Supplement:
Fig. S1. Sequence of the matched peptides from MALDI-TOF analysis

Ssalp

1 MSKAVGIDLG TTY SCVAHFA NDRVDIIAND QGNRTTPSFV AFTDTERLIG
51 DAAKNQAAMN PSNTVFDAKR LIGRNFNDPE VQADMKHFPF KLIDVDGKPQ
101 IQVEFKGETK NFTPEQISSM VLGKMKETAE SYLGAKVNDA VVTVPAYFEND
151 SQRQATKDAG TIAGLNVLRI INEPTAAAIA Y GLDKKGKEE HVLIFDLGGG
201 TFDVSLLFIE DGIFEVKATA GDTHLGGEDF DNRLVNHFIQ EFKRKNKKDL
251 STNQRALRRL RTACERAKRT LSSSAQTSVE IDSLFEGIDF YTSITRARFE
301 ELCADLFRST LDPVEKVLRD AKLDKSQVDE IVLVGGSTRI PKVQKLVTDY
351 FNGKEPNRSI NPDEAVAY GA AVQAAILTGD ESSKTQDLLL LDVAPLSLGI
401 ETAGGVMTKL IPRNSTISTK KFEIFSTYAD NQPGVLIQVF EGERAKTKDN
451 NLLGKFELSG IPPAPRGVPQ IEVTFDVDSN GILNVSAVEK GTGKSNKITI
501 TNDKGRLSKE DIEKMVAEAE KFKEEDEKES QRIASKNQLE SIAY SLKNTI
551 SEAGDKLEQA DKDTVTKKAE ETISWLDSNT TASKEEFDDK LKELQDIANP
601 IMSKLY QAGG APGGAAGGAP GGFPGGAPPA PEAEGPTVEE VD*

Tdh2p

1 MVRVAINGFG RIGRLVMRIA LORKNVEVVA LNDPFISNDY SAYMFKYDST
51 HGRYAGEVSH DDKHIIVDGH KIATFQERDPANLPWASLNI DIAIDSTGVF
101 KELDTAQKHI DAGAKKVVIT APSSTAPMFVY MGVNEEKY TS DLKIVSNASC
151 TTNCLAPLAK VINDAFGIEE GLMTTVHSMT ATQKTVDGPS HKDWRGGRTA
201 SGNIIPSSTG AAKAVGKVLPELQGKLTGMA FRVPTVDVSV VDLTVKLNKE
251 TTYDEIKKVV KAAAEGKLKG VLGYTEDAVV SSDFLGDSNS SIFDAAAGIQ
301 LSPKFVKLVSWYDNEYGYST RVVDLVEHVA KA

Pdclp

1 MSEITLGKYL FERLKQVNVN TVFGLPGDFN LSLLDKIYEV EGMRWAGNAN
51 ELNAAYAADG YARIKGMSCI ITTFGVGELSALNGIAGSYA EHVGVLHVVG
101 VPSISAQAKQ LLLHHTLGNG DFTVFHRMSA NISETTAMIT DIATAPAEID
151 RCIRTTYVTQ RPVYLGLPAN LVDLNVPAKL LQTPIDMSLK PNDAESEKEV
201 IDTILALVKD AKNPVILADA CCSRHDVKAE TKKLIDLTQF PAFVTPMGKG
251 SIDEQHPRYG GVYVGTLSKP EVKEAVESAD LILSVGALLSDFNTGSFSYS
301 YKTKNIVEFH SDHMKIRNAT FPGVOQMKFVL QKLLTTIADA AKGYKPVAVP
351 ARTPANAAVPASTPLKQEWM WNQLGNFLQE GDVVIAETGT SAFGINQTTF
401 PNNTYGISQV LWGSIGFTTG ATLGAAFAAE EIDPKKRVIL FIGDGSLQLT
451 VQEISTMIRW GLKPYLFVLN NDGYTIEKLI HGPKAQYNEI QGWDHLSLLP
501 TFGAKDYETH RVATTGEWDK LTQDKSFNDN SKIRMIEIML PVFDAPONLV
551 EQAKLTAATN AKQ*

Ssaz2p

1 MSKAVGIDLG TTYSCVAHFS NDRVDIIAND QGNRTTPSFV GFTDTERLIG
51 DAAKNQAAMN PANTVFDAKR LIGRNFNDPE VQGDMKHFPF KLIDVDGKPQ
101 IQVEFKGETK NFTPEQISSM VLGKMKETAE SYLGAKVNDA VVTVPAYFND
151 SQRQATKDAG TIAGLNVLRI INEPTAAAIAY GLDKKGKEE HVLIFDLGGG
201 TFDVSLLSIE DGIFEVKATA GDTHLGGEDF DNRLVNHFIQ EFKRKNKKDL
251 STNQRALRRL RTACERAKRT LSSSAQTSVE IDSLFEGIDF YTSITRARFE
301 ELCADLFRST LDPVEKVLRD AKLDKSQVDE IVLVGGSTRI PKVQKLVTDY
351 FNGKEPNRSI NPDEAVAY GA AVQAAILTGD ESSKTQDLLL LDVAPLSLGI
401 ETAGGVMTKL IPRNSTIPTK KSEVFSTYAD NQPGVLIQVF EGERAKTKDN
451 NLLGKFELSG IPPAPRGVPQ IEVTFDVDSN GILNVSAVEK GTGKSNKITI
501 TNDKGRLSKE DIEKMVAEAE KFKEEDEKES QRIASKNQLE SIAY SLKNTI
551 SEAGDKLEQA DKDAVTKKAE ETIAWLDSNT TATKEEFDDQ LKELQEVANP
601 IMSKLY QAGG APEGAAPGGF PGGAPPAPEA EGPTVEEVD

Tdh3p

1 MVRVAINGFG RIGRLVMRIA LSRPNVEVVA LNDPFITNDY AAYMFKYDST
51 HGRYAGEVSH DDKHIIVDGK KIATYQERDPANLPWGSSNV DIAIDSTGVF
101 KELDTAQKHI DAGAKKVVIT APSSTAPMFVY MGVNEEKY TS DLKIVSNASC
151 TTNCLAPLAK VINDAFGIEE GLMTTVHSLT ATQKTVDGPS HKDWRGGRTA
201 SGNIIPSSTG AAKAVGKVLPELQGKLTGMA FRVPTVDVSV VDLTVKLNKE
251 TTYDEIKKVV KAAAEGKLKG VLGYTEDAVYV SSDFLGDSHS SIFDASAGIQ
301 LSPKFVKLVSWYDNEYGYST RVVDLVEHVA KA*

The sequences of the matched peptides from MALDI-TOF analysis are shown in red, whereas the

full-length sequences of yeast proteins are shown in black.



