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4 Heterogeneity and parameter values

We have investigated different values of the parametersβ andµ and different initial conditions

in order to test the reliability of the results obtained concerning the heterogeneity level of the

spreading pattern. In Fig. 1 we show the entropy profile for three epidemic diseases starting

in Hong Kong and characterized by three different values of the reproductive numberR0. We

consider low to moderate transmissibility, as estimated for the early epidemic stage of the SARS

outbreak in Hong Kong [7], with values in the range 2.2 to 3.7, 2.7 being the average value. For

each value, the two null models -HOMN andHETN - and the real case (WAN) are shown.

Changes in the parameter values clearly leads to different time scales for the global spread, but

do not affect the overall conclusions regarding the geographical heterogeneity of the epidemic

diffusion.
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Figure 1: Reliability of entropic profiles respect to R0. Entropy profiles for two different
disease strains starting in Hong Kong characterized by two different values of the reproductive
numberR0. Values are those estimated for the SARS outbreak in Hong Kong:(A) R0 = 2.2;
(B) R0 = 3.7. From top to bottom:HOMN, HETN, WAN.

We have also studied the effect of different initial conditions, such as different initial in-

fected cities and several different initial fractions of susceptible population. This is motivated

by research studies about influenza epidemics which have estimated the initial fraction of sus-

ceptibles to lie between 25 and 90%, depending on the disease strain and age group (the rest
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