Assessing Stability of Gene Selection in Microarray
Data Analysis

SIMULDIST
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Figure 1: Histograms of the number of selected genes across 200 simulation runs constructed

for S15.



B/KS B/CVM B/t

8 8
> ° > 2 > °
® o ® 9 ® o
c < g ° g 2
a © a a ©°
o
8 S 8
o T 1T T1T 1711 a [ L o T 1T T1 1711
20 30 40 50 20 60 100 70 80 90 100
WY/KS WY/CVM WY/t
n
> 3 > 9 > 3
® 9 B B S
c o c q c
o} ) o o}
a a a
o o o
8 8 8
S rrrrrr1 S T 1T T T a T T T 1
0 40 80 120 20 60 100 40 60 80 120
BH/t BY/t EB/t
> 8 > © > 8
% 2 % 3 % 2
ot o c g c o
7] 7] o 7]
a) a a)
o o o
8 8 8
S T T T T T S T T T 1 S T T T T 1
0 200 600 1000 0 100 300 0 200 600 1000

Figure 2: Histograms of the number of selected genes across 200 simulation runs constructed
for SI5COR.
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Figure 3: Histograms of the number of selected genes across 200 simulation runs constructed

for S43.
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Figure 4: Histograms of the number of selected genes across 200 simulation runs constructed

for S43COR.



