVDNCMKYNAKDTVFYRAAVRLRDQGGVVLRQARREVDSIGLEEASGMHLPERPIAAPRRPFSWEEV
DRLLDPANRAHMSLEEQLRELLDKLDLTCSMKSSGSRSKRAKLLKKEIALLRNKLSQQHSQTPSIGAGTG
GFEDDAAPLAPDTGEEVLPRLETLLQPRKRSRSTCGDSEVEEESPGKRLDTGLTNGFGGTRSEQEPGSGP
GRKAAPRRRCASESSICSSNSPLCDSSFSTPKCGRGKPALVRRHTLEDRSELISCIENGNYAKAARIAAE
VGONSMWISTDAAASVLEPLKVVWAKCSGYPSYPALIIDPKMPRVPGHHNGVTIPAPPLDVLKIGEHMQT
KSEEKLFLVLFFDNKRSWOWLPKSKMVPLGVDETIDKLKMMEGRNSSIRKAVRIAFDRAMNHLSRVHGEP
ASDLSDID

Canonical Epc-N
PHD 6.3e-10
Bromodomain 2.2e-32
PWWP le-19

>HsapiensAAF19605
MGVDFDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDNPPPPQOTPLRKHKKKGRQOSRP
ANKQSPSPSEVSQSPGREVMSYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTE
TPAATPKSGKHKNKEKRKDSNHHHHHNVSASTTPKLPEVVYRELEQDTPDAPPRPTSYYRYIEKSAEELD
EEVEYDMDEEDYIWLDIMNERRKTEGVSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICN
DGECONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRRC
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TPPGSARRLPALSHSEGEEDEDEEEDEGKGWSSEKVKKAKAKS
RIKMKKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSOQFMORLHSYWTLKROSRNGVPLLRRL
OTHLOSQRNCDQVGRDSEDKNWALKEQLKSWORLRHDLERARLLVELIRKREKLKRETIKVQQITAMEMQL
TPFLILLRKTLEQLQEKDTGNIFSEPVPLSEVPDYLDHIKKPMDFFTMKONLEAYRYLNFDDFEEDFNLI
VSNCLKYNAKDTIFYRAAVRLREQGGAVLROQARRQAEKMGIDFETGMHIPHSLAGDEATHHTEDAAEEER
LVLLENQKHLPVEEQLKLLLERLDEVNASKQSVGRSRRAKMIKKEMTALRRKLAHQRETGRDGPERHGPS
SRGSLTPHPAACDKDGQTDSAAEESSSQETSKGLGPNMSSTPAHEVGRRTSVLFSKKNPKTAGPPKRPGR
PPKNRESQMTPSHGGSPVGPPQLPIMSSLRORKRGRSPRPSSSSDSDSDKSTEDPPMDLPANGFSGGNQP
VKKSFLVYRNDCSLPRSSSDSESSSSSSSSAASDRTSTTPSKQGRGKPSFSRGTFPEDSSEDTSGTENEA
YSVGTGRGVGHSMVRKSLGRGAGWLSEDEDSPLDALDLVWAKCRGYPSYPALIIDPKMPREGMFHHGVPI
PVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRTWOQWLPRTKLVPLGVNQDLDKEKMLEGRKSNIRKSVQI
AYHRALQHRSKVQGEQSSETSDSD

Canonical Epc-N
PHD 5.4e-12
Bromodomain 3.9e-35
AT hook

PWWP 4.6e-40

>Rnorvegicus XP_ 342736
MGVDFDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDSPPPPQOTPLRKHKKKGRQSRP
ANKQSPSPSEVSQSPGREVMSYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTE
TPAATPKSGKHKNKEKRKDSNHHHHSAPASAAPKLPEVVYRELDQDTPDAPPRPTSYYRYIEKSAEELDE
EVEYDMDEEDYIWLDIMNERRKTEGVSPIPOQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICND
GECONSNVILFCDMCNLAVHQECYGVPYIPEGOWLCRRC

TPPGSARRLPALSHSEGEEEEDEEEDEGKSWSSEKVKKAKAKSR
IKMKKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSQFMORLHSYWTLKROSRNGVPLLRRLOQ
THLOSQRNCDQVGRDSEDKNWALKEQLKSWORLRHDLERARLLVELIRKREKLKRETIKIQQIAMEMQLT
PFLILLRKTLEQLQEKDTGNIFSEPVPLSEVTELDEVPDYLDHIKKPMDFFTMKONLEAYRYLNFDDFEE
DFNLIVSNCLKYNAKDTIFYRAAVRLREQGGAVLRQARRQAEKMGIDFETGMHIPHNLAGDEVSHHTEDV
EEERLVLLENQKHLPVEEQLKLLLERLDEVNASKQSVGRSRRAKMIKKEMTALRRKLAHQRETGRDGPER
HGPSGRGNLTPHPAACDKDGQTDSAAEESSSQETSKGLGPNMSSTPAHEVGRRTSVLFSKKNPKTAGPPK
RPGRPPKNRESQMTPSHGGSPVGPPQLPIMGSLRORKRGRSPRPSSSSDSDSDKSTEDPPMDLPANGESS
GNQPVKKSFLVYRNDCNLPRSSSDSESSSSSSSSAASDRTSTTPSKQGRGKPSFSRGTFPEDSSEDTSGT
ENEAYSVGTGRGVGHSMVRKSLGRGAGWLSEDEDSPLDALDLVWAKCRGYPSYPALIIDPKMPREGMFHH
GVPIPVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRTWQWLPRTKLVPLGVNQDLDKEKMLEGRKSNIRK
SVQIAYHRALQHRSKVQGEQSSETSDSD

Canonical Epc-N
PHD 5.4e-12
Bromodomain 9.3e-31
AT hook

PWWP 4.6e-40

>GgallusCAH65210
MGVDFDVKTFCHNLRATKPPYECPVGSCRKIYKSYSGIEYHLYHYDHDNPPPPQOPPLRKHKKKGRQGRA
GAADKQSPNPSEASQSPGREVMTYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAAEEAPENGGSKEN
GESQAAAAAAAAPKSAKQKSKEKRKDSNHHHHHNASAGAAPKLPEVVYRELEQDTPDAPPRPTSYYRYIE
KSAEELDEEVEYDMDEEDYIWLDIMNERRKTEGVSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDED
AVCCICNDGECONSNVILFCDMCNLAVHQECYGVPYIPEGOWLCRRC

TPPGSVRRLPALSHSEGEEEDEEEEEEGKSWSSEKV
KKAKAKSRIKMKKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSQFMORLHSYWTLKROSRNG
VPLLRRLOTHLQSQRNCDQRDTEDKNWALKEQLKSWQRLRHDLERARLLVELTIRKREKLKRETIKVQQVA
LEMOQLTPFLILLRKTLEHLQEKDTGNIFSEPVPLSEVPDYLDHIKKPMDFQTMKONLEAYRYLNFDDFEE
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DFNLIINNCLKYNAKDTIFYRAAVRLREQGGVVLROQARRQAEKMGIDFETGMHFPHCVTVEEAQVQDIED
EDMRLLLSENQKHLPLEEQLKILLERLDEVNAGKQSIGRSRRAKMIKKEITVLRRKLAHPRDLGRDGLER
HSSSARGVLQSHNPCEKDLQTDSAAEESSSQETGKGLGPNSSSTPAHEVGRRTSVLFSKKNPKTAGPPKR
PGRPPKNRDSQIAPGHGNSPIGPPQLPIMGSSQRQRKRGRSPRPSSSSDSDSDKSTEDAPMDLPANGESS
GSQPVKKSFLVYRNDCNLPRSSSDSESSSSSSSSAASDRTSTTPSKQGRGKPSFSRVNFPEDSSEDTSGT
ENESYSVGAGRGVGHSMVRKGIGRGAGWLSEDEDSSLDALDLVWAKCRGYPSYPALIIDPKMPREGMFHH
GVPIPVPPLEVLKLGEQMTQEAREHLYLVLFFDNKRTWQWLPRTKLVPLGVNQDLDKEKMLEGRKSNIRK
SVQIAYHRAMQHRNKVQGEQSSDSSESD

Canonical Epc-N
PHD 5.4e-12
Bromodomain 7.7e-35
AT hook

PWWP 4.8e-40

>DrerioAAH44418
MGLDFDVKTFCHNLRATKPPYECPVESCRKVYKSYSGIEYHLYHYDHENPPPPPQGTPQKKRKGRPPRGS
SDGPDSSTGPGATSGONTAPSSPAERSERSHSPVRETMTYAEAQRMVEMEIRGRVHRVSIFQNLDVVSEE
DSGAEEPPGATGSTAAACNGGGESGGGDRMDTANGEKGAQKTGKHKSKEKKKDSGAHHHINTSGPAVKLP
EVVFRELDQDRPDAPPRPMSYYRYIDKSAEELDEEVEYDIDEEDYIWLDIMNEKRRSDGVAPIPQEVFEY
LMDRLEKESYFESHNKGDPSALIDEDAVCCICNDGECQNSNVILFCDMCNLAVHQECYGVPYIPEGQWLC
RRC

TPPGSARPLG
GVGGVSADSSRSEAEPEEEEEPPAAEDDGKGWSSERAKRAKAKSRLKMKRARKILAERRAAAPVLSVPCI
PPHKLSKITSNLTVQRKSQFMORLHSYWTLKROQSRNGVPLLRRLOTHLQSQRNTEPLPVTRDGEEKHSVL
KEQLKAWQRLRHDLERARLLVELIRKREKLKRETIKVQEMAMEMQLTPLLVLLRRTLEQLQERDTNNFFT
EPVPLSEVPDYLDHIERPMDFHKMWKCVESHRYLSFEAFEGDFLQIVNNCLKYNAKDTVFYRAALRLREA
GGVVLRQARRQAERIGFDYETGLHLHREPSPENTHTHQRDRERERVYIEGELLSESWRRLPVDEQLQILQ
SRYEEAASGKHSIGQQRRAKALKKEMTALRRKLAHPRDTLLLDTHSHTHILSKDGVCVV

Canonical Epc-N
PHD 1.4e-10
Bromodomain 5.2e-24

>MmusculusBAC31528
MGVDFDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDSPPPPQQTPLRKHKKKGRQSRP
ANKQSPSPSEVSQSPGREVMSYAQAQRMVEVDLHGRVHRISIFDNLDVVSEDEEAPEEAPENGSNKENTE
TPAATPKSGKHKNKEKRKDSNHHHHSAPASAAPKLPEVVYRELEQDTPDAPPRPTSYYRYIEKSAEELDE
EVEYDMDEEDYIWLDIMNERRKTEGVSPIPQEIFEYLMDRLEKESYFESHNKGDPNALVDEDAVCCICND
GECONSNVILFCDMCNLAVHQECYGVPYIPEGQWLCRRC

TPPGSARRLPALSHSEGEEEEDEEEDEGKSWSSEKVKKAKAKSR
IKMKKARKILAEKRAAAPVVSVPCIPPHRLSKITNRLTIQRKSQFMORLHSYWTLKROSRNGVPLLRRLOQ
THLOSQRNCEQVGRDSDDKNWALKEQLKSWOQRLRHDLERARLLVELIRKREKLKRETIKIQQIAMEMQLT
PFLILLRKTLEQLQEKDTGNIFSEPVPLSEVPDYLDHIKKPMDFFTMKONLEAYRYLNFDDFEEDFNLIV
SNCLKYNAKDTIFYRAAVRLREQGGAVLRQARRQAEKMGIDFETGMHIPHNLAGDEVSHHTEDVEEERLV
LLENQKHLPVEEQLKLLLERLDEVNASKQSVGRSRR

Canonical Epc-N
PHD 5.4e-12
Bromodomain 3.9e-35

>TnigroviridisCAG11339

MGLDFDVKTFCHNLRATKPPYECPVETCRKVYKSYSGIEYHLYHYDHDNPTPAQTVPQKKRKGRPPRASL
AGSGDTDDGGNGGGGPGHGGNTPGSPNRSEHSHSPGRETMTYAQAQRMVEVEIQGRVHRISIFDNIDVVS
EEDSDAEDLPPSGTGGTGGGVCNGSDGGGSELGGSGKDRPDIPSSNGGKSTPKTSKHKSKEKKKDGSYHH
GAQSGPAVKLPEAVFRELDQERPDAPPRPSSYYRYIDKSVEELDEEVEYDIDEEDYIWLKIMNDKRKRDG
VTQIPQEVFEYLMDRLEKESYFESHNKADPSTLIDEDAVCCICNDGECQNSNVILFCDMCNLAVHQECYG
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VPYIPEGQWLCRRC

TPPGSARPLGGVGGASIGSSHSEGELEDDDEGSIGHDDDSKGWSSERAKRAKAKSRLKMKRARKILAER
RAAAPVVSVPCIPPHRCVDAETYPNPQSDLSVVRMCVFTCLLFLSRLSKITSNLTVPRKSQFMORLHSYW
TLKROSRNGVPLLRRLOTHLQSQRHIDPLPPQPPDGEEKQSALKEQLKAWQRLRHDLERARLLVELIRKR
EKLKRETIKVQOMALEMQLTPFLVLLRSTLEQLQERDTNNFFTEPVPLAEVPDYLDHIDTPMDFQTMWNQ
LESHRYLTFEAFEADFGLIVNNCLKYNAKDTVFYRAALRLREMGGSVIRTARRQAERIGFDYEAGLHLPR
ELSPETRRDQERDREHLLLPENRRRLPLEEQLHYLOARLDEVSSGKHSIGQSRRAKALRKEISVIKRKLA
HOREGVSNMGSRDSVGGASCLPHHASSVGHLDEGGESSSQEIGGKELSVSSSALAPEVGRRTSVLFSKKN
OKMAGPPKRPGRPPKNRDAGYSGGGISQSPIGPPOQLPLLATARQRKRPRSPHSSSTSDSDSDNEDLLPGL
PSNGFDGGNQPVTESFRVYRNEPRLPRSSSDSESTTSSSSSAASDRTSTTPSKQGRGKASFSRSAFQEDS
SEETSGTENDSYSVGGSRGVSHLVRGRARSGCWMSSDDYSSLEALDLVWAKCRGYPSYPALIIDPKMPRE
GVFHRGVPIPVPPLDVLKLGEQMTQEAREHLFLVLFFDNKRTWQWLPRSKLVPLGVDQELDKEKMLEGRK
SNIRKSVQVAYHRAMQHRSKVQGDPSSETSDSD

AT hook

Canonical Epc-N
PHD 5.4e-12
Bromodomain 1.3e-26
AT hook

PWWP 4.8e-40

>CbriggsaeCAE60017
MGRGRGSGGGGASSSSGGIPLSEYQNIDPLDEESLNDRTQTDQGLFDGKVVMLNYKSKASKTESMEARAK
KWAAKSPEEKVSKFNKIFHPQSTKKWPPTMKEPPVESVAFFVHSTKGKFGMPLKKFPEQKYDHQRIVVKK
AENPVDYSIDEHDITWLMRMNAHQASQGRTMLTVATFEHWVDRLEKNSVWKPKEHHKLRDEHGEELEDVC
NICLDPDTSNCNQIVYCDRCNLTVHQDCYGIPFIPEGCLECRRC

RPVETEA
DKEQHERMLRNQKRENERMLPQISMPTLTNGIISQIQSERPFAYFREIVLFWYQKRONRLGAPLLKTWTP
PESLITIDLFKTPEGRRRGSSGVRATTTTTILLDSEELEKKKEEFEMGIQKAMEMFAAVMDEEKDKIEMSK
SSLKMLELGFKTNEMYCAETLENIKRKDTVKVFEKPVQLPIYTTIIKNPISFEEMTKKAAEFKYNSITQL
QOADIALMLTNCSIFNKKNPYYYKYGITFKRQTTPMLEAAARAEAARSERRNDKELMTEILNGFLNANSEA
GGAEDVEEDSGAPGGSGGSGGAGKRGRRRRSPGKVKDVKEEIKMEEEPPASALPSKRGRKRAIQETLDSE
EAPSTSSEPSGAPDMLNAASTFFKPPQTRLFRGAGFPGIHKKFGASICETPKTSGPQKQTKMTAFLTRGV
TFEDEKGGGDKDGDPKQKTKNKKDNNEKSDCQQQHILFQSITTPSNSTKLFPNSFTSILASFTGIPTIPR
PVTRSSTTSTNSGDSAATSSETPKIQKSKFRISSSALQSPLPDPKRVGIRAMDSEDDDDEEEILIQPIQK
TLSPEELKTEQLRCAENESKSKFAHNQLVIVEGRAAKVIDYHLAHLSDIHLEQRQSMLKKRREVLAELPS
SAPIYVEFFQKSNILENFQWVPSEKVELLDLNNCAQKGKITGLKAAKECIFHFFFSKNDRFVFPENSITH
FLVPVFLTKKNQ

Canonical Epc-N
PHD 1.6e-06
Bromodomain 9.6e-14

>CelegansAAB03164
MGRGRGVAIQETIEECRDTISDRIQYNLGLNESKVVLMDIVTGPNQNVSLQERTKRWMAVSVDARMTKFK
KNFYPTNQKNSKNISKDLDPPIQRVDAHIVTPVAGKCGMPLQKFPEFKHDHEKIKIERDAKYVDYSVDEF
DMSWMSIMNAKRTKLGLEIFSVAIYEHWVDRLEKMCIWKPKEFHKLKDENGEELDDVCNICLDGDTSNCN
QIVYCDRCNLSVHQDCYGIPFIPEGCLECRRC

APPLTDADREMRQLMLRNARRENERKGPMISMPTLMKSMISTICVERPFSDYSET
IYFWYEKRLNRLGAPLLKNFTQGASKSRRLLPKSTICGQLKNVETCEMKKQVNAVKESLASGLEIFDMIV
RREERKKDMLNSYIRMFERGFKPTELLCOQEVIEALKTIDAGKVFAEPVELVGYTDITIENPICLKDMSEKA
ASGKYSTVAALSADVQLMLSNCATFNKGNRVYIKYGNTYRKDSTPILEIAEKEEVERLALKTDEKFMTQL
LNGVMVEYNGWAQSRNEVAKEIPPPTPSRGRGTGRRRONPFLDVQELDTDDSKDSSALSEIPGSSKKSSR
KRGIQDTKMEEDEEIKPSTSGTNAVASVPLLSSSRESKNKSKSSDADVSSPKSSWLGSPSTSQNLRRRVQ
GFSGNESSPKVHKKLSTDNPSNSNLRQTTLTNFFGTNPKTQQQVTFADMTATPSGSGNKNVSQRSLFDTP
STSKASSFTSLSSTRPSTRSTSITIPTINKKNAFRMSSASIQSPLPTTKKIGVRAMATDDEEEDIVIQPPP
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KEMTTQELEAEKLKSAENEAMSKFAHNQLVIVDGRAAKVIESRLAHLASDIHHEQRQSMMKKRREVLSEI
POAAVIYVEFFQKSNTLENFQWVTPDKVELLDLNNIGQRSPKIPGLKAAKEWHQKVLNGEDV

Canonical Epc-N
PHD 1.4e-06
Bromodomain 4.6e-20

>0dioicaAAS21398
MEDNIKEEADFTLAKQYKGRDLNPDIDVQSYINKIDAESAVYP NN
PPDDYDPCDLHWKPKKRVERLKEEFERESRDSGSDTNGPSTPKNTRTPGTRGFGSHKRKRNTWSRKRKAN
FRRGSDVSDTPRTKTRVRVDEHGRITTENLTWSEAQRLVEFEDDNTNKIYRVSIYEDVEVVKSDGSELPA
LHKGARVPVPDTVVTEMEVPKLQIRKISSEYIDYKAQPTENTIEYEMDEEDHVMLEHINDVRESDGLKPL
SCETLEKFIDAIEKESMWDTGNKPRTSTRDIEDEDVVCCVCNDGECTNTNAILFCDLCNLAVHQECYGVP
YIPEGOQWLCRRC

TP
KDWSPRPLKSSEKLPKAANRADQFQAKVDETREAVEGRNSSRSVNIPYIPSDKLGVLRAILSDNVTSKVS
PLFKQLLTFWNEKSMVCNGVHLEQLRVWQRLRHDLERARLLVEQIKKRERLKAHEIQKQIQLMRLRINPW
SYFLRDIIDKLKELDESQIFYHPVTDAIAPLYSKIITSPMAFATMERKVTNSEYKCFAAFEYDVNLILRN
CMHYNGNSTIFYKLAKDMETKAQPMLRDARKLAKKYNTVTGQHLQPGDKFDQKEAEVEHIRGVLGDLRKC
LRKAQKSPSSKHQKKTVQKLTADIKIFERRLRTMGVEEFETSSPKKAKLEENKNEEEDDEFKNEPDTETE
EPQEETVEDGQAVDDETKDEVESADDDVKEEPDESPPVENGETTPLTEVHENGQELKDPEEPTLKKELAN
GTVKEPAENELSQFIEEDSNDSQEEIKSSNKKIDLRNFQPLDTGYPWYPARIINPELTTGEPLLLGDEEI
PQPSVDIIKAGNRLNLEGDSQHHLVLFFDQKRTWMWLPSNKIALLGKDNKFDNTKLREGKTNAQKKSISR
AFKCALEPLSPD

Canonical Epc-N
PHD le-13
Bromodomain 7.8e-20
PWWP 8.9e-06

>UmaydisEAK86867
MPGIPSKPNNIPLASSLPKVSFRKVPPEEALLFRIPPGFIDAQALPFGYNDGSEYDKPDHYIRYVEPIEG
DLKKQVEYDMDEQDQEWLDAFNYERRKEGLDSISYEIFEITLDQLEKEWFDLMKRIPPKARHSAATEVAA
EGADADDADSEGGDDSKCAICDDGECENSNAIVFCDGCNLAVHQDCYGIPYIPEGQWLCRKC

MPADLRHQFKIDFGR
OAALEDDRSEASYRASPFVSSRTRELSVESGKGAPLISVSRRSSLVGSNESATATSDPRSTSKSARAYKK
SFKAGPPLVPAYIANRVLEYITKVQLRKKATVVQLIARYWSLKREARRGAPLLKRLHLEPWTASSQNKEQ
TDAQKAKKLHFLRSIREDLERVRMLVEQVRKREKEKLROQAQEIRNSLIEPVLFPFHTDLRAATIAKLEAVD
RYGFFAQPVSKVDVPDYYDIVKDPMDWATIKDKIAHKAYDTVEEIRQDVLMIATNAMTYNKADTPYHKAA
SKILKMIPEVFKELAAIETSHLVYHQQKRVQAEPTTDTDSKEGSRKHAFVTSDTSNKQIYTIDAESRRQL
IELGLEPPSDLVSLLRDYCLMEEEEQLQIRQQAYNTHPMPPTTHVKAEEHGHADNQADPTASQRRRLTAP
VMNLMEDFVQQLYVPPPRPAPVERDSLPGSANGKRSARMSAAVPAEKTSVRAARKRNPSDSQPKEPVERR
STRRSIAAETEAEVKSEQAIAEALPATPVRSRRRSTQSSAHAASTEHIDAQSDARPQSSSMQTSLSQTSA
KTQDGVQVKADVGAHDSFLLFNTGWVLPEGSKRHRSSAARPEMIGQRPRKISAPESPVAFGASRAAKSSS
PTTPQORPRSRTAPSTDPRSVPASSTAKAKDSSSTRKEAGSKPDRRNSKDTDRAASSPLTTDDEGEKHAG
AQSARKPNRLKRNRGEELSAASQAGSEAASNETASTTRRSARQATSLIDPSASPPAAKRRRAECKVSRSK
EAFDYVTHPPAAGTKVWAKVETFPHFPAIVIRDKTDLPGEMLRTQPEDESMVAVRFFGKQTSYGWITPLK
LAPLLMDESEDEKYLKLAAKKGKTKQVRDAYEDAKSY

Canonical Epc-N
PHD 2.5e-15
Bromodomain 5.7e-23
PWWP 7.1le-08

>DdiscoideumEAL65544
MVMMEGVTPPPTAKVIPFSLKKKKPAALVPTTATVATTTTTTTTNSTTNQNSNDNTPVVIETNNNNNNNN
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NNNNNINNTTETIATTTETTETTATIENDSPTISSEKIKTSTMEPINPASIISNNNNNNNNNNNNNNNNN
NNNNNNNDNDNNNDTIMKNIEDEEEDLYTDITFVSGPSTNVEAEDEQEEVEKQPQQOTQPQOQQQOORLDIN
KKTDTNINGVIQMDTDSKSLSSSSSSSSRYQKTPKKNNNNNNNNNNSINNKANNEAFFDKDSFKIKLQVI
NPESYSEEEIQDINLNSVTSEVYMNPTTLGDKLQQOHQQOQHOKQOQOKOKNKNTTTSNNNNKNKNNNKNHH
DHAGSKDQINSLEDEKRYTQRYRYLKSNEEILNKPVFKEIEESPMAPYNKPSGYIIYQEKSSEMLHDEVE
YDMDSEDEKWLEEFNKTTNNNYSEDIFEYVIDRLEKETFKYKQEIGSDMFPHFSSVEADDVCGVCEDGTS
DDTNQIVYCDGCDIAVHQDCYGILLIPEGHWFCQKC
CIICKKIGGACIQCRERHCSVAFHPYCIKMNQKS
MIDENLNPHITFCKKHFLRNNNINGNVKDILDDDGSSSDGSEKENSSDDDDYTDSSDEHDISGDDDNDDD
DNDDDSFEVIKTPSKKSHISNKSSKSTPSKSNTNLKSKPQPPKPKLKSKSKSTPSKKKANHKKKKKKIDS
TDEDEDSNNEKEDENEEDEDEEDSEEEEEEEEEEKEEKEKINNKNKKRNNKNNKNNNIIIDGRKKKKLKT
TDSNNNKVATVTAKDTTTTTTTTTTTTTTTSTTTTGITAKKVGLISSSRAAKVIRKVPSTFVHAVYDYWV
KKRISRSGLALIKRFOPSILFSLRSTLHAKDPGINSVSDYNKMLSIREDLERTRTILELVKKREKQKREL
IINIRNEIESTILNDYYFLRMVLKSLESIEQLRPFYVPVLEEEAPSYFLIIKQPMSFQQIKQSLNTYAYE
NTDDFWKDITLIYTNAQLFNCSKTSVYKASRLLQEIANKLESDCPPKVTPEELDDFIKNIKYPSKKLLTT
NHKKFSTPLKSVSSSVSSSSSSSNTTNTQSTPIKTTPTETPKPTSRTRSMVAQEQEQEQGKGKEKEQEKE
KEQGKGKGKEKEKEKEKEKEKEKEKEKEKEKEKEKEKEKEKEKEKENEEQVIPKKRRGCPSQPAPRTRQS
DSKLASIEPTEDQRLSKTPPTSKATSSKTTQPITPKTPQPTTPKTPQPATPKTPQPPRTTPTSSSKTPNI
TSPMSASKIITRSSTPSKTTLOQKKEIPPQKKITAKQTPOQRIIKPTLKSQQVIPATTSTISRTRRNLOKQL
EETLENDQDOQKELVEENENENENENENENENENENENENENENENEEEEIEEQEMKQKEEKEEEEEDDEG
EEQKGIIQKGDEIDTDVEDYGVKRKKKSLSPLKLTIPNTNQLMLLDTMNTQTEKKSRSKSILDQTTKDLF
VVPQIIKRVAIMSQLKHIPLEINFSKEITDDLRELLSITQEIQSIEKGGFLSHANRAVSSKEGLKFIEHI
DLRIFRGTYDHDKKLFWYHLEKIAQRIPPQFSKSKKLTLEKISELKEKYEQNHPEILDEENNEEENDE

Canonical Epc-N
PHD 4.7e-14

PHD 3.le-05
Bromodomain 5.3e-18

>TnigroviridisCAF96088
MKKRARQHRPSVPRRPSSPIKPSPNKQILTYAQAQRMVEFDVDGRVHRISIFDKLDVIWDDDPTAQEMME
CTSNKENAEKPQQOQQQILVRSVRLKNNQEKRNAALGLTGHGDGGENHASVHSGPKLPEPKFRTVEYNLPA
VPRRPTTYYKYAEMTEEELDEETEYDMDEEDYAWLELVNEKRRSEGVSQVSFNVFEFLMDRFEKELYLEN
LDQGSEMHAAIDEDAVCCICMDGECHNSNAILFCDMCNVAVHQECYGVPYIPEGQWLCRHC

TPNGCVRRPLTIYEDSQPKNG
LCKKADRSRSLAKGHSKGKQRKKSKNKKPETESESEEPTPAPAPSFPAHRLONILNQVSIQKKKAFVELV
LNYWKLKROQSRNGHPLIRRLOTSLHAQKNTQLGONEEESRALKEQLKEWHRLRHDLERARLLLELIRKRE
KLKREEIKQHETLMEMQLTPFSILLRALLDQLOMKDQARIFAQPVDVSEVPDYLDHIKDPMDFSTMRQORTI
DAQSYSNLDQFEKDFNLIIDNCMKYNSKDTYFYRAAVRLRDQGGALLRKARRDIEKIGFDSESGMHLPDA
PKIQDSPPFSWEDVDRLLLPANRQHLPPDKQLOQQLLEKLDLTCSMKSSPSRSKRLKLLKKTINDVRSEMS
LSRVVPSAHHPPSSTPTSTPAHPEPSAAADKEKSKSNGHFTDDEGDKSLPPKLELSDSIPPLIHSDADPE
PPTLKPIDAAPDRGGKARRKSADSDGEIPQLLPSVPHLNGYAHDGAASSLLEGDATTAEAAGAVNRRTAV
LFRKSKAASPHKPPRDGDRATDVGAEAGKEGQDADEAQLGLQILPVGGLSSGFLGGEEEKELSESPSRAG
OAVEPRRRCASESSISSSSSLOGSTSTTLSLPKCGKGKPALVRRNTVEDKSELIACIETGNFAKAARIAA
EVGNSNIWMPASAATVALEPLKLVWAKCSGYPSYPALIIDPHMPRAGCQHNGVSIPTPPTDVLRIGEQMQ
YKAEEKLYLVLFFDNKRSWWLPRSKMVPLGLDKTIDKIKMMEGRTSSIRKAVQVAFGRAMNHLSIVQDEP
VSDLSDVD

Canonical Epc-N
PHD 3.le-10
Bromodomain 1.3e-34
PWWP 1.3e-19

>CneoformansEAL20164

MPLHDLPKVSFTLITDDPALLHPAGVQSEQSRSYGYNDFSDFERPEHYIRYIEPIESELAVQVEYDMDEQ
DOAWLDTYNAERKKDQCGPISYEVFEIIMDKLEKEWFNLSKRIPQPQQOLAPEDSKCSICDDGEGENSNA
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IVFCDGCNLAVHQODCYGVPYIPEGQWLCRKC

MPLDESKDQEVEDEEEEDDGWEVSPRNHHAHAKTKSKTQSSKSRTSKSHPTPTAKRPAQPL
VIPVTKKSAQAHSKSFRPGPPIIPKMIVNRILEYVGKVQLRKKPQVVEKICRYWSLKREARRGAPLLKRL
HLEPWTASTAARTQTESEKAQKLKFLOMLRNDLEKVRMLADLVRKREKEKLRQAQVIKDVIDRFIFPYSE
RLRVTLERISAMDRREMFLNPVTPAEAPDYSDIVKEPMCWLYIDEKLEKNAYIDIADFKRDIMLVLDNAM
LYNARDTPFHRAASKLKTAAQPLLNELDSITASRQSTSTESLVPSDLPVGDLEPALPHILAFFQETTVSS
QOPEEPQDLLTSLFATELEPPKPPTPTPSPPPOQPRKYRRPTKEEKQKKWNALVKERQEKGLGRSTRGTEKL
TREFEEEAGLAAAATQREKSTPVPAEEGNGMGIDHDGRAVRRSTRNSLGGASSAVSTPKSAPRQRKREPA
QVPVAEEPSRSARSTSTILPPTRQQORGVIGLEALPLLTTKERLEQERALDLTTTEIDAADQFKREFNVGWV
LPEEEEEGEIEVTTPKRSDKGNAVEPENGGFIEAADDDSDLSPPPTSLPGSAAPSPRATSSVAKPADAHG
SDIENDARSDDEDQLQTEKKKPDLEGQGDQETISHGTKRKGESDIETPVREKKRSKTTQAKEEKVAKAPP
KGKGRVKALYPPGTLVWAKIHTFPFFPAEIVDLIDDRDEVPDAVLKEETASRAAAKNVNKDVWLVRFFDA
RSSYGWITGDRLDELGEDENVDAMYLAGKDREGKSKGFKTPSLKRACRKGYRDALNSMETSANEGGRKEK

Canonical Epc-N
PHD 7.le-16
Bromodomain 8.9e-18
PWWP 2e-05

>HsapiensNP 056510
MRKPRRKSRONAEGRRSPSPYSLKCSPTRETLTYAQAQRIVEVDIDGRLHRISIYDPLKIITEDELTAQD
ITECNSNKENSEQPQFPGKSKKPSSKGKKKESCSKHASGTSFHLPOQPSFRMVDSGIQPEAPPLPAAYYRY
IEKPPEDLDAEVEYDMDEEDLAWLDMVNEKRRVDGHSLVSADTFELLVDRLEKESYLESRSSGAQQSLID
EDAFCCVCLDDECHNSNVILFCDICNLAVHQECYGVPYIPEGQWLCRCC

SPPGAATARRKGDSPRSISETGDEEGLKEGDGEE
EEEEEVEEEEQEAQGGVSGSLKGVPKKSKMSLKQKIKKEPEEAGODTPSTLPMLAVPQIPSYRLNKICSG
LSFORKNQFMORLHNYWLLKROARNGVPLIRRLHSHLQSQRNAEQREQDEKTSAVKEELKYWQKLRHDLE
RARLLIELTIRKREKLKREQVKVQOQAAMELELMPFNVLLRTTLDLLOEKDPAHIFAEPVNLSEVPDYLEF I
SKPMDFSTMRRKLESHLYRTLEEFEEDFNLIVTNCMKYNAKDTIFHRAAVRLRDLGGAILRHARRQAENI
GYDPERGTHLPESPKLEDFYRFSWEDVDNILIPENRAHLSPEVQLKELLEKLDLVSAMRSSGARTRRVRL
LRREINALRQKLAQPPPPQPPSLNKTVSNGELPAGPQGDAAVLEQALQEEPEDDGDRDDSKLPPPPTLEP
TGPAPSLSEQESPPEPPTLKPINDSKPPSRFLKPRKVEEDELLEKSPLOLGNEPLOQRLLSDNGINRLSLM
APDTPAGTPLSGVGRRTSVLFKKAKNGVKLOQRSPDRVLENGEDHGVAGSPASPASTIEEERHSRKRPRSRS
CSESEGERSPQQEEETGMTNGFGKHTESGSDSECSLGLSGGLAFEACSGLTPPKRSRGKPALSRVPFLEG
VNGDSDYNGSGRSLLLPFEDRGDLKPLELVWAKCRGYPSYPALIIDPKMPREGLLHNGVPIPVPPLDVLK
LGEQKQAEAGEKLFLVLFFDNKRTWOQWLPRDKVLPLGVEDTVDKLKMLEGRKTSIRKSVQVAYDRAMIHL
SRVRGPHSFVTSSYL

Canonical Epc-N
PHD 4.3e-08
Bromodomain 2.2e-35
PWWP 6.4e-28

>DrerioCAI20717
GPPMKRKSQPLNIFTPHREPLTYAQAQRMVDLEVDGQLHRISIFDKLEIITDEDPLAQEIIKCISSKENA
EKHLQISEYSAQIKNNNQKKNTSDSSIQGSILPEPKFHTVDYNLPVIPSRPSTYYKYKQKTVEELDQEVE
YDMDEEDFAWLDLVNEKRKDEGLNLVSFDDFEFLLDRFEKESFLESQGQHTLQSIDDEDAVCCICMDGDC
MDSNVILFCDMCNLAVHQDCYGVPYIPEGQWLCRHC

TPNGSVKRPLAIYKDNETNYGLCQLVDRKSSRIGFNKQKRLKKNEE
ATIVTTIPPLSVPSFSSERLSPILNQVSLOKKTAFGELVLSYWTLKROSRNGVPLNRRLOTRLHPPKNSQR
KQTEEETQALKEQLKEWHQLRHDLERARILLELTIRKREKLKREEVLLOQTLMEFQLTPFTVILRAVLDQL
QEKDQAHIFAEPVNIKEVPDYMDHVLHPMDFSTMSKRIEAQGYKYLDEFEADFNLITDNCMKYNGKDTFF
YRAAVKLRDQGGAILRKTRRDVQRIGLDLETGLHLLEPPKIEPSVPFSWEDVDRLLVPANREHMSFEEQL
RELLEKLDMTTAMKSSPSRSRRLKLLKKNISDVRLELSLRKALTAVKLKNAAEEEVGHIHQKGDKSVPPK
LEPSVSVLPLINAESHSEPPTLKPIEPNPDKHSHQKDGISQSLNGDSHLLLEDSDINVVATSTLAEPSSP
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VNRRTSVLFRKSKSSTSPLRTLKDDETLKGSSQIGTKTFLSVVIPRLETLLHTRKRPRSASGDSCKDELP
VKRLDTELSNSFGLNSERELSSSSQPRORCTSESSMSSSNSSTIALNLTKCGKGKPALIRRNTVEDKSEII
ACIESRNFAKAARIAAEVNSSSIWMPSNAATVLLEPLKVVWAKCSGYPSYPALIIDPQMPRVGCQHNGVS
IPMPPLNVLOIGEQMQYKSEEKLYLVLFFDNKRTWQWLHKSKMVPLGVDKTIDKIKMMEGRTSATIRKAVR
TAFNRAMNHLNHVQDEPVNDFSDVD

Canonical Epc-N
PHD 1.2e-09
Bromodomain 2.6e-29
PWWP 4.4e-21

>AgambiaeEAA03942
MGIDFEVNDYIKTLKKDGGPFK DNPSPAVPASVSTPIKQKGRKLKVG
VTPKNQIACSPPKEGITYLESEHLVRLDCNGKTVKIPVLDALPVMSLEEYESKCKTASDFEAFAVAPPEE
PEVQLPEGKFKEIEDYTICDAPARPNAYIRFIEKSSEELDGEVEYDVDEEDTTWLSIINERRAAQNVGPV
SVDSLELLMDRLEKESFFOAAANGONGAVVDDDAVCCICMDGECONTNVILFCDMCNLAVHODCYGVPYI
PEGOQWLCRRC

TPLNA
LOTTPGNSPDGGPPTDAREVTREKMKKARKLLALKRTSAPVILIPTIPONRIEEISSLVNIPKKOOFIOR
LIAYWTLKROYRNGVPLLRRLOSOGOAQGTGMPGCRDRTDGSPDAQELYQQLKYWQCLRODLERSRLLCE
LVRKREKIKLILIKTTEQLVMAQLNPIESVLHRILDQLEVKDDKEIFREPVDTEEVPDYTDIVKHPMDLG
TMROKLKRGAYIRIEDLEQDFQLMIRNCLAYNNKDTMFYRAGVRMRDAGAIVFRTVRKELERSGQFQEPA
PVEPIASSALSGRAIGSSSEDNIAMDIENELTKITGOSANAEHIGKLOQTLLSKANGIRHALTRSKRIKQIT
RNEIARVKRAISKDPERASSSFSPKKLSHSMHAEPTSSGLGGLAGSSLALAQKHHQITPEASPLKVLONS
PSPSGVNRRTAVLFTRKAQAALKKPDASLKQEGAGVGASGGTGGAGGPSGSTVTPMTTTELLQKTAKKIN
RGKRIGKSGKGIESFLEATSASALDGKPIERKSLEATIPDSFRVYRGQODREISDSESNLSLTGSTCSSCS
GFSGSGTESEFGGRRTSACGEGFEATNFVCLLSYGLALAPAMTIRTVTRMSTNSEPEVEPFPEKPALEPL
KLVWAKCRGYPWYPALIIDPNIPKGFVHNGVPLPAPPADVLALRSNYDEPVFLVLFFDVKRTWOQWLPVGK
LELLGVDKELDQSKLIESRKPTERKAVNKAYQEALHYHSQV

Canonical Epc-N
PHD 2.3e-11
Bromodomain 3.9e-29
PWWP 2.9e-17

>PtroglodytesXP_518433
MTDRSRVRDPCLSQLDPNVHSPLIGLAPWRAGPWCAGIAAGADPVSCSVSPPRPHRHRLSPQFPGAMRKP
RRKSRONAEGRRSPSPYSLKCSPTRETLTYAQAQRIVEVDIDGRLHRISIYDPLKIITEDELTAQDITEC
NSNKENSEQPQFPGKSKKPSSKGKKKESCSKHASGTSFHLPQPSFRMVDSGIQPEAPPLPAAYYRYIEKP
PEDLDAEVEYDMDEEDLAWLDMVNEKRRVDGHSLVSADTFELLVDRLEKESYLESRSSGAQQSLIDEDAF
CCVCLDDECHNSNVILFCDICNLAVHQECYGVPYIPEGQWLCRCC

SPPGAATARRKGDSPRSISETGDEEGLKEGDGEEEEEE
EVEEEEQEAQGGVSGPLKGVPKKSKMSLKQKIKKESEEAGQODTPSTLPMLAVPQIPSYRLNKICSGLSFEFQ
RKNQFMORLHNYWLLKRQARNGVPLIRRLHSHLOSQRNAEQREQDEKTSAVKEELKYWQKLRHDLERARL
LIELTRKREKLKREQVKVQQAAMELELMPEFNVLLRTTLDLLOEKDPAHIFAEPVNLSEVPDYLEFISKPM
DFSTMRRKLESHLYRTLEEFEEDFNLIVTNCMKYNAKDTIFHRAAVRLRDLGGAILRHARRQAENIGYDP
ERGTHLPESPKLEDFYRFSWEDVDNILIPENRAHLSPEVQLKELLEKLDLVSAMRSSGARTRRVRLLRRE
INALROQKLAQPLPPQPPSLNKTVSNGELPAGPQGDAAVLEQALQEEPEDDGDRDDSKLPPPPTLEPTGPA
PSLSEQESPPEPPTLKPINDSKPPSRFLKPRKVEEDELLEKSPLOLGNEPLORLLSDNGINRLSLMAPDT
PAGTPLSGVGRRTSVLFKKAKNGVKLQRSPDRVLENGEDHGVAGSPASPASIEEERHSRKRPRSRSCSES
EGERSPQQEEETGMTNGFGKHTESGSDSECSLGLSGGLAFEACSGLTPPKRSRGKPALSRVPFLEGVNGD
SDYNGSGRSLLLPFEDRGDLEPLELVWAKCRGYPSYPALIIDPKMPREGLLHNGVPIPVPPLDVLKLGEQ
KOAEAGEKLFLVLFFDNKRTWOQWLPRDKVLPLGVEDTVDKLKMLEGRKTSIRKSVQVAYDRAMIHLSRVR
GPHSFVTSSYL
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Canonical Epc-N
PHD 4.3e-08
Bromodomain 2.2e-35
PWWP 2.9e-27

>DpseudoobscuraEAL24777

MGLDFDALEYCKGMKNKQSPPPYA DNPQPLTPVLTPNRKKARSRS
THHSTPKPKDNGSGGDASIVSGEAKNGCSGSSGSGTRHQYANPESLVAYNEEEATVTFNIEGKSVRLGID
DALPMVEEDEFVALVERGCILNADAPPLEENAPWAKVQVPVAKVCEIEDYNVPDAPPRPLAYYRFIEKSL
EELDGEIEYDVDEEDSAWLEHMNEEROQKLGLTAVSIDTMELLMDRLEKESHFOQAAANGTPTGVEVDDDAV
CCICLDGECONTNVILFCDMCNLAVHODCYGVPYIPEGQWLCRRC

TPADAKLKMNVPDFEDTRHKMREARKALAKKRSTAPVVL
IPTIPPDRVQEIATMVTMOKKKEFLDRIIAYWTLKRHYRNGVPLLRRLOSQGHNHGVIQRNGIEGSPDTN
ELYRQLKYWQCLRODLERARLLCELVRKREKLKVAFVKISEEVVMLOQLNPLESALTKLLDALEARDTMEI
FREPVDTSEVPDYTDIVKHPMDLGTMRTRLKDCQYTTLEQLETDFDLMIQNCLAYNNKDTVFYRAGIRLR
DOAAPLFVQLRKELQRDGLLERSQRSHVDHVEAEVEQELRQLLAVPASEDIVQKLLILADKSQVLKNPSY
RTKKIKQIRLEITRMRKSLOQKARYAARHSSVHANRSRSDEDEARGGQGSPSKKRSRKRLNTIAMDMDLEQ
DEDLEDEDDSEEDSVGDGDEEAAKNMLNTTQTPPCSPIKSLNNSSSPVGINRRTAILLTRKSQAALKRPS
EPLTTPVKEEHHNSQSSSSQSISVSASASSSSNATVATAATSVASLNSVLAAPNASASVANFALTQONSSA
GAGVGAGVSASPASGAGALAGAAAAASLTSTALSISSKMSLNLGVKSPKRPGRYRRLPELRNSASMSPKK
SPNPAASGQOAMPLPDARLFERIPDSFRVYRANNQRDVSDSDEGPSQSSSPCSSCSDFSISGSCSDFDSDE
ASDGHSEERESTSQDGTTDAMDLQHASLNNSQGNGNMAISSSSGASGSSSEDEAVMDGQTPHOKRRGRPS
KTRTSRSTPTPTPIPMAARGPVMSAARGRGKRRSNLSESTTSSTATPPPIMRKAGKLRSATPSIVSPLVN
NIKARRNTTATATTNNNRSRHGEDAEEVVTMTRHHNSHKPTLEPLQLVWAKCRGYPWYPALILDPKTPKG
FVYNGVPLPAPPTDVLALRKNCLDDIVFLVLFFDVKRTWQWLPANKLDILGIDKKVDQQKLIESRKPAER
KAVKKAYQDALHYQSQVSDLEGQGPDPIM

Canonical Epc-N
PHD 2.3e-11
Bromodomain 2.7e-31
AT hook

PWWP 3e-15

>TnigroviridisCAG01066 (misannotation?)
MKKKARHNRTPTLKRDSSPIKPSPNRETLTYAQAQRIVELEVDGRVHRLSIYDKLDVITDDDPTAQEILE
CNSNKENREKPPQVLVRSVRLKINRQKKNAALEASHGGGGSGTHGCPALLQPKFRTVEYNLPVVPKRPAA
FYKYTERLAEELDEEVEYDMDEEDYAWMELVNEKRRSEGIGQVSHNLFEFLMDRFEKESHSLTRGQSDLQ
AMVDEDAVCCICMDGDGADSNVILFCDSCNIAVHQECYGVPYIPEGOQWLCRHC

TPGTWSHRPLNVYEEPHPKHAACHRRGAKRGRARPK
SWGKKRSKRVEPEAEAETPPTSGPSITASSFEAILNQVAVQKKRSFVERVLSYWVQKROSRNNVPLIRRL
OANPQPIRDSQTSRAETNQALKEQLKEWHRLRHDLERARLLLELIRKREKLKREQVKQQQSVLEFQLTPF
NVLLRAVLSQLQEKDKYSIFAQPVSTKEVVEDFNLIIDNCMLYNAKDTFFYKAAQRMODHGGAILRRARK
EANRIGFDLPSGLHLAQSPRPEPAAPFSWEDVDRLLSPAYRQATPLEEQLKELLEKLDLSAAMKHSPSRS
KRLKLLKKSILEVRSELSLRKSFLPASPPRLAAPPQSEDQSPARPLSQPRPPPEEPLAPPVLELLTSLSQ
IDVPGECPTAPSPDVDAHTSTSALPDAPDGGAPASPLLDGELYAEASATCSQRANTLFRKSKSTSPQKAP
RSQEAGAVPPQPLGAKTFLSVVIPRLETLLLPGKRRRSIDSEQEEAEPVKRLGTGRVANGLAAEEELSAA
PRPLEPRRRCASESSISSGSGGLLPNTSAAFLTKSGKGRSPPARRSTVDDKNALRTCVEHRETPGSGESK
GLPVTTAPRRQKTAPRLRWAELPRPPVDVLRAGEQRRFRFAEKLFLVLFIGSRHSW

Canonical Epc-N
PHD 1.2e-11
Bromodomain 4.2e-10 (misannotation)

>CfamiliarisXP_ 538883 (misannotation?)
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MATIQGCQCSHLFLVLRCKVVTCCHYTKIHFPWTIAQGAGGRRSQAPRWGRRRRAPGMSFTRKKGFYRQD
VNKTAWELPKT

EP
FRDPEEETEASQPFNDSLEHEKLTVDEWKRLIFENSLLGFWEEKMLGGQYTCEVVWLLLNRKRRGDQWAL
ASLPRWFAGASFLCVRVGLRVSRPLVRSPPPFRGGDVISLLSPRKGODSSGRGAPLKGQGPWQGRSLSPE
SLVGYGGHRLIAETPRPSETWWGLSPWFPGAMRKPRRKSRONAEGRRSPSPYSLKCSPTRETLTYAQAQR
IVEVDIDGRLHRISIYDPLKIITEDELTAQDITECNSNKENSEQPQFPGKSKKPSSKGKKKESCSKHGSG
TSFHLPQPSFRMVDSGSQPEAPPLPAAYYRYIEKPPEDLDAEVEYDMDEEDLAWLDMVNEKRRVDGHSVV
SADTFELLVDRLEKESYLESRSSGAQQSLIDEDAFCCVCLDDECHNSNVILFCDICNLAVHQECYGVPYI
PEGQWLCRCC

SPP
GAATTRRKGDSPGSLSEAGDEEGLKEGCGEEEEKEEVEEEEEDEGQGGVGGPLKGLPKKNKMALKQKIKK
EPEEVSRDTPSTVPMVTVPQIPSYRLNKICSGLSFOQRKNQFIQRLHNYWLLKROARNGVPLIRRLHSHLQ
SORNAEQREQDEKTSAVKEELKYWOQKLRHDLERARLLIELIRKREKLKREQVKIQQAAMELELMPFNVLL
RTTLDLLQEKDPAHIFAEPVNLSEVPDYLEFISKPMDFSTMRRKLESHLYRTLEEFEEDFNLIVTNCMKY
NAKDTIFHRAAVRLRDLGGAILRHARRQAENIGYDPERGTHLPESPKLEDFYRFSWEDVDNILIPENRAH
LSPEVQLKELLEKLDLVSAMRSSGARTRRVRLLRREINALRQKLAQPPPPPQPPSLNKTVSNGELPAEAQ
GDVTVLEQAPQEEPEDDGDRDDSKLPPPPTLEPTGPAPSLSEQDSPPDPPTLKPINDSKPPSRFLKPRKV
EEDELLEKSPLQIGSEPLQRLLSDNGINRVSLMAPDVPAGTPLSGVGRRTSVLFKKAKNGVKLOQRSPDRA
LENGEDHGAVGSPASPASTIEDEQHSRKRPRSRSCSESEGERSPROQEEETGVTNGFGKHTESGSDSECSLG
LSGGLAFEACSGLTPPKRSRGKPALSRVPFLEGVNGDSDYSSSGRSLLMPFEDRGDLEPLELVWAKCRGY
PSYPALIIDPKMPREGLLHNGVPIPVPPLDVLKLGEQKQAEAGEKLFLVLFFDNKRTWQWLPRDKVLPLG
VEDTVDKLKMLEGRKTSIRKSVQVAYDRAMIHLSRVRGPHSFVTSSYL

PHD 4.3e-08
Bromodomain 2.2e-35
PWWP 2.9e-27

>MmusculusXP_196171
MGRGGDARPLPRSEGGDEAGKSARKGAAKRGPPPAPAILFLPGLPSWFPVAMRKPRRKSRQNAEGRRSPS
PYSLKCSPTRETLTYAQAQRIVEVDIDGRLHRISIYDPLKIITEDELTAQDITECNSNKENSEQPQFPAK
SKKPSSKGKRKESCSKHASGTSFHLPQPSFRVVDTGSQPEAPPLPAAYYRYIEKPPEDLDAEVEYDMDEE
DIAWLDMVNEKRRADGHSSVSADTFELLVDRLEKESYLESRSSGAQQSLIDEDAFCCVCLDDECHNSNVI
LFCDICNLAVHQECYGVPYIPEGQWLCRCC

SPSVAVARRKGDSPRSLSEGVSKKGKMSLKQKIKKEPEEAGREAPSITLPMVT
VPQIPSYRLNKICSGLSFORKTQFMORLHNYWLLKROARNGVPLIRRLHSHLOSQRNAEQREQDEKTSAV
KEELKYWQKLRHDLERARLLIELTRKREKLKREQVKVQQAAMELELMPFTVLLRTTLDLLOQEKDSAHIFA
EPVSLSEVPDYLEFISKPMDFSTMRRKLESHLYHTLEEFEEDFNLIVTNCMKYNAKDTIFHRAAVRLRDL
GGAILRHARRQAENIGYDPERGTHLPESPRLEDFYRFSWEDVDNILIPENRAHLSPEAQLKELLEKLDLV
STMRSSGARTRRVRMLRREINALRQKLAQPPPPQLLSLNKTVPNGELPAGSRGDTAVLEQAQQEEPEEEG
DRDDSKLPAPPTLEPTGPAPSLSEQESPPDPPTLKPISDSKPSSRFLKSRKVEDEELLEKSALQLGSEPL
QOCLLSDNGIDRLSLTNPDSHPDTPLGTVGRRTSVLFKKAKNGVKLORGPDGTLENGEDHGPEDDPASPAS
TEDEHYSRKRPRSRSCSDSEGERSPQOEEETGVTNGFGKHTESGSDSECSLGLSGGLAFEAGSGLTPPKR
SRGKPALSRVPFLEGVNGDSDHSGSGRSLLMPFEDHGDLEPLELVWAKCRGYPSYPALIIDPKMPREGLL
HNGVPIPVPPLDVLKLGEQKQAEAGERLFLVLFFDNKRTW

Canonical Epc-N
PHD 4.3e-08

Bromodomain 2e-33
PWWP 1.1e-09

>RnorvegicusXP_228039
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MNFENIGVRRQVGDAQVQLCRIKGLSSSFPVAMRKPRRKSRONAEGRRSPSPYSLKCSPTRETLTYAQAQ
RIVEVDMDGRLHRISIYDPLKIITEDELTAQDITECNSNKENSEQPQFPAKSKKPSSKGKKKESCSKHAP
GTSFHLPQPSFRVVDTGSQPEAPPLPAAYYRYIEKPPEDLDAEVEYDMDEEDMAWLDMVNEKRRADGHSS
VSADTFELLVDRLEKESYLESRSSGAQQSLIDEDAFCCVCLDDECHNSNVILFCDICNLAVHQECYGVPY
IPEGQWLCRCC

SP
SVATARRKGDSPRSLSEVGDEDGLKEGGGEEEQEEGEEEGQEGQGGVGSPLKGVSKKSKMTSKQKIKKEL
EEAGRETPSITVPMVTVPQIPSYSNVLPLVQSDINPGDSVSDVVAFTVTLSDIVDRPEPPTDLSLTPLCL
YPRLNKICSGLSFORKNQFMORLHNYWLLKROARNGVPLIRRLHSHLQSQRNAEQREHDEKTSAVKEELK
YWOKLRHDLERARLLIELIRKREKLKREQVKVQQAAMELELMPFTVLLRTTLDLLOQEKDPAHIFAEPVSL
SEVPDYLEFISKPMDFSTMRRKLESHLYHTLEEFEEDFNLIVTNCMKYNAKDTIFHRAAVRLRDLGGAIL
RHARRQAENIGYDPERGTHLPESPKLEDFYRFSWEDVDNILIPENRAHLSPEAQLKELLEKLDLVSAMRS
SGARTRRVRMLRREINALRQKLAQPPPPQLLSLTKTVPNGELPAGSRGDAAGLEQTLQEEPEDEGDRGLA
LRRGKALGSDGVEGLSSYNIWDAITNIYRSTONKIYCQSRHQLLHWFVFLGTQOMLONDDSQLPAPPTLEP
TGPAPSLSEQESPPDPPTLKPISDSKPSGRLPKPRKVDDEELLGDSALQLGSEPLQCLLSDNGADRLPLT
NPDSPPGTPLGNVGRRTSVLFKKAKNGVKLORGPDGTLENGEDAPASPASMEEEHCSRKRPRSQSCSDSE
GERSPQQEEETAKVSDLPLALVQQSELWDCGVGNSTDKQRKPPGQGVTNGFGKHTESGSDSECSLGLSGG
LAFEAGSGLTPPKRSRGKPALSRVPFLEGVNGDSDHSGSGRSLLMPFEDRGDLEPLELVWAKCRGYPSYP
ALIIDPKMPREGLLHNGVPIPVPPLDVLRLGEQKQAEAGERLFLVLFFDNKRTWQWLPRDKVLPLGVEDT
VDKLKMLEGRKTSIRKSVQVAYDRAMIHLSRVRGSHSFVTSSYL

Canonical Epc-N
PHD 4.3e-08
Bromodomain 1.4e-33
PWWP 4e-27

>GgallusXP_419262 (misannotation?)
MRKPRRRSRQKLEGRRSPSAYSLKCSPTRETLTYAQAQRIVEVDIDGRLHRISIYDPLKIITEDELTAQD
ITECNSNKENSEQPLFPSKSKKTPSKGKKREACSKHTSGTSLHLPQPNFRVVDSFKQSDAPPLPTAYYRY
IEKPPEDLDAEVEYDMDEEDLAWLEMVNEKRRDDGYGMVSAETFELLVDRLEKESYLESRNNGTQHSIID
EDAFCCVCMDDECHNSNVILFCDICNLAVHQECYGVPYIPEGQWLCRCC

SPPGTVKKRYSAATSERQEGIVKEEREEEGSSGP
PKGSLKKNQVKLKQKIKKEPSEGTDGRSSMPMMTVAQIPSYRLNKICSGISLORKNQFMORLHNYWLLKR
OARNGVPLIRRLHSHLQSQRNAEQKEQDEKTSAVKEELKYWQKLRHDLERARLLIELIRKREKLKREQVK
VOOAAMELWLTPFNVLLRTTLDLLQEKDAAQIFAEPVNLNEVPDYLEFISNPMDFSTMRRKLESHLYRTL
DEFEEDFNLIVTNCMRYNAKDTIFHRAAVRLRDLGGAILRHVRROQAESIGFDTDVGIHLPESPKTEDFYR
FSWEDVDNILLPENRAHLSLEAQLKELLEKLDIVSPMRSSGARTRRMRLLRREINSVRQKLAQQQSRTMA
NGEPVLWEEELDKTSREEDEEGDDAKLPHPPTLEPTGPAPSFSELESLQDPPKLKPIHDSKSLNQLQKKV
MSDRDFFDKKALQRESQAFQRLLSDSSLNGLTLPPADTLMSPPFSGVGRRTSVLFKKAKNGVKLQKGLDC
SLENGEDHEQSEQLSPSCANGERQTRKRPQSRNYSESDGEKSPRQAGOQRGVTNGFAKHAESGSDSEHSPS
LGSGLVFETCSGLMPPKRSRGKPALSRVPFLEGVNGDSDYSSSGRTLLMSFESQTELEPLELVWAKCRGY
PSYPALVGTQRREQLQICFLH

PHD 3.2e-07

Bromodomain 3.2e-35

AT hook

PWWP 8.8e-09 (misannotation)

>AmelliferaXP 395348
MVKEIDEYEQQLGEAEALPNSYIRFMERSGEELDGEVEYDLDEEDTAWLSIVNERRLASGLNPPLEPDTF
ELLMDRLEKESYFQOQQSNGGGGIAADEDAVCCICMDGECQONSNAILFCDMCNLAVHQDCYAVDCVLC

TPSDYQPSTNPADARRRAIANKKSSSAPVI
SIPTIPPERIKEIASLAEGLPKRSQLIQRLIAYWTLKROQYRNGVPLLRRLOSSHPQSRPPPLGENSSPPP
DSELRGELYRQLKYWQCLRODLERARLLCELVRKREKLKKELFKVKEKCLWFELRPLESILRSLLEAIKM
KDINDVFGQPVNTKEVPDYLEIVSHPMDLSTMOQTKIERQEYDTIGAFEADFNLMVNNCLAYNRKDTMFYR
AGIKMKEQGGILIEQARKDYPELDPGENEQTVSKSRKRDRNNRSRGEIELQSGEKEIGGGGVNRRTAVLF

35



TRKARARASRSNOQMFTLEDDKKKQSDSFKIYSKEITIANNGLEALQLVWAKCRGYPWYPALIIDPNTPRGT
VHKGVPIPAPPDDVLALAVNYKEPVFLVLFFDTKRTWQWLPGEKLEKLGVSQELDEAKLIESRKPADRKA
VKKAYQEALHYRKQTHNTSLNTASTS

Canonical Epc-N
PHD 0.0015
Bromodomain 1.5e-30
PWWP 7.8e-20
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Epc-N SUBFAMILY IV
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>GgallusXP_416870
MTGLNFELTTSTVPGHQRTWCQEERDHYSRSRGGLRVQVGNAAKTWRSLCLIIGVACPTARATQATTSGG
GKGEGVPGVLLDSVVYRSCSEKARSVFLATILSSYQKTRRTFAAATISTNHCAGSSVLRSESDTALVAAD
LEKYWRSAPPRVSRQTAVLVAKPARAVGLEGPRGONCSVSSATSCFTSLLGRCLSAVQKLRYAKPSPPRS
VLSSFLLLRTTVFARTFPQRPAESKSSGSGQHPRFGMPDVVSLSAEARAGGSPPTPPPPPLRRGAAREAA
GGLCGKGVKWTILGFYSEFVDSSQDLHGQFGTGVKTEKLLNIECRRRSPFVGCRLDCPPEGRGGVPGSHP
ATPVPQORPVACLSCRPACVLRGTIRAPYLGCCFLCCSWYVCLDIGSSSFASFLLSNAVFPSSTQMYMCV
TPQEGIAGRNMPPLPMLLIAQSELVNQKEQLDALALMSSASYLEELCKADNKPHQQLHLCCRTLFDVNVF
VALGRLLLCKTHCCGSPVGLCPHFSALNTAESSSAGEGKDPAWGPEQPRACLCIGLIYIHPMVFSEIDSV
QIHVDFRFGAKGHLGEIRDVRAAGVERGSSPETVLKARVRFESTAKAPLLTFHESENYYLLILLQKSGCN
PALLLRGALTLGCVRMKRHRHLSTSDSSDNESPSTSFSSCAKYRSKSKTPANEQKKPAEVFRKDLISAMK
LPDSHHVNPDEYYVFADTWKQEWEKGVQVPASPETIPQPSLRVVAEKVKEVLYTRPRKYIHCSSQEPTEP
GYINILELAESVCRYDLDDMDIFWLOQELNEELTEMGCGPLDENTMEKTIEVLERHCHENMNHAIETEEGL
GIEYDEDVICDVCRSPDSEDGNDMVFCDKCNICVHQACYGILKVPEGSWLCRTC

SKNKONSLPDVDEHPKSISDQKQTESEKTSLRAQKLRE
LEEEFYSLVKVEDVAAELGLPKLAVDFIYNYWKLKRKSNFNKPLFPPKEDEENGLVQPKEDSTIHTRMRMF
MHLRODLERVRNLCYMVSRREKLKLSHSKVHEQVFNLQVQLINQEIAAGHTLPSALENTLFYPPPRITLK
LKMPKSALGDCKNNSLKPGNRPLSPDNNSTVYSKRSVPMSKEPFEIKAKSYSRYQHDTRSNGLLVTGGIG
KPRGEAKDSGLVQVPEFHRGQOPSGKPLALQAALHGQSSIGNGRLQODGSRLVAKSNGLMGRTGDVSQRDS
SSQTPFEQESVLTAHLASQSGFRKSTIEHFSRSFKEATNSLVRTTEDLRCCEKPTRRLAAKERLWSKQTL
EGAPYQDNDGYCPDLELSDSEAESDENKEQMRLRRSSSERESPSKDFGRECHNRNKKNMISHGSVQR

Canonical Epc-N
PHD 1.7e-16

>CfamiliarisXP_540950

MGMDOWVRSHGGVHGHGAVGVQSGAGAFGVHGHGQGRSRSSGCVVTEQWVRGHGAVGARSRGGGQSRGSG
CAVTGREGGVWGAQSRGVRGACGVRRHGAGAESWRRVVAAEGLSVPGRCQDKHRGKRGKSPGPARQTGTE
QOTGMEQLVPGPGARVSRRSAQACRWLRPADAVTVVEDDRGKPAALAQHPRNATAYKNAYVSAPWDPLCSH
SEGLWHQPASLTGFWQQFPAQCRTCPSGGEAAADVSAGPRHRRSHAWALLASGLESFALFSGLIQGNTRV
VFTVGAGWVVSVPVQALIQLOLELLKPLSRCPVEDWPHGGRSSIGVFAGCFCLSTTWSQNSRSQHRRGSC
SRHEDRKPSERAQLTDAGVLRAKYNLGPALMPGSELPCVALRPWWPEDEAPLAGSAVLLSCPSRREQPCE
AAFGWSPLRPDEGRGAPSGQGYFEFCGSVFGRERRGEHPRGKYQQPSFELGAHRISGEETEVSLLLSDML
PACGVEVFRTDLITAMKLHDSYQLNPDEYYVLADPWRQEWEKGVQVPVSPGTIPQPVARVVSEEKSLMFI
RPKKYIVSPGSEPPELGYVDIRTLADSVCRYDLNDMDAAWLELTNEEFKEMGMPELDEYTMERVLEEFEQ
RCYDNMNHAIETEEGLGIEYDEDVVCDVCQSPDGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

FRVHTTHRQVSRILRFGLK
LKRGKTLRYLWERMEETLFKNLRVKAQALGPCKRVCVPTYPVSTCRTAAEGSGSSCLPWHRRPLRIEFLP
FLSTPVLPRHRQRDVGACEGSGLGFRNICLLSQPEEENPEEGRLAPLHSPVEVPPPFVGPGPPEEGSLGF
SAAVLAAGARPPAGPRLLSGDWLQWPQGASSRSPRQAEGAVVSGRAQPPCDHRKRPFRVLRPGRGQRPGG
PGPEAFPRAPGGAAWPSAPRGGLSIPPPGLASLLLPFFPPLPGVSYSLSSDLSSPRLLGGNCSVKNCRTA
FHVTCAFDRGLEMKTILAENDEVKFKSYCPKHSSHRKPEESLGEGAAQENGASECSPRNPLEPFASLEQN
QEEAHRVSVRKQKLOQLEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKVNEFNKPLITPKKDEEDN
LAKREQDVLFRRLOQLFTHLRQDLERVMIDTDTLAAADGTSSTADSGSGSPLPAAGILGAGCLPSSGASCP
RSFWORLANWGGVSEQPTFSSLVLGSGDPGPLSGLTHPAPKGTQGMSQGMSQGMSQGMSQGMSQGMSQGM
SGPSRGADGTVPNEGSVQKGGRASGAPFLHGVRNLTYMVTRREKIKRSVCKVQEQIFNLYTKLLEQERVS
GAGPSLSPAFVAYCKQPARKAAGCRSPASRAAAVQAGPVEGRSVALVHTEEETQKCGFVKVDPKHSTGSG
GNSLPKQPDLCGRREGTVVPEGFLSFEKTFAEARLVSAQQKNGVVMPDSGDRRDHRLHCDLSRGDFKDRP
CKQOSHKPLRPTDPSQRHLDSPRAAAASPGTGQSAPGSRKEIVPKCNGSLIRVNYNQTAVKVPTTPASPVK
NWGGFRIPKKGERQQQOGEAHDGACHQHSDYPYLGLGRVPAKERAKNKLKSDHENDGYVPDVEMSDSESEA
SEKKCIHASSTISRRTDIIRRSILAS

PHD 7e-16

>TrubripesCAE30495
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MKRLRSSSSSDSSDNESPSTSFCSSNKNGGKPGTPASNPKKPAEVFRKDLISAMKLPDSHHVPPEDYYLL
ADTWRQEWEKGVQVLASPDTIPEPSARVIAERPTEVLYSHQRKYIQSSNQESTEPGFVNIRELAEAMCRY
DLDDVDLYWLNMLNKELERMGEEPIDELTMERTIEALERHCHDNINHAIETVEGLGIEYDEDVICDVCRS
PDSEEGNDMVFCDKCNICVHQACYGIVKVPFGNWLCRTC

SQGKTGEAGLSPARSKPPAEAVKVGLRAQRLOQELEEDFCALVQPGEVSQELGL
PERPADFIFQYWKLKRKANFNKALLPPKEEEENVVLQPQEDSIHTRMRMFMHLRODLERVRNLCYMVSRR
EKLKLLOSKAQEQMFNLHVALVNQELSAGLQPSCLMESMLFHPAPRITLKLKMPKSSSVGNGNPAFKSGN
GPLCPDNSGNVADQPGGGLGQGKPQLHENGRGEERPNNGQLSSSSNSASAVRFTGKPLALHAALHGHSSK
GRRKPDQERPRVSKSNGLYEKIVSQKNKSSEPPCDQYASKKGVSKSSFHKSAMEHFGRPFKDATISLVRT
TEDRLASDKLSRDTAAKDRLWTKPVPEHKVKSSRSYQDSDGYCPDLELSDSEPEAKGRRGQQVERAHLEP
PRKGISHGKKTLGSRHAMQR

Canonical Epc-N
PHD 3.5e-15

>TnigroviridisCAG01391
MSWTGVRRAVPPALARTGAGYRSRTRRDAGPLPGGDCGLQPLQEGTSLCPLAPMFGSSPARSAKGPAASA
SLAPTWFSGTGSLLYFNPLLFFLSKSILKGLVAAVSSRCCSPASPPALSAPPDGSAFRTGALTLAGAAVA
PGWSRMKRLRSSSSSDTSDNESPSTSFCSSNKNGSKPGTPASNPKRPAEVSSRLODVCGGEVEDVVTASE
KHTLQKKRGRSQFCCFLKVFRKDLISAMKLPDSSHVPPEDYYLLADTWRQEWERGVQVPASPDTIPEPSA
RRSTSSAGARSPONRGSANIRGLAEAMCRYDLDDVDLYWLHALNTELERMGEEPVDELTMERTMEALERH
CHDNINHATIETVEGLGIEYDEDVV

SQGRAGEATLSPARSKPPAQAEKVGLRAQRLQELEEDFYTLVQ
LGEVSRELGLSERPADFIYQYWKLKRKSNFNKALLPPKEEEENVVLQPQEDSIHTRMRMFMHLRQDLERV
RNLCYMVSRREKLKLLQSKAQEQMFDLHVTLLNQELSAAAASMSVCGSSAPSPGELGQLPMDSWMAHLPC
ALWDVPLSHLAIPGSHNAITYCLDMNERSPVDLTQPDMLQKLDKYMKPLIRPFVYKWAITQEYPMKQQLD
CGVRYCDLRIAHRPNDSSTDLYFYHGVYTTLTVEVGVYKHSPSCRVAVFAMVTAFCEHQQOMLQTSVLMEM
REWLDAHPKEVLILSFSHFLGLSQELHALLLTTIRNIFCSKLCPKTRWANKCKAETLIEAFEHRKKQDRP
EGLFVTGINLTVDLKYICTHPTESLKDLVMSTYSVLLGWVREQTPGSRVGSVNIIAGDFVTERHFAPTVV
TLNEKLLKRSS

Canonical Epc-N
PHD 3.2e-09 (misannotated?)

>DrerioCAE30492
MKRLRTPSSSDSSDNESPSTSFSSNKYGSKPGTPASAQKKPAEVFRKDLISAMKLPDSHHISSEDYYLLA
DTWKQEWEKGVQVLASPDTIPQPSVRIITEKPKEVLFSKPRKYIQCWSQDSTETGYVNIKELAEAMCRYD
LDDMDLYWLOOLNAELGMMGDGVVDELTMERVMEALERQCHENMNHAIETEEGLGIEYDEDVICDVCRSP
DSEEGNDMVFCDKCNICVHQACYGIVKVPDGNWLCRTC

SKPKAGEPGLSPARHKPPTETDKLSLRAQKLQELEEEFYTYVHPEEVAHDLSLP
LHLLDFIFQYWKMKRKSNFNKALLPPKEDEENLLLOQPQEDSIHTRMRMFMHLRODLERVRNLCYMVSRRE
KLKLSQSKAQEQIFNLHVKLVNQELSAGLPVSSSIENLLFHPPPRITLKLKMPKVQLGNGKSSSKSGNGP
LCPDNSCNLYDTSEGGIGQGKPQLHLGROQRIEERINGILPASIYIRRDGGTPPLAVKQSGKPLALHAALH
GQOSSNGKTKNEAEKSRQIKSNGILDKPILQORDTSCLAASEKDPRSEISGKSQSSGFHKTSLEHFSRSLKE
ATVSLVRTEDLRTFEKNSRKSSGFSKPLSTERPQGGGRASQESDGYCPDAELSDSEPEAKGKCRQGGRTQ
NQRGDYVKSASRAKHSYGSRTSVQR

Canonical Epc-N
PHD 4.3e-17

>RnorvegicusXP_227074

MSWVTTPKDPRRLRGILACGKRDPLPGDLSAWAQLFPVCTLAVTQHQGPPRVPFRDGEELVRLEQLATPF
SRLVCLISLNCGPLPHRTAFISNLRAGDSRGSPGSPRGLCGPDSCGAACSPRRPSPCAAGCLLSPGEIMK
RGRLPSSSEDSDDNGSLSTTWSQHSRSQHGRSTCSRHEDRKPSEVFRTDLITAMKLHDSYQLNPDEYYVL
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ADPWRQEWEKGVQVPVSPGTIPQPVARVVSEEKSLMFIRPKKYIASSGSEPPELGYVDIRTLADSVCRYD
LNDMDAAWLELTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVCQSP
DGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

SSHRKPEESLGEGAAQENGATECSPQSPLEPFASLEQNREEAHRVSVRKOKLQOQ
LEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKINFNKPLITPKKDEEDNLAKREQDVLFRRLQLF
THLRODLERVRNLTYMVTRREKIKRSVCKVQEQIFSLYAKLLEQGKVSGVPSSCSSLENMLLEFNSPSVGP
NVPKIEDLKWHSAFFRKOQMGTNLVHSLKKSHKRDALQONSSGTEGKTLLKQPGLSGRREGSGVPESLLSFE
KTFAEARLISSAQQKNGVVTPDHGKRRDNRFHCDLVKGDLKDKSFKQSHKPLRSTDTSQRHLDNTRAATS
PGVGQSAPGTRKEIVPKCNGSLVKVPTTPASPVKSWGGFRIPKKGERQQQGEAHDGACHQHSDCSHLGIS
RAPAKERSKSRLRTDSENDGYAPDGEMSDSESEASEKKCIHASSTISRRTDIIRRSILAS

Canonical Epc-N
PHD 7e-16

>GgallusXP_420467
MGADNRSPVRGTGKHQHQGTRRNGSPGGYRGSCYTSVQTEPPELLCWTQKDVALALLVGRQQPRGSRRCR
FIRAPAVIRYGRALPNSRVPRFPRLKTAEPRGCREPGPRHKPCAEPARRAPGERSGRESKAAHAYKPEAF
TKRCRNARCDSVRRGFSPQRDVGTARLCAQQQORGFPSGCTHSLLAAFELCFAAAENVQRFLSCFLPAVHP
AAGPSGAVRADSSMEAGRNRGGCRGWSRGAALSGSGLSEGRSWPGNMLPLSNGTPRAFSPNLGFRAFYVL
RYFTSVFMGQCLDVCSEEARIKDLDFVPLQLSVCLKKRERKEFGIAVPCSFCCLSVVSNQSAVEAAVCVC
SRWSDGGTAWLAASGKHSSCEGSGKWFCGACGRSECFVGTPRLLSSYAVAISCWGLSSLQISHKAWRKMV
FFLESDITASILSVCKLRMHVAEQGKPAPSDCTSPPAVCGCLLFPGEIMKRRRLPSSSENSDDNGSDFFT
YVHFQGASVLHGRAAQTALAVRSVPYTNPTQTIAEMRECEVPLLGEVPEYGHKAAKSNHTLHFPPALLLV
PLERVLCSLMEAALGLSTWSQHSRSHHRRSSCSRQEDRKPSEMTANPEVGKDAAGFRAKREVKLGSIIQH
HVSSVGGTPGLIEEVTQVIVSVFAPFATLFSAMKLNFCPAVGWVFRTDLITAMKLHDSFQLNPDEYYVLA
DPWRQEWEKGVQVPVSPGTIPEPVARIVSETKAVTFTRPRKYISSSGTKPPELGYVDIRTLADSVCRYDL
SDVDVAWLOQLANEEFKEMGMPELDEYTMERVIEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVCQSPD
GEDGNEMVFCDKCNICVHQRCLLAFALLFSGVNKFLVEEWTVFFCIAAGHDFCQRRACYGILKVPEGSWL
CRTC

SSTKRADDETFSDHLCQENGNGIQDSSLPAHIDPFHSMDONQEEAHRVSLRKOKLOQOLEDEFYT
FVESLEVAKALQLPEELVGFLYQYWKLKRKANFNKPLITPKKDEEDNLAKREQDVLFRRLOQLFTHLRQDL
ERVRNLTYMVTRREKIKRSVCKVQEQIFNIYAKQLEQERVSGVPSSFSTMENAVLFNSPSLGPNAPKIED
LKWHSAFFRKOMGTSLTHSLKKSHKRDGVSNSSGNSSKSMLRQPSQRGDGATPGSLLNFDKSFAETRIVS
AQQOKNGIVMPDHRKRRDNLPQCEVIKTELKEKTKHNHKPLRPTELSQRQSENKRAVNHSSGRSAPGTRRD
IVPKCNGGLVKINSNQTEVKVPTTPTSPVKNWGGFRIPKKGERQQQGESQEETCRONSGYRYLGVGRVSP
KDRAKSKPKPDSENDGYIPDAEMSDSESEVAEKKCRQQORLSPNSTISRRTDIIRRSILAS

Canonical Epc-N
PHD 2.2e-07

>DrerioCAE30491
MKRSRVPSTSEDSDNGSNSTSWSQHSNSKHRKQSGKRPSEVFRTDLITAMKLHDSHQLNPEDYYELADPW
ROEWEKGVQVPVSPESIPQCAVRTVAEKSTAPLFIKPKKLIRSSESSMLGYVGIQTLADGMCRYDLNEED
VAWLQITNEEFSKMGMQPLDELTMERVMEEFERRCYDNMSHAMETEEGLGIEYDEDVVCDVCQSPDGEDG
NEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

SGLDWNEEEGDDDRPVKVPTREDRSRNRGIDFSASSQTRLSQNPEETRLSERKLRVOQOL
EDEFYRFVAADEVAEHLOQLPLEMVDILFQYWKLKRKVNFNQPLIMPKKEEEDSLARREQEVLLRRLRLFT
HLRODLERVRNLTYMVSRRERIKRTLCRVQEQIFHHHVRLLEQGRVTGVSSTRRLEEAMFYFRTTPPVPA
SPOQPLKGHCGONSTLSSSEKGSNSYRSSKHIEADKPAKMLMDGVPSSGDSVRSETVMSASSRRSEGRTRS
GESHRKEEESERPLEDRRRKSKLWDQVSIKDKLRHAKSMEDTLSSETELDTMDDRLLLSHTNANSVATAP
NMYSGSPRKTNASHQGKLVPNGTSGRHLKNWGSFRIPKRSERTSAGRQTERQEADNTADQONSSLKTFSTS
PSSPQIRTRLRTGSENRRHLEESDLGQSEQGKRCHTQRLPSPMTRRYGSDVIQRGVLAS

Canonical Epc-N
PHD 7e-16
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>HsapiensBAC86931
MKRGRLPSSSEDSDDNGSLSTTWSQNSRSQHRRSSCSRHEDRKPSEVFRTDLITAMKLHDSYQLNPDEYY
VLADPWRQEWEKGVQVPVSPGTIPQPVARPKKYIVSSGSEPPELGYVDIRTLADSVCRYDLNDMDAAWLE
LTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVCQSPDGEDGNEMVF
CDKCNICVHQACYGILKVPEGSWLCRTC

SSHRKPEESLGKGAAQENGAPECSPRNPLEPFASLEQNREEAHRVSVRKQKLQQLEDEFYTEFVN
LLDVARALRLPEEVVDFLYQYWKLKRKVNENKPLITPKKDEEDNLAKREQDVLFRRLOQLFTHLRQDLERV
RNLTYMVTRREKIKRSVCKVQEQIFNLYTKLLEQERVSGVPSSCSSSSLENMLLFNSPSVGPDAPKIEDL
KWHSAFFRKOMGTSLVHSLKKPHKRDPLONSPGSEGKTLLKQPDLCGRREGMVVPESFLGLEKTFAEARL
ISAQQKNGVVMPDHGKRRDNRFHCDLIKGDLKDKSFKQSHKPLRSTDVSQRHLDNTRAATSPGVGQSAPG
TRKEIVPKCNGSLIKVNYNQTAVKVPTTPASPVKNWGGFRIPKKGERQQQGEAHDGACHQHSDYPYLGLG
RVPAKERAKSKLKSDNENDGYVPDVEMSDSESEASEKKCIHTSSTISRRTDIIRRSILAS

Canonical Epc-N
PHD 7e-16

>MmusculusCAE30496
MKRGRLPSSSEDSDDNGSLSTTWSQHSRSQHGRSSTCSRPEDRKPSEVFRTDLITAMKLHDSYQLNPDDY
YVLADPWRQEWEKGVQVPVSPGTIPQPVARVVSEEKSLMFIRPKKYIASSGSEPPALGYVDIRTLADSVC
RYDLNDMDAAWLEVTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVC
OSPDGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

SSHRKPEEGLGEGAAQENGAPESSPQOSPLEPYGSLEPNREEAHRVSVRKQK
LOQLEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKINFNKPLITPKKDEEDNLAKREQDVLFRRL
QLFTHLROQDLERVRNLTYMVTRREKIKRSVCKVQEQIFTQYTKLLEQEKVSGVPSSCSSALENMLFFNSP
SVGPNAPKIEDLKWHSAFFRKOMGTSLVHPLKKSHKRDAVONSSGTEGKTSHKQPGLCGRREGLEVSESL
LSLEKTFAEARLLSSAQQKNGVVTPDHGKRRDNRFHCDLVKGDLKDKSFKQSHKPLRSTDTSQRHLDNTR
AATSPGVGQSAPGTRKEIVPKCNGSLVKVPITPASPVKSWGGFRIPKKGERQQQGEAHDGACHQHSDCSH
LGVSRAPAKERAKSRLRADSENDGYAPDGEMSDSESEASEKKCIHASSTISRRTDIIRRSILAS

Canonical Epc-N
PHD 7e-16

>HsapiensCAE30500
MKRGRLPSSSEDSDDNGSLSTTWSQONSRSQHRRSSCSRHEDRKPSEVFRTDLITAMKLHDSYQLNPDEYY
VLADPWRQEWEKGVQVPVSPGTIPQPVARVVSEEKSLMFIRPKKYIVSSGSEPPELGYVDIRTLADSVCR
YDLNDMDAAWLELTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVCQ
SPDGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

SSHRKPEESLGKGAAQENGAPECSPRNPLEPFASLEQNREEAHRVSVRKOKL
OOLEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKVNFNKPLITPKKDEEDNLAKREQDVLFRRLQ
LFTHLRODLERVRNLTYMVTRREKIKRSVCKVQEQIFNLYTKLLEQERVSGVPSSCSSSSLENMLLFNSP
SVGPDAPKIEDLKWHSAFFRKOMGTSLVHSLKKPHKRDPLONSPGSEGKTLLKQPDLCGRREGMVVPESF
LGLEKTFAEARLISAQQKNGVVMPDHGKRRDNRFHCDLIKGDLKDKSFKQSHKPLRSTDVSQRHLDNTRA
ATSPGVGQSAPGTRKEIVPKCNGSLIKVNYNQTAVKVPTTPASPVKNWGGFRIPKKGERQQQOGEAHDGAC
HOHSDYPYLGLGRVPAKERAKSKLKSDNENDGYVPDVEMSDSESEASEKKCIHTSSTISRRTDIIRRSIL
AS

Canonical Epc-N
PHD 7e-16

>MmusculusBAC33688
MKRGRLPSSSEDSDDNGSLSTTWSQHSRSQHGRSSTCSRPEDRKPSEVFRTDLITAMKLHDSYQLNPDDY
YVLADPWRQEWEKGVQVPVSPGTIPQPVARVVSEEKSLMFIRPKKYIASSGSEPPALGYVDIRTLADSVC
RYDLNDMDAAWLEVTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHDIETEEGLGIEYDEDVVCDVC
OSPDGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC
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SSHRKPEEGLGEGAAQENGAPESSPQSPLEPYGSLEPNREEAHRVSVRKQK
LOQLEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKINFNKPLITPKKDEEDNLAKREQDVLFRRL
QOLFTHLRODLERVRNLTYMVTRREKIKRSVCKVQEQIFTQYTKLLEQEKVSGVPSSCSSALENMLFFNSP
SVGPNAPKIEDLKWHSAFFRKOMGTSLVHPLKKSHKRDAVONSSGTEGKTSHKQPGLCGRREGLEVSESL
LSLEKTFAEARLLSSAQQRKNGVVTPDHGKRRDNRFHCDLVKGDLKDKSFKQSHKPLRSTDTSQRHLDNTR
AATSPGVGQSAPGTRKEIVPKCNGSLVKVPITPASPVKSWGGFRIPKKGERQQQGEAHDGACHQHSDCSH
LGVSRAPAKERAKSRLRADSENDGYAPDGEMSDSESEASEKKCIHASSTISRRTDIIRRSILAS

Canonical Epc-N
PHD 7e-16

>AnidulansEAA57618
MAPYTSPKRSSPGGPLKNGSKTPLLDSGNSETPVADNLGPIIKKRKYVPGGPGGGGRYIEIEVRETPKQP
KPKPKPKQPKPSPVKRTSSSISRTRHQLREAESSAQPAQLPPPPPPVHAPTTPPSTRLRREKSQTRGRFG
SSTAAALALQQGDGYKPREERGWEEFHPELDIDAQFPVFPSAEVDRPPLSAQLASILSPNGLDKTNENDP
VAELIRAHANGTVQTPIKRRPGRPPRRPEAILQSLGVFTPQPKVVPPPGPNPREKLTLPKPSFRLKDPFT
FYDQPGVGQONYVDRTMASVGYQESDLFIRHDRRLIRMPEGAQEDDLDIGNPLLGEGEVNAAVGRVEYDM
DEQDEKWLEDYNAKRREDQYEPIKPAVFEITMTKIEKEWHSLEKRIPKPNPKPPQTQRPRSSSAAAVNGE
TTGPGEDQDTKCAICDDGDCENANAIVFCDGCDLAVHQECYGVPFIPEGQWLCRKC

VPPEWRREHGTDAATADAIEYYRTTMQGRR
WGDSQAAALSLEPAHPLGGGPEDEDGQRTHTPRITLTVGGNKRKRPNAPRTIWKLPSGAPVIPQVLLNSV
VASLORFGVRORKQYAEDACKYWTLKREARRGAALLKRLOLOLETFSSMEMTRRDYAAMGATGSKRLQRR
IEFGDRLYRDLDRLRMLCDEVKKREREKLKDAEMLRNIVDTVYFPIFPLLWPIFEKAQVLDSKGFFRRGL
LAIRTKLEQRYYPSVSSFSAHLASIFTSEIGVQPAGDTAELOMQISGRAPELSLEQREKRKLAKRIIKAI
QPALEDAIRKESELTRQPFEQELKDLDVMLGDVSSGRGSEIDSAERPGEEAFEKSELPNGDTDSTNMDPN
STAKMKSTEEVLESTETNTPGAEPSKLTGSQAAQAAATENTPVDVPMSDASTTQPPNEAQAAITPELAEE
PGEAPVIQQQOTNQTPQVPLSPPALETDQHHPLARGGIQWYMQPFDPMGTTIHEERWTGREVMRGLSEELS
ELDEEELNDLVDEDELEENATGTGVFANRAPDSSRGEQGVKVHRTRRRWRGFK

Canonical Epc-N
PHD 1.2e-12

>TnigroviridisCAG03789
MKRSRHHSSSEDSDNGSSSTCWSQHSTQPRRSAGQKPSEVFRTDLITAMKVHDSYQLNPEDYYVLADPWR
QEWEKGVQVPVSPQSIPQPVVRTLAEKEKEVMFVRPKKLIRTSGAEALGYVDIRTLAEGMCRYDLNEQDV
AWLOIANKQFAEMALPPLDEITMERVMEEFERRCHENMTHAMETEEGLGIEYDEDVVCDVCQSPDGEDNN
EMVFCDKCNICVHQACYGIQKVPKGSWLCRIC

SG
LDGAQVRDSGGEEESARDKKRRTGRTRGEEEEEEEEEEEEEEEEEEAAPASLASQVSSRTSGAADALSSH
QOEKRVNLRKLKLEAMEEEFYRFVQAEEVARHLKLSPEPADFLYQYWKLRRKANFNQPLLTPKKDEEDSL
ARREQEVLRCRLQLFTHLRQDLERVRNLTYMVTRREKMKRSMWKVQEQIFQHQVHLLDHELLTGDPSAKD
LENLVFLGWFSSPDPRSRSSCAPSALKPKQGPLKVEKRKLSARKGLDSPEAPRRDGPSRDGRGAQNGGSG
SESESKSREEIPSPELREPEASQEEAKLCRLESRKAPRKEAPGPTQEDLVGQEPEEDQEERRKKKRSDMM
DRFRFKHLEKSVSIRLVDIRNSDIGGAARGPFRSPVLLSDVAVGNRANGWLKKPAAGGRAAAAGHLRSWG
KFRIPKRNEKTAAEEPPLLPNASSQPRTRLRTGAENAGYSPTAGEGEVEPCLKRCHSHQLRGASALGRRY
GSDIIRRGVLAS

Canonical Epc-N
PHD 3.6e-15

>PtroglodytesXP_517435
MKRGRLPSSSEDSDDNGSLSTTWSQNSRSQHRRSSCSRHEDRKPSEVFRTDLITAMKLHDSYQLNPDEYY
VLADPWRQEWEKGVQVPVSPGTIPQPVARVESLLTLLTIRPKKYIVSSGSEPPELGYVDIRTLADSVCRY
DLNDMDAAWLELTNEEFKEMGMPELDEYTMERVLEEFEQRCYDNMNHAIETEEGLGIEYDEDVVCDVCQS
PDGEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC
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SSHRKPEESLGKGAAQENGAPECSPRNPLEPFASLEQNREEAHRVSVRKOKLQ
QOLEDEFYTFVNLLDVARALRLPEEVVDFLYQYWKLKRKVNFNKPLITPKKDEEDNLAKREQDVLFRRLQL
FTHLRODLERVMIDTDTL

Canonical Epc-N
PHD 7e-16

>MgriseaEAA57521
MPSAPSTPQRPTPARRRGRPRTSTSAARSSRVAVADTEPPPKKRRYIPGGPGGGGRFVDENGNEVPRPAG
SSSAPRPRAAAGTPSTGKPRRSLAAGSTAVYPRRERSTRMRTATSRFEPDDEQFSSAAAITSAVIQSEGY
KPREERGWEEFHPNLDIEATFMVFQSEDVDGTARPRPSTPKYAVPAASADTSTPKGASALKTQEDEEATK
DAALVPPEGSONSTTTPMTRRSRGRPSRDPLGVYGMRGADSTTPKVPKVLPIHNQTPKERLDLKQPSYRK
TDRISLFESKTFGQARYVEKSMMNVGYQESDQYLRPERMLIKATDGNIEEDLEQLSATAKVDGATTSPAS
NALGRVEYDMDEQDDMWLEKYNERRKEASLDTITREIFEIAITRIEKEWHALEKRIPKPNPKPPQTHRPR
SSSAAAVNGETQAGEEQDSKCAICDDGDCENTNAIVFCDGCDLAVHQECYGVPFIPEGQWLCRKC

CPADYTKENNVAQATRDAKK
FYKKMMKGRLWATSQDSAAELAATHRQALHDQPADDLOATGDNSVAAADKKRGQVQKCWWRLPSGAPVIP
OSVLTIVEGAMORFPFSKRKDFVAEACRYWTLKREARRGAALLKRLOLOMETFSSMELTRRDFSAMGQSG
KARLERRIEFANMLIKDLEQLKTLSDEIVKRELDKLEAAELEQDFVDTVYFPIYKLLLPVIDKAFALDKS
VFQEGLNGLONRLDERHYTTTLAFAHDLCEVIHVGINSSTIKPDVVELSDRPEEGEALDVSPSKQGSGYV
EARDRKRLGKRILKAVQPQLETALHAEADIANKPFEKLVKELEGMLEASLELRQASITVSQDENVAPEHN
GEVAMVDAPDVDAGQIIVADHETRTTHHVDAQADVDRMQIDVAVDDAGNIEVDTSGVENAVVEVNGCASS
TSSVAGQENQPTDLTKLDVHLTNGTPKQSGTPPADSNYMHPQLPSGPQPGPLTPPQSNGGLGAGGASGPA
DVLTDGGLPWYLKSFHVDGTSAAEDKWAGRDAVRSLSEDLTDMDEEELNGLEFDVEDSTITASPVNASSS
GPMLSTRKRSISSVRHRKGVRTSARRR

Canonical Epc-N
PHD 1.8e-12

>HsapiensCAE30502
MKRHRPVSSSDSSDESPSTSFTSGSMYRIKSKIPNEHKKPAEVFRKDLISAMKLPDSHHINPDSYYLFAD
TWKEEWEKGVQVPASPDTVPQPSLRIIAEKVKDVLFIRPRKYIHCSSPDTTEPGYINIMELAASVCRYDL
DDMDIFWLOQELNEDLAEMGCGPVDENLMEKTVEVLERHCHENMNHAIETEEGLGIEYDEDVICDVCRSPD
SEEGNDMVFCDKCNVCVHQACYGILKVPEGSWLCRSC

SONRQKLGEAEYPHHRAKEQSQAKSEKTSLRAQKLRELEEEFYSLVRVEDVAAEL
GMPTLAVDFIYNYWKLKRKSNFNKPLFPPKEDEENGLVQPKEESTHTRMRMFMHLROQDLERVRNLCYMIS
RREKLKLSHNKIQEQIFGLOQVQLLNQEIDAGLPLTNALENSLFYPPPRITLKLKMPKSTPEDHRNSSTET
DOOPHSPDSSSSVHSIRNMQVPQESLEMRTKSYPRYPLESKNNRLLASLSHSRSEAKESSPAWRTPSSEC
YHGOSLGKPLVLQAALHGQSSIGNGKSQPNSKFAKSNGLEGSWSGNVTQKDSSSEMFCDQEPVFSPHLVS
OGSFRKSTVEHFSRSFKETTNRWVKNTEDLQCYVKPTKNMSPKEQFWGRQVLRRSAGRAPYQENDGYCPD
LELSDSEAESDGNKEKVRVRKDSSDRENPPHDSRRDCHGKSKTHPLSHSSMQOR

Canonical Epc-N
PHD 8.7e-17

>NcrassaEAA26920
MAPVPSTPRRRPQSRPKARSRAGGSATTSRGKRHASGAPATEPPLKKRRYVPGGPGGGGRFIDEDGVETP
AEPSGSASRIRTSAARASPSVFPKRERSTRIRTAVNRDKLDDMQYSSAAAVVAAVVQSEGYKPREERGWE
EFHPNLDIEGTFMIFQADEVDGILREAPHTPAVQQOQOPQOHQLGGQDHGATTPTKSAINNMVSTDAPNAAT
PSGQDRPLLAGSVTDTPSRRRPLRPTRESSSIYANRPLDFGITPKTPKVLPIHNQTPKERLDLKQPSYRK
TDRIALFESKTFGQARYVDKSMSNVGYQESDNFIRPDRKLIKATDANVEEDIDPSTMTQANSDSAHNSAG
AVGRVEYDMDEQDDMWLETLNRRRKDSNLDTITREIFEITITKIEKEWHALEKRIPKPNPKPPQTHRPRS
SSAAAVNGEPQTGEEQDSKCAICDDGDCENTNAIVFCDGCDLAVHQECYGVPFIPEGQWLCRKC

CPQDYAKENDVVQATKDAKRF
YKRAMKGRIWADSQASALQLAATHRHAITEHPPDESQMTGAKVSAVLGETKNGHPGKPIWKLPSGAPIIP
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OAVYDLVESALARFPILKRKDFVAEACRYWTLKREARRGAALLKRLOLOMETFSSMELTRRNFAAMGPSG
KTRLARRIEFARTLLKDLEHLKALSEEIVQREASKLEAAEMERDFVDSCYFPVYEMLIPALQKATIQSDRD
VFAKGLSELQDKMEKRYYTTTLQFTHDLCQVISAEINSAMNPHAGLDQIVEPSYASPTKPGTNAEVKKCK
OMGKRILRQVQPYLEAALQAEADICSKPYDTLHQELEGMLDASLEVROQPTITVSSHDGVAAEDVEMADAP
EEGGQIIVADESDGEADGDGDEDGDGKADANVDSNGEPDEMNVDTSQQKAGVGSIEVNTSEVDAAPESNN
TLSTSQSVAGEEEKENHKEDSQQLQLPDGPTKDSGTPPSLPGEGPDRANVPQLSHPQOSGPLTPPQSNGS
FGRDPTTNILTEGGVPTYLHGFQIEGTSVIEEQWPGREAVRSLSEELTDMDDEALKDLEFDVDEADTITA
TSPNHVPVPLGTAEIAVEGGASSSKDVAAAVVTAAVANATATLSAPPVTRRRERANPAMARKGVRSSARR
R

Canonical Epc-N
PHD 1.8e-12

>CfamiliarisXP_538010
MKRHRTLSSSDSSDECPSTSFTSSSMYRSKSKIPHEHKKPAEVFRKDLISAMKLPDSHHISPDSYYVFAD
TWKEEWEKGVQVPVSPDTVPQPSLRVVAEKVKDVLFMRPRKYIHCSSSETTEPGYINIMELAASVCRYDL
DDMDIFWLOELNEDLAEMGYGPVDENLMEKTVEVLERHCHENMNHAIETEEGLGIEYDEDVICDVCRSPD
SEEGNDMVFCDKCNICVHQACYGILKVPEGSWLCRSC

SONRQKLGEAEYPLHRAAEQSQAKNEKTSLRAQKLRELEEEFYSLVRVEDVAAEL
GLPTLAVDFIYNYWKLKRKSNEFNKPLFPPKODEENGLVQPKEESIHTRMRMFMHLROQDLERVRNLCYMIS
RREKLKLSQONKLQEQIFGLQVQLANQEMAAGLPLTSALENSLFNPPPRITLKLKMPKSAPEDCQONSSTEP
DHGPPSPASSSPVHGVRSMQVPQEPLEMRTKSYPRHSLESKSNRLLASLSHPRSETKDPSPAWRTPSPEF
YHGOSLGKPLVLQAALHGQSSIGNGKSQSTSKLAKSNGLEGNWSGDVTQKDSSSETFCDQESILSSHLAS
OGTFRKSTVEQFSRSFKETTNRWPRTMEDLQCYMKPTKNINPKEQLWGKQLVKRSAGRASYQENDGYCPD
LELSDSEAESDGNKEKVRVRRVSSDRENPSHDSRRDCHGKSKTHPVSHSSMQOR

Canonical Epc-N
PHD 2.3e-16

>XlaevisAAH72750
MKRVCLPSSSEDSDDNGSLSTSWSQHSRSLPSFRHEDRKPSEVFRTDLITAMKLHDSNQLNPEDYYVLAD
PWRQEWEKGVQVPVNPEFIPETIARVIAEKDKVVTFTRPRKYIHSSGSEPPEVGYVDIQTLADAVCRYDL
NEMDVAWLOLINEEFKEMGMOQOLDEYTMEQVLEEFEKKCYDKMNHAIETEEGLGIEYDEDVVCDVCQSPD
GEDGNEMVFCDKCNICVHQACYGILKVPEGSWLCRTC

GSTKKPEDSHFCRSASDGKDTCEASPTFLGGLRVLEASQONVKHGSORKLKLOOL
EDDFYSFVDVHDISQALKIPLDVTEYIYQYWKLRRKANFNEPLITPKKDEEDNLAKKEQDVLIRRLQLFT
HLRODLERVRNLTYMVTRREKMKRSVCRVQEQIFNLYTKISEQEKDLGFPLENGLLFNTQPSNPDAPKIE
DLKWHSAFFRKRLGSSLRCSMKDSHKKSRERIIGKSLDTEILLTDRKKEGQTSDVSFPLEKTVAKIKPVQ
OKNGGSFPEHRKRRDSRTQGDTKFDSKEKPLRQQHRPAKHTEPPERPAEKKRALSQCGGKSATASSNKKQ
CSSSLPRYSGSLIKIHCNRPSVKVPTSPIKNWGGFRIPKKGEKVQPGSMETCQPNLNCQFLGQVSKKGRT
KEKVKLDNDNDGYTPDAEMSDSESEPTDKCRLOQRLTSSSSLSRGYETDFIRRSILAS

Canonical Epc-N
PHD 7e-16

>MmusculusCAE30499
MKRHRPVSSSESSDECPSTSFTSSSMYRKKSKNPKEQKKSAEVFRKDLISAMKIPDSHHVNPDSYYLFTD
TWKEEWEKGVQVPANPDSVPTPSLRIISEKVKEMLFVRPRKYIRCSSPESAEPGYINTLEQAASTCRYDL
DDMDIFWLQELNEDLGEMGYGPIDETLMEKTIEVLERHCHENMNHAIETVEGLGIEYDEDVICDVCRSPD
SEEGNDMVFCDKCNVCVHQACYGILKIPEGSWLCRSC

SONKPKLGDAEYHHHRVAEQSQAKSEKTSLRAQKLRELEEEFYTLVQVEDVAKEM
ELSAFTVDFIYNYWKLKRKSNEFNKPLIPPKEEEENGLVQPKEESIHTRMRMFMHLROQDLERVRNLCYMIS
RREKLKLSHTKVQEQIFGLQVQLINEEITEGLSLTNALENSLFYPPPRITLKLKMPKSTSEDCKDSSTET
EHQLSSPGSSSPGHSKRSPOMPEEPLDMNVKIYPRYPLESKSNCLQTSRSHSRCETKSSSPTPRAPSAEF
YHGOSLGKPLALQAALHGQVSIGNGKNQPNSRVSSSNGLEGNWSGNITQKVNSSEVCYDQESMLSSHLPS
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PGNIRKSSMEHFSRSFKEATNTWVKPTEDLQYCVKPTKNVSSKEQLWGRQLLRRPTGRASYQETDGYCPD
LEPSDSEAEGEGSKETPRVKRESSDRENPSHDSARECHGKTKTHPHSHSSMQR

Canonical Epc-N
PHD 5.1le-17

>CintestinalisCAE30490
MTSERKYSRRLPSVSCDEVNISGLGSSLNSHTPSRSRRCSEKHDLEANIDENRTDGDDNNNNNRSASAYL
SKLLDCKDLLNDLDASPSPGNPELEANGFTYNSLKPSTPSTSNMRSAIQRSTSLSQKRQSRIPNRHKPAE
IFRKDLISAMKIPDTSQLLNEEYWIMQDPWRIEWEKGVQVPVNAKSVPTKNIQIVPKETLGDFRMPRKML
KSSPDIGDRDMIDLNVLADSTCRYDLDEMDVAWLKIINHERKMMGLATLDEFSMEQIMEELETQCHDNMQ
LAIKTKEGLGIEYDEDVVCDVCRIPDCEEGNEMVFCDGCNLCVHQACYGILKVPVGSWLCKPC

STNRKESDGEDEQTEERIRGM
RHRRIMELEQEFYTLVKYQAVANALSIPSQTARDVMEYWKLKRAANFNRPLITPKHEEGTALAEAAETNL
ORRLRMFTHLRQDLERVRNLCYMIG

Canonical Epc-N
PHD 2.1le-10

>GzeaeEAA77830
MAPASPTPRRPVTGRRRGRPPGSTNAARAARAAALAAASATEPPPKRRRYAPAGSRFIAGGAGGGGRYVT
SDILATPNTAGPSTSSRSRAAAREAINGPSPSLMPRRERGARTRAAGNEDLEEMOQWGSAAAMATAVKQAE
DYKPREERSWEDFHPNLDIEATFLVLRSEQVDGIPQEQPDMSTVPMLTTPLDDTRTPSRQPNPASTGNTP
NPQGRSDSNAADAPNETPLRRPRRPTRDVVSFYSSRPLDLMTTPKTPKILPIQNQTPKEKLDLKLPSYRK
TNRIELFESKTFGQARYVDKAMSNVGYQESDHYMRPDQSLIKSSDLHAEDDADLTDATASEEPVSHRRIG
RVEYDMDEQDDMWLERLNVRRKEDELEEITREIFEITMTKIEKEWHALEKRIPKPNPKPPQTHRPRSSSA
AAVNGEPQGGEEPDSRCAICDDGDCENTNAIVFCDGCNLAVHQECYGVPFIPEGQWLCRKC

CPPDYAQEHNIHQATKAAKKFYKR
TMRNRIWADNTVAANNIAAQHRDALAEQPSEETQLAGNKSSISGDKKKGQPPKNLWKMPSGAPVIPQVVE
EIVEASIQRFPFRKRKDFLSEACRYWTLKROKRRGAALLKRLOLOMESFSSMELTRRDFAAMGPSGKARL
TRRIEFAEDLVKELEQLRNLASQVVEREQIKVDAGELEQEFVDECYFPVAKLLDPAIDRAISLDKDLFSN
GLDKLQTRINTRFYVTVMSFAVDLCKVISDGVATTPEPKLSTDATQHESNDASPAKHTFSDIRERRKLGK
RILKAVOPFLEAALRVESEISQKPFEGLOKELEDTIDKSVESRRPLTATSQDKSTDPSDEANDTIMVDAE
LOITVKADSTEGGDAMDITSDDGNIDVSTNIDVDTSEIAKAEAGEKQESLPNTVQSSDTPPGTDGYVSKP
QOTAQSGPPTPPQSNGSLGLDPSDPLTDGGILWYLKGLDPKGTSVLEEQWAGRDAVRTLSEDLTDLDDEAL
KGLGMDVDNAVASAAVEADEKEEVKAAAEPVGGKTRASKAKKRRASTRRR

AT hook
Canonical Epc-N
PHD l.6e-14

>DpsedoobscuraEAL30007
MSQRGKRGNQHHHQSHHPPPQOQORKDVEPQPPPTKRRKGDRVPVIPSSNSKNEVEQELDIGGGGSGLLG
AASSSSSITKSKSTKLAKSSSKSKSQOGASTSSSWQARSVADIKMSSIYNRSSTEAPAELYRKDLISAMKL
PDSEPLANYEYLVVADQWKQEWEKGVQVPVNPDSLPEPCVYVLPEPIVSPAHDFKLPKNRYLRITKDEHY
SPELHCLTNVVALAENTCAYDIDPIDEAWLRLYNSDRAQCGAFHINETQFERVIEELEVRCWEQIQVILK
QEEGLGIEFDENVICDVCRSPDSEEANEMVFCDNCNICVHQACYGITAIPSGOWLCRTC

SMSKGKKENAGGASGGGSASVTSSMHKANKYATGTGDGANEGSSACGKTGEDQRRRKNHRKNDMTSEERN
OARAQRLOEVEAEFDKHVNINDISCHLFDVDDDAIVAIYNYWKLKRKSRHNRELIPPKSEDVEMIARKQE
QODLENHKLVVHLRQDLERVRNLCYMVSRREKLSRSLFKLREQVFYKQLGVLDETRLDKQQQKQODDKQRP
ALDMDAVIYANDGPTLYDRFYSSAGGQTVPAQYONLEYVLEQLMGKLQOSGKQGRGRASQSPNKRKQVAKA
SPTKKLNNGAITSRTSSPEKPAAMGKVPSTSTSTATATTAAKVRGAPPGKPLAGRRASKSGAATGTSTHN
KTQSQSQOSHSHIRSSASSHTSSGSSSSGDSSSPNGTSSSDSSSASDSGSESGSSSAASGISRRKSTTGSP
LKKQSYARSVEQRQKQRQRRQSEAAAGASAASPNSRSATSSSEDEDEQQRRRQEPERERDGRGRGAIYNK
TVPNRTQPTKSKQSTQADAGSGAGTGAAVETGAKRKLSTNTRGLAQMHKDAEESLSSDESEELLPLKNER
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OREAALSSGLAASGPTTGGRKMGQHIYSDSESSSSSNEKEQEEITAVESNVSDSQNQQTIRTKAAMKEFV
PGTAATTTQSASSATAAASKFTKSTKEAKEGASSCKANSNAKLPYPADLLVVPQRQAAKKASENMRSTNL
AATLOPDAADRMREPESHPATTIAKNKLKDSGSKQATEADKFGGGDKVRSKEQSKSTAKSAGEAIVERGK
RGRPPKVPREPPAPSTSSTEKEKPPPPAEAKSTAPAAKPTAAKTSFAVSYVPQRQAAKKAAEQLKSSKPL
ODTTFSTANESAEKEPAATTATTTGMTTLGVATSSPAKPSRRTSLKEAPNTPKESSANRRKSKEEAAAAA
KTTTPIKRRIAAPNLSSSSSGDSDSSSSSSSSGSSSSSGSGSDSDSDSQASDAEKPRQAGKEPAPSAAAP
CSTVSSNVPKRSPRKSPLTARTRONSTNKSPKRVPQKSVATVDIQDDAQSAPKTHSHRRQSSPDEGSKQV
OSEQVTKRATRGSKSRPPSPVVKSSPEKQTARRKSRADESPKKIPNLEHEINQRKAASGKATSALDKMLD
KKQQQINNSTPASPPRKSLTPTPTPPPARSPLPEKLOQREPEPVVEPEVETEIEPATEAGELPMDIDEELT
TAPTHTQLSANASKLADIIDDERPPAAPLPASPTPTPTSNDELSDAGSDLSERCRSRWRSRRRRRRRSHE
PDEEHTHHTQHLLNEMEMARELEEERKNELLANASKYSASTSSPAVTVIPPDPPEITELDSNSANSGGDQ
000000QPLPOQOQLMVHSPSSEVASTIQQQOQQPPPSHOTLIDQLPVEHMAPVLTTGPAAPCVLEPIVDTIL
EMEDSKFANNFASSLASVLNPPNPGOMSLLGSSLDRGEQISEEDSIQATRNLLEKLRKTKRKAQDDCCSK
EAVDLLPPTPAIPSVFPFHNAADPEDITHAQKDCLYGNSSGPNSVASLTIKDSPMTANSGSYANSLTNTP
NATPTNATMGNNLGASGGYQVNFGNSQQAPPLSCFLEKSPHQKGGCPLSNNGGAVPGATPDFVDLAAAAV
KNSLGSYQAGAPVTAQSGAGSNSNKLSDYDENTRMOSPFGRMORWNENDLIAARRSSSPSSVSESNDQPP
ATVAARNISQLEGCKTFFNSYASGNGGGGSAVNPTAPYSHAPLVNGIDGMSMFSNAAAPQQQTTPTHQTP
NSQFNGGIYPQLAVMMHTQSTTTESTPSLYGNGGVGVVPGVGVGVGAVPTTLPLAPPPQAPQYSGTPYTT
PSLGMLPVQQOPVVPPVQVSTTPNHQFALASPVDGKIPAYPAHPAHPAHPAHPAHPAHPAQLLSSCVEAA
VVSMMPPTTPVAVAAKESPNKRSSANSGSAAKKQPNKSPOQLPQGKSPGKSPRQPVQPQPPTPPAPAPAVA
LPPSKYDPLTHTIQGKPRQRAPRGSGGSGAPGRGRGRGRGRGRGAGAASGMALPLPPPMSDYGSNTHIVN
NLVGTPFEFNNYDDDITGPGVENLQSLRDRRRSFELRTTRGQPKPTPAPTAATTTNPLLHPVLPGPVDMR
TYNLGFEAPHSTASQEAYQONNLLGAFDSGTADQTLSEFDEEDERQFQSALRATGTGTSPSKHPAVSAAPV
APAPAPAANSQPPANLLLHSTEANQMAPSVAATGGATHLMEGSLVEASLEATSEEVSIDSDTTIMNSKTS
ICDARNQLKLKIKSPLAYSGEHYGAMANSLSSSLSLSSSTLVQSSSAVQTTVSTSTVVSASSVGSGNSRR
MRKKELLSLYVVQKDNLNDDSSCGLPAASDNLPLGPDFLRKSEEEEDVSTGNGNGSKRFKKNSSSRELRA
LDANSVLVEDQQLAGASGGGAGTASGDGRRRSACSSGSNNDNNGKTGAATSAGKRRGRSKTLESSEDDHQ
TPKLKIKIRGLSGSEAVASAGISNAGDSKSYSYEMTRRACPPKKRLTSNYSTPTLEEIKRDSMNYRKKVM
ODFDKGEENNKQDSSGLPLDGEALMPQPPSKRPKSSKPKKDKKEKKRQKQKQLILNSSSATTTMTTTLIE
NTASASPGDKPKLILRINKRKTETSTKITCLEQPPVNEAPLRLKIARNLSGGGYIIGAKAEKKEDPPPDP
PPDPNQPNVSPANELPLMAPLGETSPQGLLLNSFTPHSQNANASPALLGKDSGTPSPPCLVIDSSKSADV
HDSTSLPESGVAAMGVPASLVGATTPLCVNVGNYENSNNSLPSASGTGSASSNSCNSNSNNNNNNGSGGG
AASGGGSLLPLKKDCEVR

Canonical Epc-N
PHD 1.5e-17

>DmelanogasterAAS64921 (rhinoceros)
MSQRGKRGNQQOHHQSHHPPPQQHQRKDVEPQPPPTK VAEVTGSGPATGSERVPVLP
LCKSKHEEPGAEAGGGGQGRAAAGATSTSKSKSTKLAKSASKCKSQGASSSSSWQARSVADIKMSSIYNR
SSTEAPAELYRKDLISAMKLPDSEPLANYEYLIVTDPWKQEWEKGVQVPVNPDSLPEPCVYVLPEPVVSP
AHDFKLPKNRYLRITKDEHYSPDLHYLTNVVALAENTCAYDIDPIDEAWLRLYNSDRAQCGAFPINATQF
ERVIEELEVRCWEQIQVILKLEEGLGIEFDENVICDVCRSPDSEEANEMVFCDNCNICVHQACYGITAIP
SGOQWLCRTC

SMSKGKKENA
GSHGGGSASVASAMQKANRYGSGAGGGADDGNNACGTTGEDPRRRKNHRKTELTSEERNQARAQRLQEVE
AEFDKHVNFNDISCHLFDVDDDAIVAIYNYWKLKRKSRHNRELIPPKSEDVEMIARKQEQQDMENHKLVV
HLRODLERVRNLCYMVSRREKLSRSLFKLREQVFYKQLGVLDEMRLEKQQTKQEQQQPVMDLNAVIYAND
GPTLYDRFYSSVGGQTVPAQYQDLKYILEQLMGKLQSGKQGRGRASQSPNKRKQPAKASPNKKLNNGILS
SRTSSPEKTVAGSKVGTTTSKVRSPPGKNPTGRRASKSSAAAATSTHNKSQFHSNIRSSTTSHSSSGTIS
SGNSSSANGTSSSDSSSGSDSGSESGSSSAGSGVSKRKSSSGSPLKKQSYARSVEQROKQRQRRONEAVA
GASATYPDSRSASSSSDGEDERCRNRQEPERGARRGPIQSKSVPNRSQASRSKPTTEADVGEGTGASARR
KLSTTTRGLAQMDKDADESVSSDESEELLPLRGERQRESTTTSGLATTGSAIGRNLGQHIYSDSESSSSE
QEKDQEEQATVESNVSDSONQQTIRTKAAMKEFVPGTAATTSSTSQAASSTSKAKNTREGKEGAASIGNS
TKTKPNPNAKLYPADLLVVPQRQAAKKASENMRSTNLATTLQPDVSDRVREPDINSISGTAKSKVKDSSS
RVSNEADKSSLEKVRPKEHLQKTVGKTSESAPAE RPPSITENDKPALPTHTQSKPP
SVVATPVSAKSNFAVSLVPQRQAAKKAAEQLKSSKPVLESFSTGNDISDKETVTSATISGSGSSVPAAST

46



PVKPTRRSSIKEAPITPKEPLSGRRKSKEDLLATPIKTTPLVKRRVVVPNLSSSSSGDSESSSSSSSSGS
SSSSGGSDSDSESQASNSENPSSREPPVAPAKVPSDSSLVPKRSPRKSMDKPSALTIAPASVNVLNIPST
RSRONSTTKSTKVALQKAVQSVEDDVKCTPKTNRLOQGSMDECGKQVQLEQATKRATRGSKSRPPSPTAKS
SPEKTVSRCKSRAEESPKKVANLEQETISQRKVASGKGTSSLDKLLNKKQOOMNHSAQATPPPISPTPPAS
ETRIVKDQCDLKPDEVSIQQINLGADAQPEPDLDPESAAEAGELPMDIDEELTTAPTRTQLSASASKLAD
ITDDERPPAAPLPASPTPTPTSNDEMSDAGSDLSERRRMRWRSRRRRRRRSHEPDEEHTHHTQHLLNEME
MARELEEERKNELLANASKYSASTSSPAVIVIPPDPPEITELDSNSAEQQQQHLHDQPLPPPLVVQSPAA
DVVPTVMQQOQOLLPSQRPLIEQLPVEHLPIVETILEMEDSKFANNFASNLASVLNPPNOMSLIGSSIDRSK
QISEEDSIQATRNLLEKLRKTKRKAQDDCSSKEAVDLLPPTPAIPSVFPFHNAADPEDIIHAQKEQQHQQ
Q0QLOSSQTCIYGNSSGPNSVASLTIKDSPMTANSGSYANSLTNTPNATPTNATMNNLGYQVNFPNSQPP
PTLGLFLEKSPHQKGACPLSSNGGANVGQPAPTPDFVDLAAAAVKNTLGSFRGAATVPTQSGTGVNAKIN
DYDESTRMQSPFGGMPWNESDLIAERRSSSPSSVSESNDPPQPPPVVTATATTARSLAQLESCKNFFNSY
PSGNAGPGTAANATAPFNHPPMVNGIDSIPMFNNTNTTQHQPTTPAHQQQOQORTPNNQYNGTIYPQLAGT
MHPQTTPTEPPSSLYGNGGVGGAVQSTTLPPPAQVNQYPGTPYSATTLGMISVQQPALSTVPVQTATTPN
NPFTLTSPIDGKMPTYPAQLLSSCAEAVVASMMPPTPPVTATAKDSPSKRTSVSGSNLSKKQTHKSPQLP
OGKSPGKSPROQPLQPPTPPAPVPVVALPPTKYDPQTHTLQGKPRQRAPRGSGGSGAPGRGRGRGRGRGRG
GGVTSGMAMVLPPPMSDYGSNTHIVNNLVGTPFEFNNEFDDMAGPGVENLQSLRDRRRSFELRAPRVQNK
PTTTPTTATTTNPLLHPVLPGPVDMRTYNLGFEAPHSTASQEAYQONNLLGAFDSGTADQTLSEFNEEDER
QFQSALRATGTGTSPSKQHSGPTALVAPPTGPNPTPAPNLLLHCTEANQMAPNVAATGAATHLVEGSLVE
ASLEATSEEVSIDSDSTIPHSKTSTSDARSQIKLKIKSPMAYPEHYNAMTNSSSLTLTSTLVQSSNVVQT
TVSTSTVVSASSAVSGNSRRMRKKELLSLYVVQKDNHNDDSSCGLPAASDTLPLENLRKSEEEDELSGGN
GTKRFKKNSSSRELRALDANLALVEEQLLSSGAGACGGGSSGDGRRRSACSSGSNNDNNGKTGAASSAGK
RRGRSKTLESSEDDHQAPKLKIKIRGLTANETPSGVSSVDEGONYSYEMTRRACPPKKRLTSNFSTLTLE
EIKRDSMNYRKKVMQDFVKGEDSNKRGVVVKDGESLIMPQPPTKRPKSSKPKKEKKEKKRQKQQQLILSS
STTTMTTTLIENTASASPGDKPKLILRFGKRKAETTTRTASLEQPPTLEAPAPLRFKIARNSSGGGYIIG
TKAEKKDESTADNTSPITELPLISPLREASPQGRLLNSFTPHSONANTSPALLGKDTGTPSPPCLVIDSS
KSADVHDSTSLPESGEAAMGVQSSLVNATTPLCVNVGNYENSNNSLPSASGTGSASSNSCNSNSINNNGS
GGGRASGEGGLLPLKKDCEVR

Canonical Epc-N
PHD 1.5e-17

>CfamiliarisXP_538629
MSVGGGLRRPVPEEASLRICVYKIIFVMAITVPGKALKLMRDRKEWGSDPRLKRFKSVQLLFSECLAFPT
OGGSEDRGNLALGEIEGIGGKRKPEVKTQLSVPTNPTWISALVKESSESPSSMEEKRRKYSISSDNSDTT
DSHATSASRCSKLPSSTKSGWPRONEKKPSEVGSDKCLGKAEAVVGKPQEWSPVETKGVFRTDLITAMKI
PDSCQLSPDDYYILADPWRQEWEKGVQVPAGAEAIPEPVVRILPPLEGPPTQVSPSSSELGEGSQPDWPG
GSRYDLDEIDAYWLELINSELKEMERPELDELTLERVLEELETLCHONMVRAIETQEGLGIEYDEDVVCD
VCRSPEGEDGNEMVFCDKCNVCVHQVWGIPGPYLOQKTCLEPSGPTLALTLSTYNNSLASAAGIALGEPRG
ASPPVSQACYGILKVPTGSWLCRTC

SDGGPRGEPTSDPVEPSPASEDLEKVTVRKORLOQLEEDFYELVEPAEVAERLELAEALVDEFIYQYW
KLKRKANANQPLLTPKTDEVDNLAQQEQDVLYRRLKLFTHLROQDLEREEEAGPTFQGVGGPCQHAAFPAA
PELDWQAPAESKARERAALAGGGEETTVLAVGAAQGLVPKALGLVTRSLLGSMTWLERVGIALRNTALSL
KIDLWISPRPCVAANPLGPPPPLKPGPTSPAASSVTCNLKCPSSPTASRLPPRSSRRLPAHVAVLVPIPQ
PRFLFLGPDPSNFWAVKPVKPVEHLYQFSALSPPAPRTHCAHGNIKRSVRNLCYMVTRRERTKHAICKLQ
EQIFHLOMKLIEQDLCREGSGRRAKGKKSDSKRKGREGPKGSPEKKEKMKAGPDSVLGQLGLSTSFPIDG
TFFNSWLAQSVQITAENMAMSEWSLNNGHREDPAPGLLSEELLQDEETLLSFMRDPSLRPGDPARKARGR
SRLPAKKKPPODGPGSRTTPDKSPKKPWGQEAGKAGQGPVARKPTRRTPSHLPSSPAAGDCPVPVAPESP
PPLAPETPDETAPVAADSNVQVPGPTVSPKPLGRLRLPRDKGTQRSPGARPDVGTGPPSTVAERPKVSLH
FDTETDGYFSDGEMSDSDVEAEDSGVQRAPREAGAEEVVRMGVLAS

Canonical Epc-N
PHD 1.3e-06

>MmusculusCAE30498
MEEKRRKYSISSDNSDTTDGHVTSTSASRCSKLPSSTKSGWPRONEKKPSEVFRTDLITAMKIPDSYQLS
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PDDYYILADPWRQEWEKGVQVPAGAEAIPEPVVSWAARGGQAKASLFITTILFPRLLPPLKGPPTQMSPD
SPTLGEGAHPDWPGGSRYDLDEIDAYWLELLNSELKEMEKPELDELTLERVLEELETLCHQNMAQATETQ
EGLGIEYDEDVVCDVCRSPEGEDGNEMVFCDKCNVCVHQACYGILKVPTGSWLCRTC

SDGGPRSEPTSEPVEPSQAVEDLEKVTLRKQRLOQ
LEENFYELVEPAEVAERLDLAEALVDFIYQYWKLKRRANANQPLLTPKTDEVDNLAQQEQDVLYRRLKLF
THLRODLERVRNLCYMVTRRERTKHTICKLQEQIFHLQMKLIEQDLCRGLSTSFPIDGTFFNSWLAQSVQ
ITAEDMAMSEWSLNSGHREDPAPGLLSEELLQDEETLLSFMRDPSLRPGDPARKARGRTRLPAKKKPSPL
ODGPSARTTPDKQPKKAWAQDGKGTQGPPMRKPPRRTSSHLPSSPAAGDCPVPATLESPPPLASEILDKT
APMASDLNVQVPGPTVSPKPLGRLRPPREMKVSRKSPGARSDAGTGLPSAVAERPKVSLHFDTEADGYFS
DEEMSDSEVEAEDSGVQRASREAGAEEVVRMGVLAS

Canonical Epc-N
PHD 1.3e-15

>RnorvegicusXP_220398
MEEKRRKYSISSDNSDTTDGHVTSTSASRCSKLPSSTKSGWPRONEKKPSEVFRTDLITAMKIPDSYQLS
PDDYYILADPWRQEWEKGVQVPAGAEAIPEPVVRILPPLKGPPTLMSPESPTLGEGAHPDWPGGSRYDLD
EIDAYWLELLNSELKEMEKPELDELTLERVLEELETLCHONMAQAIETQEGLGIEYDEDVVCDVCRSPEG
EDGNEMVFCDKCNVCVHQACYGILKVPTGSWLCRTC

SDGGPRSEPSSEPVEPSQAVEDLEKVTLRKORLOQLEENFYELVEPAEVAERLDLA
EALVDFIYQYWKLKRRANANQPLLTPKTDEVDNLAQQEQDVLYRRLKLFTHLRQDLERVRNLCYMVTRRE
RTKHTICKLQEQIFHLOMKLIEQDLCREPSGRRSKGKKNDSKRKGREGPKGSSPEKKEKMKAGPESVLGQ
LAGLSTSFPIDGTFFNSWLAQSVQITAEDMAMSEWSLNSGHREDPAPGLLSEELLQDEETLLSFMRDPSL
RPGDPARKARGRTRLPAKKKPPPLODGPSARTTPEKPAKKAWAQDGKGTQGPPARKPPRRTSSHLPSSPA
AGDCPVPATLESPPTLASEILDETVPAASDLNVQVPGPTVSPKPLGRLRPPREMKVSRKSPGARSDAGTG
LPSTVAERPKVSLHFDTEADGYFSDEEMSDSDVEAENRGVQRASREAGAEEVVRMGVLAS

Canonical Epc-N
PHD 1.3e-15

>HsapiensCAE30501
MEEKRRKYSISSDNSDTTDSHATSTSASRCSKLPSSTKSGWPRONEKKPSEVFRTDLITAMKIPDSYQLS
PDDYYILADPWRQEWEKGVQVPAGAEAIPEPVVRILPPLEGPPAQASPSSTMLGEGSQPDWPGGSRYDLD
EIDAYWLELINSELKEMERPELDELTLERVLEELETLCHONMARAIETQEGLGIEYDEDVVCDVCRSPEG
EDGNEMVFCDKCNVCVHQACYGILKVPTGSWLCRTC

SDGGPRNEPTSEPTEPSQAGEDLEKVTLRKORLOQLEEDFYELVEPAEVAERLDLA
EALVDFIYQYWKLKRKANANQPLLTPKTDEVDNLAQQEQDVLYRRLKLFTHLRQDLERVRNLCYMVTRRE
RTKHAICKLQEQIFHLOMKLIEQDLCRGLSTSFPIDGTFFNSWLAQSVQITAENMAMSEWPLNNGHREDP
APGLLSEELLQDEETLLSFMRDPSLRPGDPARKARGRTRLPAKKKPPPPPPQDGPGSRTTPDKAPKKTWG
ODAGSGKGGQGPPTRKPPRRTSSHLPSSPAAGDCPILATPESPPPLAPETPDEAASVAADSDVQVPGPAA
SPKPLGRLRPPRESKVTRRLPGARPDAGMGPPSAVAERPKVSLHFDTETDGYFSDGEMSDSDVEAEDGGV
ORGPREAGAEEVVRMGVLAS

Canonical Epc-N
PHD 1.3e-15

>ScerevisiaeCAA95027
MNRGSLDDGPKLREEKHFQDFYPDLNADTLLPFIVPLVETKDNSTDTDSDDISNRNNREIGSVKSVQTKE
LIFKGRVTTEPLVLKKNEVEFQKCKITTNELKGKKNPYCVRFNESFISRYYHINKVRNRKSYKQQQKEFD
GVEAPYFTKFSSKEAPNITISTSTKSAIQKFASISPNLVNFKPQYDMDEQDELYLHYLNKRYFKDQOMSHE
IFEILMTTLETEWFHIEKHIPSTNSLIARHNILRDCKNYELYGSDDGTGLSMDQACAVCLGTDSDNLNTI
VFCDGCDIAVHQECYGIIFIPEGKWLCRRC

APRGWQTSIEGINKARKYFSLLSTLOQTETPQHNEANDRTNSKFNKTIWKTPN
QTPVAPHVFAEILQKVVDFFGLANPPAGAFDICKYWSMKRELTGGTPLTACFENNSLGSLTEEQVQTRID
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FANDQLEDLYRLKELTTLVKKRTQASNSLSRSRKKVFDIVKSPQKYLLKINVLDIFIKSEQFKALERLVT
EPKLLVILEKCKHCDFDTVQIFKEEIMHFFEVLETLPGASRILQTVSSKAKEQVTNLIGLIEHVDIKKLL
SRDFIINDDKIEERPWSGPVIMEEEGLSDAEELSAGEHRMLKLILNSG

Canonical Epc-N
PHD 1.9e-17

>TnigroviridisCAG08803
MAHILARPQHRALSLLLGSTCESTGSPVGDQSALIPTSGTSTFYPAGTSFQLLCERGEEFSPFFPPLLGP
LTOSRYWORNHPSVYRCVFLNRINGGTNISENFSKFSKTDSNRADVGRERRRAEAWSQRQPVSGAKASAN
ANCSGAEELLPALASEAAGRPERRSSGRPAPFCCYDLDDLDVAWLELVNHEFRQMALPELDELTMECVLV
ELESACEEKMRQAIETEEGLGIEYDEDVVCDVCRSPEGEDGNEMVFCDKCNVCVHQACYGILKVPRGNWL
CRTC

SCTASNSAPGLAGVSNGN
HGLPVTKGAQASAHDQASAAGCMALRPDGEQRSLSAAERDQLEREKVSLRKOKLOELEDEFYRLVDPREV
ADNLELPVFQVDFLYQFWKLKRKSNEFNRPLVTLKRDEVDNLAQQEQDVLYRRLKLFTHLROQDLERMKLRH
EVIICPPGCESPPVTIAPTRAAGFCLGPVEVRNLCYMVTRREKMKHTLCDLQEKIFHLQIQLLEEDIAGG
ETETNETPQLWLHGSSDGLRVCERKEEKVRVKDEKGQKEKSQRGKRKQNGVKERGKERRKSSPQKKKEKL
SENGSLLKELGLSKSFPLDKSLFDSWLAQSVQITADDMLSQWTLGAQHRDKSGSLLSDQLLQGEESLLNL
MMENSMQSTWKTPHLGRKQRGSSKSRPRGPSQSPSPGLPPPLLSAAATSAASRPSSTKNLWVNVQEKFSH
LGORGERSRSSLKALHHHFHQHQSRNSDLRRDPPPQPPISKMDSCHISEDHDRWESVHSGGGVAAGTRSG
FSTSSSLAPASSPGLDTGTLLQSSVPRLRVSRQAKSRGRSFGCVEDLEAVRLPLPEKDRLEAAETDGYFS
DGEQSDVDTRSGKRKLRLPPLHSRERGSAEKERASVLKHRDSGHALKSPCGGSKHTPLWSRFIAHLLSSW
DDYECSCLPGVRLKPSTGPESPPLASHTRTSSALFALMRQIGSPPGIGRTRPWRYRPGSGDKHFWALLFL
L

Canonical Epc-N
PHD 8.7e-16

>AgossypiiAAS51419
MSSGQTPVRAQEEGPKLREEKHYRDFYPDLNHSVLLPVFTASGEETALQDIEYKARINALRQLSRASGSL
KQITYKNKVTVERLGPQLKKTCFKPCKVKVTQLNGKYHVPAVFHRYGYRSNVQTLNVDLARRAYMKKTDD
LLRNENEFFVDVSRYLRDFKVQYDMDEQDDLYLQYLNSGKARGSANALSAELFEILITALEIEWFYLERK
IPORHPTNQOSSTHESEAATAHYELYGSDDGSGSSADQSCAICNGTDSDNSNAIVFCDGCDVAVHQECYG
VVFIPEGQWLCRRC

SPSGWGDCQVGILKTRRYFENIKEMVMRGNQRATSSEAQQPPTRNRWKTNRGTPIAPQLFATILKQOLL
DKFGIAEAEQTAIDICKYWSMKRELKRGAPLVRIFDPTSFNSMDSADILKRVAFADVLLNDLAKLDELST
LLVRRQOAAQARLDAVDIINDLGFHPVRHLVOKNVTTHWSTKEFIALMNFEPAFAGVLAKVDSDQYDSTA
SFSREVRTLFDQIAKEKDIPVELVSTITVCOQRQFSKQIAKIEGLDVHKLMSRDFIFEGKKIREVDWHGPI
LMKEEELSEVEEDELTPAQERILKSFLRY

Canonical Epc-N
PHD 2.3e-17

>AmelliferaXP 396822 (misannotation?)
MAQRGKRINRNDNDLASCPGAIKRRKCRLGPATGSSSLAATMGPSEEEETMASSSOGGASWTPRPLCDIK
ISSIYNRSSAEAPAELFRKDLISAMKLPDSEPLSPNEYWVITDOQWKQEWERGVQVPVNPDSLPEPTVTIT
OATPIKQHSEFKLPKKFVRISRDDYFNPEDHHLSTTPARAEKACAYDLDDTDIAWLDVLNGERAQAGQLP
ITESQLERVIEELEVRCWERIQTIVKNEEGLGIEYDENVICDVCRSPDSEEGNEMVFCDCCNICVHQACY
GITSIPDEVSIGCVERMEPITKISSIPOQSRWALICVLC
SRTNTKDKVQGTGSSIGSGGDKAGSDSEDAESRRRKRKDMTSEEKNQOAR
AAKLQETEAEFDKHVSLKDIASQOLDVDPDGIVYIYNYWKLKRRAGHNKPLLAPRCGELSGSGSRNQGQA
ADLEKMRTFVQLRODLERVRNLCYMVGRREKLCRSFLRLREQTFHKQALVMSGPPLPPAAAAAVMEANHG
PSIYDRLYSHPDSEDHTHDFDTIVARIDFNGASSKKLYFNGSVRRKNLYGSDLSSVSSSETDATKAKTEK
SKNLKLETESSTEEETNVSAKTKLSRRKAKKAVQSVEKLHSTVRENSENEKLVNSRSHTLEHMEKELGSA
SGSESDELLTLSGGATKHFVASAIYSDTDSDSQEHASHSAVLITKAAVKEFSAANLSKNSQKNFNKDSRH
VESTYHNTGSKNKENQNKTSVKKKEYIPSALIVPQROQAAKKASEIMORTQQGKKDNSVPETMSEIIKSPV
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EETPKSSSSKQSKDKSPNKKQRENKQSKEIKNNDVYDFDKEFGDGTEILAYVPQRQAAKKAAEHIKSGMG
NKTTQQIEQETFDGRSKKESPETGKRKEFRKDDSSRKEELSSRKEEISSSSSSSSSSSSSSSSSSSSSSS
SSSSSRKEDLSSRKEELVSKKEESSRKEEISKESRSRRPRKSNELIDGSSATTSSESDSGNRTKSKAIPS
SANRKQQPSKTSPERQEAERKSISGRKLKKLPEKKLKTSDGRRGPEFQPPTEREEPRRACKEQQQQQHQT
QOQEASVKKQDQRDKKQSTTTAGTEVDEDLLIGSGDNDGKLHLGKKKTDRNLGKSQENATEHQQSVELQNT
ESQTISLGENVQKESNEDDNGKSILERVENSEKEHQKRRKSANRSIFSPQHGKDASVSELFDFDQDMLTE
EIVNEDGFGISRDAEERGVPLSFSFNNELWFKEDSKEDSARETLHLVEKLRMELSKKSNSSQIELEAVPV
DEPVLNVKNIEISEEEISTNETRPSSCKSTIEEKRKSCYSGGNDRYAAYEEDRETNKVSLVERSKLDRAE
TDERWVPPSINSFQLSDVQHLNALMETQONRRYGNHQFPNESIPENESIARTHLNAPITAPPTESIERTQQ
QLOTQVADSPSLPMNFLNTVAPENHTNDTVVESLQEALADGKSQHSGKKSPSKPTRTSARVTSLOGKSPG
KSPRODTQKTIPGARGRGRGTKNSAQHSGYRGRGRGRGRGRGRSGONSGLSLVSGGGIGQHDDSIQNKLV
GTVYDFDSDEDSTSEANIADLRTMRERKKSTDAATAGVERRDSTVMASGESIQSRLSSPGGTRKYLEDRR
LSCSPNHDDSAVVENQSNAGQSFDTVLPLIPGPVDMRTYNSTLDASSSSTLHGQTYENHFLGTFTGVSTN
DPALPDIEEDLEKELRSALIKQGQEDCSKPSFDASIDASSSGFVDTNKVSLTDSRNQLKVKIKGPFLDAN
YVATSSVPPLAQQAPVIITPAATSASIASGTSNLRRMRKKELICLIVTCNKMKPTLVADEMFPEGAGSYI
ELEEVGGSRLLVDLTASEKAVHADFFNDFDDLYDDDDLE

Canonical Epc-N
PHD 1.8e-09

>KlactisCAG99327
MQTQEDGVRLREEVSFKHFYPDLDVNDLVLFGKNNHDELNDRHRHDEEEVYPDDNLREHLKSWKQLIVND
SITIEMLGPQIKNAEFKRCKIRISQLNPHGKVNKQLVKYGYRSHADRTCGLDQKSYCKKTDLLMKHSNEF
FADVSPYQVNFKVEYDMDEQDDLFLRHLNTALTNSKHKLSHEVFEIVITILENEAFHLEKKIPPRVSPSA
TNNTHESHAAWKHHELYGSDDGTGYPMDQPCAVCGGIECDNSNAIVFCDGCDIAVHQECYGVVFIPEGQW
LCRRC

SPNGWSS
CEDGIRKTRDYFNHINHHKVLQODSAVEENKQSAKKTIKNKWKTSRGTLIAPQAFADITMRVLNRFHVPNS
EQISLDICKYWTMKRELKRGAPLVRKFSPSSLNTLDTEELNDRIVFSEVLLRDLNSLEGLASSLVAKQEC
NVERVRNQRIINDIAFHPIRYILKDVVWNNLTKTLSFKSFADLESSSNFKVIPYISSRLENDEYLSVQEF
KDEFVGNIVKITSNERSPRSLVIMGSKLINDLNKLLSKIDELDVHTLLHDDFDIDERTHQVEEVNWKGRK
ILAREGLADVEDLSIKQERQLKGLLRD

Canonical Epc-N
PHD 3.le-14

>CalbicansEAL04413
MNSVSANSYDFSLKPREETDFKEIYPDLDETCQLPVFVIDRNTNSEESSNLRHAVNLSELKAPTYRRVPQ
LSLTPTNLRFSKQLSEYGFQNPSKLTNKPNPDTYIRPFQLNASLRETTASIEKFIEKKKNLVEYDMDEQD
YLFLODRNNQPENVIKITPEVFEIMMTSLENQWCALELKMNSITTNVGSSTSDPGSNHKLLTIGHNNAKY
GNDDGIVPGSIYDQKCAICNDSDCDNANAIVFCDGCDIAVHQECYGVAFIPEGQWLCRKC

SPAEFDETKVLDGIRRTRLYYRDTKLL
NEENARLSKDRETANKLNIFKWNTEANTPIAPKLFSDVLVOQILYQLKVENQISLPEESTNEVLHLKVLPN
RTKMEILODLRSIADEVCRYWCLKRKSKRGASLIRKNNNLIATSSILYDSNSLENNNACESTKKIEFAES
LVSDIDRLISMGEMLTDEQEANHEINSVSFDVVDSVYFPLKQLIELTIMRLNNKFDFNETLRTYKPKSDA
VISLNSISGKNSQYGYQSIDQLEQDVENLREYIFQENKPSSAVYKKMKNWIAGFRKELPSLQVFEKDVIN
DGNQKSSLSFPNVRSAGTNTDLKLVDYRTILEENDLSEIDDDEIESVQONQKELEKFLQD

Canonical Epc-N
PHD 2.3e-14

>CbriggsaeCAE69485
MTPGSSEGPSFGSPGIIRRPPSEKRPRRNGYETFPTVQKPIDRRKSDVKHKTSKRPAPPPESDNDDVPST
SSAPVKPKKKKEKQEPRYDTSTSTIPFTQMASRYDMDADSDTELADCLPFAYIGDKWRTEYSRGVPIPCE
TTLPRAVVMDDGFVLKPKDDYRHPVKRIACSDRAEYFDEERFELLEGEEEEKVHYEVTAHDLKWLERLNK
ARKQSNGKTYLPTTVFSKIMEILETQTYTAIHKQLLNSLHVCVSSPRDDDECDVCRDVDTDGSEEMIYCD
SCNICVHETCGGVKTVPTGGWKCLKC
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SEPENNRRLATEDEWLEYRNPWLAKLESFFYGFVNYVDVSISTSLPEFLIADAFEYWKQOKRL
DAGGPLIRNLSDLIPVPTTIEDVARRAMETQQONRASISIGTVGMALKPSTSSDPSGPSTSTATTSSGPET
SGSGLRGAEHQENHPFFRPAVLMVNELRHIHLKRAANAMKRDIMLSKMVMRREGLNVKLAEASLETIRIA
OMMFETGEESLEEIQKAFDFESMSKNQLKRAAEPERFKAFLERIGGVQRPQKAPRTSGDHQNAQKATQKT
SGGFQKQQLPKTSPEKSPLRRONHNSSPSKPRSSEAVRPGTSGTPFRPTSSASDAQNRPTSSGTSSIAAS
PDHPHNTRHKHNRITTPWNYDQNHNNNNKSMTSSGSHHRRSTSSKNQDFLASPASGPSTSSRFH

Canonical Epc-N
PHD 3.8e-09

>CglabrataCAG61415
MSRASNDVGPKLREEKHFNDFYPDLDANDLIPILVSQETDQSQSVDSQDETIIRKQHYKQLIFNGSITVEP
ITITKQATDVQQIPYPVNDFATFIDAKRYSKKSVGNTLISKFYSQDHIQGKTKRRQQRITINAHDSDKIYK
DKFMTHSNQIKRDKAIQSHFEALSPNLSGFIPQYDMDEQDALYLEFLNQSLGEKYITAEVFEITIITILEL
EWYHLDKHIPPKITDTNDSQLNSIQHHANKVRYELYGSDDGTGLTSDQACAVCDGTVSTTTNMIVFCDGC
DIAVHQECYGIVFIPEGQWLCRRC

SPPGWPSCAEGIMKTRRYFANRDAISEVSKEKQLITKGVNSEDKNSAHWKTNKGTPIA
PMYFTHIIQKVLVMFDISNEIPLSILLCKYWAMKRELRKGAPLVRVHTNLSYNSQONESYLNDRIQFIDSL
LGDLQSLGNISRLIKERVNATKSFRATNKKINEVFTSPKEYFFRRNVLSKFLHFNAFTSLLALLDKHTIV
DHSVNALRNSTSATFIENVEAFVNFASTKLDETRLTSDYIHRISNYAKELSAQFDKVDYEREINMDFEVN
KEHDKLSVSERLWKGPILQQEEGLSDVEELTPSESRIVNNLPIEKEKPTKVKRRKKWKKSY

Canonical Epc-N
PHD 1l.le-12

>SpombeCAA21075
MQTFRLTSTGRNILRPDELAFQPREEIPYKSFHPDLQIDEPLEILEGDHTQYAGLRDSLVTYKSENSYVL
KALLNAKIENVKPVGVQTENINPQEKKFGYKTAKQLDWSPDEYFKFVAIHPYSKTSFPVSYDLDELDTMW
LTYYNEFOQLSSNSEWENVSKEFLEIVLTITIEREWLYLEAWMPKIEPVRVEDELDGRCVICNEAECENSNA
IVFCDNCNTSVHQONCYGIPFVPEGQWFCKKC

TPPDYLNGLMKRLFPLAELYYKRMATDVPLNFQATKAPDFVPEGPWKSHPLPAFIVDK
VTKVLLSYNVKRODLPSIVTDICKFYHMKRRSRKDAPLLKSQLLMDSLENLPVRASKDRVRSLEVAKALQ
DQYQSLLTLVESTAKRQLLKCQLSNLRKKFLNLNYFPAQRLLODTLVKIIDLDVDGLFNMPLDNGWIGWV
ELKRQVFSYQIGSISSLEKKLEPIWDVDGVIQCIDDMEQLTAMVQFAQKTEGEVKKLFIKAKIYFESLSL
DERGNLKVPSLGINGLEYDNWPGLNELEMSQLDIPSQGNLKSLHDFIEGLDLNEKIGKFPISMFQONQVAQ
FSTIEIPKMSGRANGMHNFHSEDVTGQSNHALPNSVTKKNGTKQPYTKNSLPFNERITRSKAKKNYS

Canonical Epc-N
PHD l.6e-15

>EcunuculiCAD27158
MYRKKKFSIPCGESWNPKMSTSGWLGGIPREEHSYKAIYRNLELSRMHRVVSDHVPMSEEKHEGKKTIDE
EQPRGLFESVIYRLDGYDQRYLRESAIDVSEDAFELIVDRLEKEWFFFVHGLVDRHVKPIEPSSFCDICT
KHTSTHNEALVVCQGCEICVHESCYGIQDLSSFWLCRKC

DPLKRNPYELGYGRMNGLRYFGYEKLRNPPATRRKVRMARPRATLFMKLCKLQPVATPSVLSRVE
ACDLKEKDSVNIFKVSRYWELKRKEIGGPLVILPDIVYGRKTREDWMSKRRM

Canonical Epc-N
PHD 8.1le-07
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