
αBαA

                                                 
Pae   KLELAEFHARYADLLLRDLRERPVSLVRGPDGI----GGELFFQKHAARLKIPGIVQLDPALD--P  625
Cbu   KRQLADFYSKIADRLLPHIVHRPLMLLRCPNGY----NKECFFQKHPDQNGEEFVYSVEIEEK---
Atu   KEDLARYHEAVGPWLIDHIKGRPCSIIRTPDGI----GGEVFFQRHA----MPGTSNLIELVKVFG
Bbr   KLQLAEYYAAIGPHILPHLRQRRVALLRCPDGA----GTTCFFQKHLSQSLPAGVRR-----D--G
Mlo   KQGLLDHYAEVWPRMEQFVVNRPLSLVRAPDGI----GGPRFFQKHASAGMSDRIARMKDPTD---
Dha   KVDMIRYYAKVAERMLPYVSRRILSIVRCPKGV----AQTCFYKKHPGPGSQGVVTIPILTSD--G
Xca   KGDVWDYYHAVMDHLLPEIVGRPLSIIRCPNGA----EKPCFFQKHHTAGLERVSSVRLKEET--G
Bha   KIDYLYYLQEVAPAMLPFLIDRPLTVIRYPHGVRSNTEREAFYQKNCPDYA-PSFVK-TVRL----
Mtu   KSDIFDYYAGVAEVMLGHIAGRPATRKRWPNGV----DQPAFFEKQLALSAPPWLSRATVAHR--S
Msm   KAEVFDYYLSIAQVMVPHIAGRPVTRKRWPNGV----AEEAFFEKQLASSAPSWLERGSITHK--S
Sco   KLDVARYYQAVAPGVLRALRERPTTLQRYPDGI----TGEWFYQKRAPKGMPDWIPTAHITFP-SG

         
Pae   GHPPLLQIRSAEALVGAVQMGSIEFHTWN--------ASLANLERPDRFVLDLDPDPALPWKRMLE  683
Cbu   ERKRYLTIHDEKGLLALVQMGVLEIHPWG--------SSDSHPEKPDRLIFDIDPHPAVSWKAVIN
Atu   DKKPYLQIDRVEGLAAIAQIGGVELHPWN--------CEPGQPEVPGRLVFDLDPGPDVPFSTVVE
Bbr   GH---LVIESLPGLIALVQYGAIEFHTWG--------ADTRHPDTPDRITLDLDPGPGVAWPAIVE
Mlo   GEE-ILFVRDFDGVAALVQYGVVEIHIWG--------CTIDKLEQPDQIIFDLDPDEGVDVKAVRE
Dha   TTEDYFYIENPSGLIAEAQMGTLEFHIWG--------SRVDELEKPDLMVFDLDPDEGMELGTVRQ
Xca   SNAYYLVVEDAPGLLELVQFNALEFHPWG--------SHAARPDMADRVVFDLDPGPDVPFAEVKR
Bha   DEIRYIVCNDIQTLVWLGNQLALEFHIPY---------HPVPYTKPSEIVFDLDPPSISQFSLAVK
Mtu   GTTTYPIIDSATGLAWIAQQAALEVHVPQWRFVAEPGSGELNPGPATRLVFDLDPGEGVMMAQLAE
Msm   GTTTYPIINTREGLAWVAQQASLEVHVPQWRF--EDG----DQGPATRIVFDLDPGEGVTMTQLCE
Sco   RSADEMCPTEEAAVLWAAQYGTLTFHPWP--------VRRDDVDHPDELRIDLDPQPGTDYDDAAR

  
Pae   ATQLSLTLLDELG-LRAFLKTSGGKGMHLLVPLE----RRHGWDEVKDFAQAISQHLARLMPERFS  744
Cbu   CATDVFEVLKALG-LRSFVKTSGGKGLHVYVPIQ----PQLGWEKLHEFAQKLAKLIVQVNPRLYT
Atu   AAREMRDRLEELG-LVSFCKTTGGKGLHVVTPLAVPKGKKLSWPEAKGFAHDVCMQMARETPELYL
Bbr   GAQMARLLMQEVG-LEPFLKTTGGKGLHLVAPLR----PTQPWDTVKDFARALARQLAVALPDRFT
Mlo   AALDIRGKLDELS-LPNFVKTSGGKGYHVLVPLK----PSADWEAVKTFAHDFAKALEQGAPDRYT
Dha   GVRDLKTILAELS-LNSYLKTSGGKGYHVVVPLK----PAVSWGVFHDFAQGVAQVMEQKWPDRYT
Xca   AATDIRKLLAQLE-LESFLRVSGGKGLHVVVPLN----PGCDWELTKRFAKGFADALAQSEPDRFV
Bha   AAQLMKNMFDALK-LQSFVKTSGGKGLQLYLPLP---DNTFTYDDTRLFSKTVCELLCSQFPEDFT
Mtu   VARAVRDLLADIG-LVTFPVTSGSKGLHLYTPLD----EPVSSRGATVLAKRVAQRLEQAMPALVT
Msm   IAHEVRALMTDLD-LETYPLTSGSKGLHLYVPLA----EPISSRGASVLARRVAQQLEQAMPKLVT
Sco   AAHELRAVLEEFGGLRGWPKTSGGRGIHVFVPIE----PRWTFTQVRRAAIAVGREMERRMPERVT

                                                    
Pae   AVSGPRNRVGKIFVDYLRNSRGASTVAAYSVRAREGLPVSVPVFREELD  793
Cbu   AELSKGKRLNKIFIDYIRNNRGATCVAPYSTRAKKHVPLSTPVSWDELS
Atu   IKMAKNQRNGRIFLDYLRNDRMATAVAPLSPRARAGAPVSMPLSWKQVK
Bbr   ANMAKARRERRIFVDYLRNGNGATAVAAFSARARDGAPVSMPLSWDALD
Mlo   ATLSKKARTGKIFVDYLRNGRGSTTVAPYSSRAKKGATVSMPVTWAEIE
Dha   SNVRKAKRTNRIFIDWIRNGRGATSIAPYSLRARRGAKVSMPITWEELD
Xca   ATATKRFRNKRIFVDYLRNGRGATAVASYSLRGRPGAPVALPLPWSDLA
Bha   TERLKKHRGQRLYLDYLQHDEGKTIVAPFSPRGNEGGFIATPLRWEEVT
Mtu   STMTKSLRAGKVFVDWSQNSGSKTTIAPYSLRGRTHPTVAAPRTWAELD  
Msm   ATMTKSLRAGKVFLDWSQNNAAKTTIAPYSLRGRDHPTVAAPRTWDEIA
Sco   IKWWKEERGERIFIDYNQTARDRTIASAYSVRPRPNAPVSAPLTWDEVG
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